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49 DifferentialTgeneTandTtranscriptTexpressionTanalysisTofTRNAlseqTexperimentsTwithTTopHatTandT
CufflinksmTNatureyProtocolskT2012kTvkTtuqlvw 18.8 8342

48 BassetyTlearningTtheTregulatoryTcodeTofTtheTaccessibleTgenomeTwithTdeepTconvolutionalTneuralT
networksmTGenomeyResearchkT2016kTqukTxxolx 9.7 500
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46 QuakeyTqualitylawareTdetectionTandTcorrectionTofTsequencingTerrorsmTGenomeyBiologykT2010kTppkTRppu 18.3 404

45 TransposableTelementsTrevealTaTstemTcelllspecificTclassTofTlongTnoncodingTRNAsmTGenomeyBiologykT
2012kTprkTRpov 18.3 361

44 TranscriptionalTandTepigeneticTdynamicsTduringTspecificationTofThumanTembryonicTstemTcellsmTCellkT
2013kTptrkTppsxlur 56.2 332

43 LongTnoncodingTRNAsTregulateTadipogenesismTProceedingsyofytheyNationalyAcademyyofySciencesyofy
theyUnitedyStatesyofyAmericakT2013kTppokTrrwvlxq 11.5 315

42 WidespreadTRNATbindingTbyTchromatinlassociatedTproteinsmTGenomeyBiologykT2016kTpvkTqw 18.3 143

41 SequentialTregulatoryTactivityTpredictionTacrossTchromosomesTwithTconvolutionalTneuralTnetworksmT
GenomeyResearchkT2018kTqwkTvrxlvto 9.7 134

40 GeneTpredictionTwithTGlimmerTforTmetagenomicTsequencesTaugmentedTbyTclassificationTandT
clusteringmTNucleicyAcidsyResearchkT2012kTsokTex 20.1 120

39 GeneticTdeterminantsTandTepigeneticTeffectsTofTpioneerlfactorToccupancymTNatureyGeneticskT2018kT
tokTqtolqtw 36.3 85

38 ClusteringTmetagenomicTsequencesTwithTinterpolatedTMarkovTmodelsmTBMCyBioinformaticskT2010kT
ppkTtss 3.6 75

37 DetectionTandTcorrectionTofTfalseTsegmentalTduplicationsTcausedTbyTgenomeTmislassemblymTGenomey
BiologykT2010kTppkTRqw 18.3 65

36 TransposableTelementsTmodulateThumanTRNATabundanceTandTsplicingTviaTspecificTRNAlproteinT
interactionsmTGenomeyBiologykT2014kTptkTtrv 18.3 64

35 MurineTsinglelcellTRNAlseqTrevealsTcelllidentitylTandTtissuelspecificTtrajectoriesTofTagingmTGenomey
ResearchkT2019kTqxkTqowwlqpor 9.7 55

34 RecurrentTnoncodingTregulatoryTmutationsTinTpancreaticTductalTadenocarcinomamTNatureyGeneticskT
2017kTsxkTwqtlwrr 36.3 41

33 PredictingTrDTgenomeTfoldingTfromTDNATsequenceTwithTAkitamTNatureyMethodskT2020kTpvkTpppplpppv 21.6 39
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32 DetectingTgenomelwideTdirectionalTeffectsTofTtranscriptionTfactorTbindingTonTpolygenicTdiseaseT
riskmTNatureyGeneticskT2018kTtokTpswrlpsxr 36.3 34

31 SoloyTDoubletTIdentificationTinTSinglelCellTRNAlSeqTviaTSemilSupervisedTDeepTLearningmTCellySystems
kT2020kTppkTxtlpopmet 10.6 31

30 lncRNATrequirementsTforTmouseTacuteTmyeloidTleukemiaTandTnormalTdifferentiationmTELifekT2017kTukT 8.9 31

29 CrosslspeciesTregulatoryTsequenceTactivityTpredictionmTPLoSyComputationalyBiologykT2020kTpukTepoowoto 5 25

28 EffectiveTgeneTexpressionTpredictionTfromTsequenceTbyTintegratingTlonglrangeTinteractionsmTNaturey
MethodskT2021kTpwkTppxulpqor 21.6 24

27 BassetyTLearningTtheTregulatoryTcodeTofTtheTaccessibleTgenomeTwithTdeepTconvolutionalTneuralTnetworks 19

26 SemisupervisedTadversarialTneuralTnetworksTforTsinglelcellTclassificationmTGenomeyResearchkT2021kT
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25 LeveragingTsupervisedTlearningTforTfunctionally´ informedTfinelmappingTofTcisleQTLsTidentifiesTanT
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24 EffectiveTgeneTexpressionTpredictionTfromTsequenceTbyTintegratingTlonglrangeTinteractions 8

23 SequentialTregulatoryTactivityTpredictionTacrossTchromosomesTwithTconvolutionalTneuralTnetworks 7

22 EvaluatingTtheTinformativenessTofTdeepTlearningTannotationsTforThumanTcomplexTdiseasesmTNaturey
CommunicationskT2020kTppkTsvor 17.4 7

21 DetectingTgenomelwideTdirectionalTeffectsTofTtranscriptionTfactorTbindingTonTpolygenicTdiseaseTrisk 6

20 CrosslspeciesTregulatoryTsequenceTactivityTprediction 6

19 ATmurineTagingTcellTatlasTrevealsTcellTidentityTandTtissuelspecificTtrajectoriesTofTaging 5

18 scNymyTSemilsupervisedTadversarialTneuralTnetworksTforTsingleTcellTclassification 4

17 PredictingTrDTgenomeTfoldingTfromTDNATsequence 4

16 DifferentiationTrevealsTlatentTfeaturesTofTagingTandTanTenergyTbarrierTinTmurineTmyogenesismTCelly
ReportskT2021kTrtkTpoxosu 10.6 4

15 TheTlandscapeTofTalternativeTpolyadenylationTinTsingleTcellsTofTtheTdevelopingTmouseTembryomT
NatureyCommunicationskT2021kTpqkTtpop 17.4 4
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14 ExtractingTbetweenlpathwayTmodelsTfromTElMAPTinteractionsTusingTexpectedTgraphTcompressionmT
JournalyofyComputationalyBiologykT2011kTpwkTrvxlxo 1.7 3

13 EvaluatingTtheTinformativenessTofTdeepTlearningTannotationsTforThumanTcomplexTdiseases 3

12 DifferentiationTrevealsTtheTplasticityTofTagelrelatedTchangeTinTmurineTmuscleTprogenitors 2
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4 CrosslspeciesTregulatoryTsequenceTactivityTpredictionT2020kTpukTepoowoto
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