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55 GeneticOyackgroundONegatesOImprovementsOinORiceOFlourOzharacteristicsOandOFoodOProcessingO
PropertiesOzausedObyOaOMutantOxlleleOofOtheOPDILhdhOSeedOStorageOProteinOGeneeeORicecO2022cOhlcOhj 5.8 1

54 DevelopmentOofOanOdDerivedONestedOxssociationOMappingOWdNxMYOPopulationOinORiceeOPlantscO2021cO
hgcO 4.5 11

53 zhoosingOtheOoptimalOpopulationOforOaOgenomedwideOassociationOstudyqOxOsimulationOofO
wholedgenomeOsequencesOfromOriceeOPlantrGenomecO2020cOhjcOeigggl 4.4 4

52 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelseOPLoSrONEcO2020cOhlcOegijjplh 3.7 9

51 zouplingOdayOlengthOdataOandOgenomicOpredictionOtoolsOforOpredictingOtimedrelatedOtraitsOunderO
complexOscenarioseOScientificrReportscO2020cOhgcOhjjoi 4.9 6

50 GeneticOandOepistaticOeffectsOforOgrainOqualityOandOyieldOofOthreeOgraindsizeOQTLsOidentifiedOinO
brewingOriceOWOryzaOsativaOLeYeeOMolecularrBreedingcO2020cOkgcOh 3.4 2

49 LandracesOofOtemperateOjaponicaOriceOhaveOsuperiorOallelesOforOimprovingOculmOstrengthOassociatedO
withOlodgingOresistanceeOScientificrReportscO2020cOhgcOhpoll 4.9 1

48 PredictingORiceOHeadingODateOUsingOanOIntegratedOxpproachOzombiningOaOMachineOLearningOMethodO
andOaOzropOGrowthOModeleOFrontiersrinrGeneticscO2020cOhhcOlpplhg 4.5 3

47 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

46 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

45 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

44 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

43 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

42 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

41 PredictingObiomassOofOriceOwithOintermediateOtraitsqOModelingOmethodOcombiningOcropOgrowthO
modelsOandOgenomicOpredictionOmodelsO2020cOhlcOegijjplh

40
ValidationOofOaOquantitativeOtraitOlocusOforOtheOwhitedcoreOexpressionOrateOofOgrainOonOchromosomeOmO
inOaObrewingOriceOcultivarOandOdevelopmentOofODNxOmarkersOforOmarkerdassistedOselectioneOBreedingr
SciencecO2019cOmpcOkghdkgp

2 4

39 WholeOgenomeOsequencingOdataOofOLeOcveOTakanarieODatarinrBriefcO2019cOincOhgklkm 1.2
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38 GeneticOandOphenotypicOassessmentOofOsugarObeetOWOLeOsubspeOYOeliteOinbredOlinesOselectedOinOJapanO
duringOtheOpastOlgOyearseOBreedingrSciencecO2019cOmpcOilldiml 2 4

37 QTLOanalysisOofOresistanceOtoObacterialOwiltOcausedObyOinOpotatoeOBreedingrSciencecO2019cOmpcOlpidmgg 2 6

36
IdentificationOofOQTLsOforOriceOgrainOsizeOusingOaOnovelOsetOofOchromosomalOsegmentOsubstitutionO
linesOderivedOfromOYamadanishikiOinOtheOgeneticObackgroundOofOKoshihikarieOBreedingrSciencecO2018cO
mocOihgdiho

2 13

35 áthylenedgibberellinOsignalingOunderliesOadaptationOofOriceOtoOperiodicOfloodingeOSciencecO2018cOjmhcOhohdhom33.3 89

34 xOnovelORiceOQTLOqOPWhhOxssociatedOwithOPanicleOWeightOxffectsOPanicleOandOPlantOxrchitectureeO
RicecO2018cOhhcOlj 5.8 9

33 DescriptionOofOgrainOweightOdistributionOleadingOtoOgenomicOselectionOforOgraindfillingOcharacteristicsO
inOriceeOPLoSrONEcO2018cOhjcOegignmin 3.7 16

32 DifferencesOinOglucoseOyieldOofOresiduesOfromOamongOvarietiesOofOricecOwheatcOandOsorghumOafterO
diluteOacidOpretreatmenteOBioscience,rBiotechnologyrandrBiochemistrycO2017cOohcOhmlgdhmlm 2.1 2

31 GeneticOdissectionOofOgrainOtraitsOinOYamadanishikicOanOexcellentOsakedbrewingOriceOcultivareO
TheoreticalrandrAppliedrGeneticscO2017cOhjgcOilmndilol 6 8

30 GeneticOTracingOofOLeOfromOItsOMesoamericanOOriginOtoOtheOWorldeOFrontiersrinrPlantrSciencecO2017cOocOhljp6.2 17

29 GenomedwideOassociationOstudyOusingOwholedgenomeOsequencingOrapidlyOidentifiesOnewOgenesO
influencingOagronomicOtraitsOinOriceeONaturerGeneticscO2016cOkocOpindjk 36.3 326

28
NaturalOvariationOinOtheOglucoseOcontentOofOdiluteOsulfuricOaciddpretreatedOriceOstrawOliquidO
hydrolysatesqOimplicationsOforObioethanolOproductioneOBioscience,rBiotechnologyrandrBiochemistrycO
2016cOogcOomjdp

2.1 3

27
UncoveringOaONuisanceOInfluenceOofOaOPhenologicalOTraitOofOPlantsOUsingOaONonlinearOStructuralO
áquationqOxpplicationOtoODaysOtoOHeadingOandOzulmOLengthOinOxsianOzultivatedORiceOWOryzaOSativaO
LeYeOPLoSrONEcO2016cOhhcOeghkomgp

3.7 8

26 IslanddModelOGenomicOSelectionOforOLongdTermOGeneticOImprovementOofOxutogamousOzropseOPLoSr
ONEcO2016cOhhcOeghljpkl 3.7 11

25
RareOalleleOofOaOpreviouslyOunidentifiedOhistoneOHkOacetyltransferaseOenhancesOgrainOweightcOyieldcO
andOplantObiomassOinOriceeOProceedingsrofrtherNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofr
AmericacO2015cOhhicOnmdoh

11.5 156

24 áxploringOtheOareasOofOapplicabilityOofOwholedgenomeOpredictionOmethodsOforOxsianOriceOWOryzaO
sativaOLeYeOTheoreticalrandrAppliedrGeneticscO2015cOhiocOkhdlj 6 44

23 NaturalOVariationOinOtheOFlagOLeafOMorphologyOofORiceODueOtoOaOMutationOofOtheONxRROWOLáxFOhO
GeneOinOOryzaOsativaOLeOGeneticscO2015cOighcOnpldogo 4 12

22 zhangesOinOLigninOandOPolysaccharideOzomponentsOinOhjOzultivarsOofORiceOStrawOfollowingODiluteO
xcidOPretreatmentOasOStudiedObyOSolutiondStateOiDOhHdhjzONMReOPLoSrONEcO2015cOhgcOeghiokhn 3.7 21

21 GlucoseOcontentOinOtheOliquidOhydrolysateOafterOdiluteOacidOpretreatmentOisOaffectedObyOtheOstarchO
contentOinOriceOstraweOBioresourcerTechnologycO2013cOhkpcOligdk 11 15
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20 OsLGhOregulatesOaOclosedOpanicleOtraitOinOdomesticatedOriceeONaturerGeneticscO2013cOklcOkmidlcOkmlehdi 36.3 128

19 DevelopmentOofOINDáLOmarkersOtoOdiscriminateOallOgenomeOtypesOrapidlyOinOtheOgenusOOryzaeO
BreedingrSciencecO2013cOmjcOikmdlk 2 33

18 PopulationOstructureOinOJapaneseOriceOpopulationeOBreedingrSciencecO2013cOmjcOkpdln 2 27

17 DiversityOandOpopulationOstructureOofOblackOsoybeanOlandracesOoriginatingOfromOTanbaOandO
neighboringOregionseOBreedingrSciencecO2012cOmhcOlpjdmgh 2 8

16 xrtificialOselectionOforOaOgreenOrevolutionOgeneOduringOjaponicaOriceOdomesticationeOProceedingsrofr
therNationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericacO2011cOhgocOhhgjkdp 11.5 132

15 VariationOinObiomassOpropertiesOamongOriceOdiverseOcultivarseOBioscience,rBiotechnologyrandr
BiochemistrycO2011cOnlcOhmgjdl 2.1 17

14 PopulationOstructureOofOwildOwheatODdgenomeOprogenitorOxegilopsOtauschiiOzosseqOimplicationsOforO
intraspecificOlineageOdiversificationOandOevolutionOofOcommonOwheateOMolecularrEcologycO2010cOhpcOpppdhghj5.7 88

13 xllelicOinteractionOatOseeddshatteringOlociOinOtheOgeneticObackgroundsOofOwildOandOcultivatedOriceO
specieseOGenesrandrGeneticrSystemscO2010cOolcOimldnh 1.4 30

12 yiologicalOcontrolOforOriceOblastOdiseaseObyOemployingOdetachmentOactionOwithOgelatinolyticObacteriaeO
BiologicalrControlcO2010cOllcOoldph 3.8 24

11 DNxxlignáditorqODNxOalignmentOeditorOtooleOBMCrBioinformaticscO2008cOpcOhlk 3.6 9

10 ámpiricalOxnalysisOofOSelectionOScreensOforODomesticationOandOImprovementOLociOinOMaizeObyO
áxtendedODNxOSequencingeOPlantrGenomecO2008cOhcO 4.4 4

9 GenomicOscreeningOforOartificialOselectionOduringOdomesticationOandOimprovementOinOmaizeeOAnnalsr
ofrBotanycO2007cOhggcOpmndnj 4.1 53

8 xOunifiedOmixeddmodelOmethodOforOassociationOmappingOthatOaccountsOforOmultipleOlevelsOofO
relatednesseONaturerGeneticscO2006cOjocOigjdo 36.3 2595

7 TheOeffectsOofOartificialOselectionOonOtheOmaizeOgenomeeOSciencecO2005cOjgocOhjhgdk 33.3 634

6 xOlargedscaleOscreenOforOartificialOselectionOinOmaizeOidentifiesOcandidateOagronomicOlociOforO
domesticationOandOcropOimprovementeOPlantrCellcO2005cOhncOiolpdni 11.6 202

5 GeneticObasisOofOovicidalOresponseOtoOwhitebackedOplanthopperOWSogatellaOfurciferaOHorvˆ¡thYOinOriceO
WOryzaOsativaOLeYeOMolecularrBreedingcO2003cOhicOhjjdhkj 3.4 44

4 MappingOofOQuantitativeOTraitOLociOofOOvicidalOResponseOtoOyrownOPlanthopperOWNilaparvataOlugensO
StalYOinORiceOWOryzaOsativaOLeYeeOBreedingrSciencecO2000cOlgcOiphdipm 2 19

3 QuantitativeOTraitOLocusOMappingOofOOvicidalOResponseinORiceOWOryzaOsativaOLeYOagainstOWhitebackedO
PlanthopperOWSogatellaOfurciferaOHorvˆ¡thYeOCroprSciencecO1999cOjpcOhhnodhhoj 2.4 28

Masanori Yamasaki

4



2 xOnovelOindexOtoOevaluateOresourceOallocationOpatternOinOpaniclesOinOJapaneseOriceOcultivarseOPlantr
ProductionrSciencechdhm 2.4

1 zouplingODayOLengthODataOandOGenomicOPredictionOtoolsOforOPredictingOTimedRelatedOTraitsOunderO
zomplexOScenarios 1
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