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ARTICLE

CsubMADS]1, a lag phase transcription factor, controls development of polar eukaryotic microalga
<i>Coccomyxa subellipsoidea</i> Ca€469. Plant Journal, 2021, 107, 1228-1242.

The Arabidopsis Hypoxia Inducible AtR8 Long Non-Coding RNA also Contributes to Plant Defense and
Root Elongation Coordinating with WRKY Genes under Low Levels of Salicylic Acid. Non-coding RNA,
2020, 6, 8.

Exploring the Role of a Cytokinin-Activating Enzyme LONELY GUY in Unicellular Microalga Chlorella
variabilis. Frontiers in Plant Science, 2020, 11, 611871.

A Survey of MIKC Type MADS-Box Genes in Non-seed Plants: Algae, Bryophytes, Lycophytes and Ferns.

Frontiers in Plant Science, 2018, 9, 510.

Post-translational regulation of rice MADS29 function: homodimerization or binary interactions

with other seed-expressed MADS proteins modulate its translocation into the nucleus. Journal of
Experimental Botany, 2014, 65, 5339-5350.

Functional delineation of rice MADS29 reveals its role in embryo and endosperm development by
affecting hormone homeostasis. Journal of Experimental Botany, 2013, 64, 4239-4253.
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