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72 ’eneticNdiversityNofNtheNvnkoberNSerinNVxrithagraNankoberensisWNatNSimienNMountainsNNationalNParkN
andN’uassaNxommunityNxonservationNvreaaNzthiopiacNAfricanlZoologyaN2021aNjkaNglhbglm 1.1

71 zvolutionaryNhistoryNandNdivergenceNtimesNofNOdonataNVdragonfliesNandNdamselfliesWNrevealedN
throughNtranscriptomicscNIScienceaN2021aNgiaNfehhgi 6.1 3

70 PhylogenomicNrelationshipsNofNbioluminescentNelateroidsNdefineNtheNâ��lampyroidâ��NcladeNwithNclickingN
SinopyrophoridaeNasNitsNearliestNmembercNSystematiclEntomologyaN2021aNikaNfffbfgh 3.4 13

69
vnalysisNofNRNvbSeqaNyNvNTargetNznrichmentaNandNSangerNNucleotideNSequenceNyataNResolvesN
yeepNSplitsNinNtheNPhylogenyNofNxuckooNWaspsNVHymenopteraoNxhrysididaeWcNInsectlSystematicslandl
DiversityaN2021aNjaN

1.8 2

68 weyondNyrosophilaoNresolvingNtheNrapidNradiationNofNschizophoranNfliesNwithNphylotranscriptomicscN
BMClBiologyaN2021aNfnaNgh 7.3 4

67 ‘ourNmyriapodNrelativesNbNbutNwhoNareNsisterstNNoNendNtoNdebatesNonNrelationshipsNamongNtheNfourN
majorNmyriapodNsubgroupscNBMClEvolutionarylBiologyaN2020aNgeaNfii 3 10

66 vnNintegrativeNphylogenomicNapproachNtoNelucidateNtheNevolutionaryNhistoryNandNdivergenceNtimesN
ofNNeuropteridaNVInsectaoNHolometabolaWcNBMClEvolutionarylBiologyaN2020aNgeaNki 3 18

65 yistinctNhbdisulfidebbondedNisomersNofNtrideginNdifferentiallyNinhibitNcoagulationNfactorNXIIIaoNTheN
influenceNofNstructuralNstabilityNonNbioactivitycNEuropeanlJournalloflMedicinallChemistryaN2020aNgefaNffgili6.8 2

64 SawflyN’enomesNRevealNzvolutionaryNvcquisitionsNThatN‘osteredNtheNMegabRadiationNofNParasitoidN
andNzusocialNHymenopteracNGenomelBiologylandlEvolutionaN2020aNfgaNfennbffmm 3.9 7

63 PhylogenomicNanalysisNshedsNlightNonNtheNevolutionaryNpathwaysNtowardsNacousticNcommunicationN
inNOrthopteracNNaturelCommunicationsaN2020aNffaNinhn 17.4 25

62
PhylogenomicsNofNvuchenorrhynchaNVInsectaoNHemipteraWNusingNtranscriptomesoNexaminingN
controversialNrelationshipsNviaNdegeneracyNcodingNandNinterrogationNofNgeneNconflictcNSystematicl
EntomologyaN2020aNijaNmjbffh

3.4 16

61 OldNWorldNandNNewNWorldNPhasmatodeaoNPhylogenomicsNResolveNtheNzvolutionaryNHistoryNofNStickN
andNLeafNInsectscNFrontierslinlEcologylandlEvolutionaN2019aNlaN 3.7 31

60 PhylogenomicsNofNtheNsuperfamilyNyytiscoideaNVxoleopteraoNvdephagaWNwithNanNevaluationNofN
phylogeneticNconflictNandNsystematicNerrorcNMolecularlPhylogeneticslandlEvolutionaN2019aNfhjaNglebgmj 4.1 28

59 vnNintegrativeNphylogenomicNapproachNilluminatesNtheNevolutionaryNhistoryNofNcockroachesNandN
termitesNVwlattodeaWcNProceedingsloflthelRoyallSocietylB:lBiologicallSciencesaN2019aNgmkaNgefmgelk 4.4 69

58 PhylogenomicsNrevealsNtheNevolutionaryNtimingNandNpatternNofNbutterfliesNandNmothscNProceedingsl
oflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaN2019aNffkaNggkjlbggkkh 11.5 117

57 TheNevolutionNandNgenomicNbasisNofNbeetleNdiversitycNProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaaN2019aNffkaNgilgnbgilhl 11.5 156

56 zvolutionaryNhistoryNofNPolyneopteraNandNitsNimplicationsNforNourNunderstandingNofNearlyNwingedN
insectscNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaaN2019aNffkaNhegibhegn11.5 82
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55 NewNdataaNsameNstoryoNphylogenomicsNdoesNnotNsupportNSyrphoideaNVyipteraoNSyrphidaeaN
PipunculidaeWcNSystematiclEntomologyaN2018aNihaNiilbijn 3.4 20

54 wrochosominsNandNotherNnovelNproteinsNfromNbrochosomesNofNleafhoppersNVInsectaaNHemipteraaN
xicadellidaeWcNInsectlBiochemistrylandlMolecularlBiologyaN2018aNniaNfebfl 4.5 5

53
TranscriptomeNsequencebbasedNphylogenyNofNchalcidoidNwaspsNVHymenopteraoNxhalcidoideaWN
revealsNaNhistoryNofNrapidNradiationsaNconvergenceaNandNevolutionaryNsuccesscNMolecularl
PhylogeneticslandlEvolutionaN2018aNfgeaNgmkbgnk

4.1 44

52 PhylogenomicNanalysisNofNvpoideaNshedsNnewNlightNonNtheNsisterNgroupNofNbeescNBMClEvolutionaryl
BiologyaN2018aNfmaNlf 3 69

51 PhylogenomicsNandNtheNevolutionNofNhemipteroidNinsectscNProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaaN2018aNffjaNfglljbfglme 11.5 121

50 UnravellingNtheNLineusNruberdviridisNspeciesNcomplexNVNemerteaaNHeteronemerteaWcNZoological
ScriptaaN2017aNikaNfffbfgk 2.5 16

49 zvolutionaryNHistoryNofNtheNHymenopteracNCurrentlBiologyaN2017aNglaNfefhbfefm 6.3 372

48 RevisingNtheNphylogeneticNpositionNofNtheNextinctNMascareneNParrotNMascarinusNmascarinNVLinnaeusN
fllfWNVvvesoNPsittaciformesoNPsittacidaeWcNMolecularlPhylogeneticslandlEvolutionaN2017aNfelaNinnbjeg 4.1 3

47
TranscriptomeNandNtargetNyNvNenrichmentNsequenceNdataNprovideNnewNinsightsNintoNtheNphylogenyN
ofNvespidNwaspsNVHymenopteraoNvculeataoNVespidaeWcNMolecularlPhylogeneticslandlEvolutionaN2017aN
ffkaNgfhbggk

4.1 50

46 OrthographoNaNversatileNtoolNforNmappingNcodingNnucleotideNsequencesNtoNclustersNofNorthologousN
genescNBMClBioinformaticsaN2017aNfmaNfff 3.6 89

45 PhylogeneticNOriginNandNyiversificationNofNRNviNPathwayN’enesNinNInsectscNGenomelBiologylandl
EvolutionaN2016aNmaNhlmibhlnh 3.9 45

44 vncientNhorizontalNtransfersNofNretrotransposonsNbetweenNbirdsNandNancestorsNofNhumanN
pathogenicNnematodescNNaturelCommunicationsaN2016aNlaNffhnk 17.4 55

43 TranscriptomicNdataNfromNpanarthropodsNshedNnewNlightNonNtheNevolutionNofNinsulatorNbindingN
proteinsNinNinsectsNoNInsectNinsulatorNproteinscNBMClGenomicsaN2016aNflaNmkf 4.5 10

42 wait‘isheroNvNSoftwareNPackageNforNMultispeciesNTargetNyNvNznrichmentNProbeNyesigncNMolecularl
BiologylandlEvolutionaN2016aNhhaNfmljbmk 8.3 49

41 PhylogenyNofNtheNvphidsN2016aNfbfh 1

40 yiversityaNevolutionNandNmedicalNapplicationsNofNinsectNantimicrobialNpeptidescNPhilosophicall
TransactionsloflthelRoyallSocietylB:lBiologicallSciencesaN2016aNhlfaN 5.8 133

39 PhylogenomicsNresolvesNtheNtimingNandNpatternNofNinsectNevolutioncNScienceaN2014aNhikaNlkhbl 33.3 1489

38 OnNtheNsystematicNpositionNofNtheNwlackbcollaredNLovebirdNvgapornisNswindernianusN
VvgapornithinaeaNPsittaciformesWcNJournalloflOrnithologyaN2014aNfjjaNjmfbjmn 1.5 3
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37 ProvenanceNandNgeographicNspreadNofNStcNLouisNencephalitisNviruscNMBioaN2013aNiaNeeehggbfh 7.8 40

36 PhylogeneticNanalysesNofNendoparasiticNvcanthocephalaNbasedNonNmitochondrialNgenomesNsuggestN
secondaryNlossNofNsensoryNorganscNMolecularlPhylogeneticslandlEvolutionaN2013aNkkaNfmgbn 4.1 40

35 vNcomprehensiveNanalysisNofNbilaterianNmitochondrialNgenomesNandNphylogenycNMolecularl
PhylogeneticslandlEvolutionaN2013aNknaNhjgbki 4.1 140

34 PlatyzoanNmitochondrialNgenomescNMolecularlPhylogeneticslandlEvolutionaN2013aNknaNhkjblj 4.1 35

33 MultipleNrearrangementsNinNmitochondrialNgenomesNofNIsopodaNandNphylogeneticNimplicationscN
MolecularlPhylogeneticslandlEvolutionaN2012aNkiaNfekbfl 4.1 33

32
TheNvustralianNfreshNwaterNisopodNVPhreatoicideaoNIsopodaWNallowsNinsightsNintoNtheNearlyN
mitogenomicNevolutionNofNisopodscNComparativelBiochemistrylandlPhysiologylPartlD:lGenomicslandl
ProteomicsaN2010aNjaNhkbii

2 15

31 TheNmitochondrialNgenomeNofNOpilioNparietinusNVvrachnidaoNOpilionesWcNMitochondriallDNAaN2010aNgfaNfinbje 1

30
TheNmitochondrialNgenomeNofNtheNJapaneseNskeletonNshrimpNxaprellaNmuticaNVvmphipodaoN
xaprellideaWNrevealsNaNuniqueNgeneNorderNandNsharedNapomorphicNtranslocationsNwithN’ammarideacN
MitochondriallDNAaN2010aNgfaNllbmk

15

29 TheNphylogeneticNpositionNofNvcoelaNasNrevealedNbyNtheNcompleteNmitochondrialNgenomeNofN
SymsagittiferaNroscoffensiscNBMClEvolutionarylBiologyaN2010aNfeaNhen 3 41

28 zrosionNofNphylogeneticNsignalNinNtunicateNmitochondrialNgenomesNonNdifferentNlevelsNofNanalysiscN
MolecularlPhylogeneticslandlEvolutionaN2010aNjjaNmkeble 4.1 28

27
TheNmitochondrialNgenomeNofNtheNonychophoranNOpisthopatusNcinctipesNVPeripatopsidaeWNreflectsN
theNancestralNmitochondrialNgeneNarrangementNofNPanarthropodaNandNzcdysozoacNMolecularl
PhylogeneticslandlEvolutionaN2010aNjlaNgmjbng

4.1 34

26
zxtensiveNduplicationNeventsNaccountNforNmultipleNcontrolNregionsNandNpseudobgenesNinNtheN
mitochondrialNgenomeNofNtheNvelvetNwormNMetaperipatusNinaeNVOnychophoraaNPeripatopsidaeWcN
MolecularlPhylogeneticslandlEvolutionaN2010aNjlaNgnhbhee

4.1 20

25 OnNtheNphylogeneticNpositionNofNMyzostomidaoNcanNllNgenesNgetNitNwrongtcNBMClEvolutionaryl
BiologyaN2009aNnaNfje 3 47

24 MitochondrialNgenomeNsequenceNandNgeneNorderNofNSipunculusNnudusNgiveNadditionalNsupportNforNanN
inclusionNofNSipunculaNintoNvnnelidacNBMClGenomicsaN2009aNfeaNgl 4.5 49

23 PhylogenyNandNmitochondrialNgeneNorderNvariationNinNLophotrochozoaNinNtheNlightNofNnewN
mitogenomicNdataNfromNNemerteacNBMClGenomicsaN2009aNfeaNhki 4.5 42

22 TheNcompleteNmitochondrialNgenomeNofNvteluraNformicariaNVHexapodaoNZygentomaWNandNtheN
phylogeneticNrelationshipsNofNbasalNinsectscNGeneaN2009aNihnaNgjbhi 3.8 23

21 TheNfirstNcompleteNmitochondrialNgenomeNsequencesNofNvmblypygiNVxhelicerataoNvrachnidaWNrevealN
conservationNofNtheNancestralNarthropodNgeneNordercNGenomeaN2009aNjgaNijkbkk 2.4 13

20 vNcomparisonNofNtheNmitochondrialNgenomesNfromNtwoNfamiliesNofNSolifugaeNVvrthropodaoN
xhelicerataWoNzremobatidaeNandNvmmotrechidaecNGeneaN2008aNiflaNhjbig 3.8 13
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19 zvolutionNofNaNcoreNgeneNnetworkNforNskeletogenesisNinNchordatescNPLoSlGeneticsaN2008aNiaNefeeeegj 6 51

18
TheNcompleteNmitochondrialNgenomeNofNtheNonychophoranNzpiperipatusNbiolleyiNrevealsNaNuniqueN
transferNRNvNsetNandNprovidesNfurtherNsupportNforNtheNecdysozoaNhypothesiscNMolecularlBiologylandl
EvolutionaN2008aNgjaNigbjf

8.3 44

17 TheNcompleteNmitochondrialNgenomeNofNScutigerellaNcauseyaeNVMyriapodaoNSymphylaWNandNtheN
phylogeneticNpositionNofNSymphylacNMolecularlPhylogeneticslandlEvolutionaN2007aNijaNgjfbke 4.1 24

16 TheNcompleteNmitochondrialNgenomeNofNPseudocellusNpearseiNVxhelicerataoNRicinuleiWNandNaN
comparisonNofNmitochondrialNgeneNrearrangementsNinNvrachnidacNBMClGenomicsaN2007aNmaNhmk 4.5 37

15 MitochondrialNgenomeNandNnuclearNsequenceNdataNsupportNmyzostomidaNasNpartNofNtheNannelidN
radiationcNMolecularlBiologylandlEvolutionaN2007aNgiaNfkneblef 8.3 81

14 TheNcompleteNmitochondrialNgenomeNofNtheNcommonNseaNslateraNLigiaNoceanicaNVxrustaceaaNIsopodaWN
bearsNaNnovelNgeneNorderNandNunusualNcontrolNregionNfeaturescNBMClGenomicsaN2006aNlaNgif 4.5 123

13 TheNcompleteNmitochondrialNgenomeNofNtheNseaNspiderNNymphonNgracileNVvrthropodaoN
PycnogonidaWcNBMClGenomicsaN2006aNlaNgmi 4.5 34

12
TheNcompleteNmitochondrialNgenomeNofNtheNorbiniidNpolychaeteNOrbiniaNlatreilliiNVvnnelidaaN
OrbiniidaeWbbvNnovelNgeneNorderNforNvnnelidaNandNimplicationsNforNannelidNphylogenycNGeneaN2006aN
hleaNnkbfeh

3.8 57

11 TheNmitochondrialNgenomesNofNxampodeaNfragilisNandNxampodeaNlubbockiNVHexapodaoNyipluraWoN
HighNgeneticNdivergenceNinNaNmorphologicallyNuniformNtaxoncNGeneaN2006aNhmfaNinbkf 3.8 28

10 TheNmitochondrialNgenomeNofNtheNbristletailNPetrobiusNbrevistylisNVvrchaeognathaoNMachilidaeWcN
InsectlMolecularlBiologyaN2006aNfjaNgjhbm 3.4 21

9 MajorNrearrangementsNcharacterizeNtheNmitochondrialNgenomeNofNtheNisopodNIdoteaNbalticaN
VxrustaceaoNPeracaridaWcNMolecularlPhylogeneticslandlEvolutionaN2006aNieaNmnhbn 4.1 29

8 OrganizationNofNtheNmitochondrialNgenomeNofNmantisNshrimpNPseudosquillaNciliataNVxrustaceaoN
StomatopodaWcNMarinelBiotechnologyaN2005aNlaNkfmbgi 3.4 35

7 xloningNandNexpressionNofNanNinhibitorNofNmicrobialNmetalloproteinasesNfromNinsectsNcontributingNtoN
innateNimmunitycNBiochemicallJournalaN2004aNhmgaNhfjbgg 3.8 58

6
xloningNandNexpressionNofNgallerimycinaNanNantifungalNpeptideNexpressedNinNimmuneNresponseNofN
greaterNwaxNmothNlarvaeaN’alleriaNmellonellacNArchivesloflInsectlBiochemistrylandlPhysiologyaN2003aN
jhaNfgjbhh

2.3 122

5 IdentificationNofNimmunorelevantNgenesNfromNgreaterNwaxNmothNV’alleriaNmellonellaWNbyNaN
subtractiveNhybridizationNapproachcNDevelopmentallandlComparativelImmunologyaN2003aNglaNgelbfj 3.2 94

4 vntimicrobialNactivityNofNexocrineNglandularNsecretionNofNxhrysomelaNlarvaecNJournalloflChemicall
EcologyaN2002aNgmaNhflbhf 2.7 38

3 QuinonesNinNcockchafersoNadditionalNfunctionNofNaNsexNattractantNasNanNantimicrobialNagentcN
ChemoecologyaN2001aNffaNggjbggn 2 21

2
yetectionNofNaNPbglycoproteinNrelatedNpumpNinNxhironomusNlarvaeNandNitsNinhibitionNbyNverapamilN
andNcyclosporinNvcNComparativelBiochemistrylandlPhysiologyl-lBlBiochemistrylandlMolecularlBiologyaN
1998aNfgfaNiihbje

2.3 49
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1 vreNfleasNhighlyNmodifiedNMecopteratNPhylogenomicNresolutionNofNvntliophoraNVInsectaoNHolometabolaW 3
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