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101 TexasLPublicLtgenciesSLTweetsLandLPublicLxngagementLwuringLtheLvOV wZdlLPandemicmLNaturalL
LanguageLProcessingLtpproachaLJMIRePubliceHealtheandeSurveillanceYL2021YLjYLeeijec 11.4 7

100 wiscoveryLandLfineZmappingLofLheightLlociLviaLhighZdensityLimputationLofLzWtSsLinLindividualsLofL
tfricanLancestryaLAmericaneJournaleofeHumaneGeneticsYL2021YLdckYLhigZhke 11 7

99 MedZuxRTmLpretrainedLcontextualizedLembeddingsLonLlargeZscaleLstructuredLelectronicLhealthL
recordsLforLdiseaseLpredictionaLNpjeDigitaleMedicineYL2021YLgYLki 15.7 41

98 Rtyy mLtccurateLandLfastLfamilialLrelationshipLinferenceLinLlargeLscaleLbiobankLstudiesLusingLRaP waL
PLoSeGeneticsYL2021YLdjYLedcclfdh 6 1

97 dZPuWTmLdynamicLpositionalLuurrowsZWheelerLtransformaLBioinformaticsYL2021YL 7.2 2

96 PersonalizedLgenealogicalLhistoryLofLUKLindividualsLinferredLfromLbiobankZscaleL uwLsegmentsaLBMCe
BiologyYL2021YLdlYLfe 7.3 2

95
RealLWorldLLongZtermLtssessmentLofLTheLxfficacyLofLTocilizumabLinLPatientsLwithLvOV wZdlmL
ResultsLyromLtLLargeLweZidentifiedLMulticenterLxlectronicL–ealthLRecordLwatasetLinLtheLUnitedL
StatesaLInternationaleJournaleofeInfectiouseDiseasesYL2021YLddfYLdgkZdhg

10.5 0

94 tssociationLofLSickleLvellLTraitLWithL ncidenceLofLvoronaryL–eartLwiseaseLtmongLtfricanLtmericanL
 ndividualsaLJAMAeNetworkeOpenYL2021YLgYLeecfcgfh 10.4 3

93 zenealogicalLsearchLusingLwholeZgenomeLgenotypeLprofilesL2020YLhdZlg 0

92 vollectiveLeffectsLofLlongZrangeLwNtLmethylationsLpredictLgeneLexpressionsLandLestimateL
phenotypesLinLcanceraLScientificeReportsYL2020YLdcYLflec 4.9 3

91 tsthmaLxxacerbationLPredictionLandLRiskLyactorLtnalysisLuasedLonLaLTimeZSensitiveYLtttentiveL
NeuralLNetworkmLRetrospectiveLvohortLStudyaLJournaleofeMedicaleInterneteResearchYL2020YLeeYLedilkd 7.6 8

90 VasopressorLtreatmentLandLmortalityLfollowingLnontraumaticLsubarachnoidLhemorrhagemLaL
nationwideLelectronicLhealthLrecordLanalysisaLNeurosurgicaleFocusYL2020YLgkYLxg 4.2 8

89 RepresentationLofLx–RLdataLforLpredictiveLmodelingmLaLcomparisonLbetweenLUMLSLandLotherL
terminologiesaLJournaleofetheeAmericaneMedicaleInformaticseAssociation:eJAMIAYL2020YLejYLdhlfZdhll 8.6 6

88 tLPheWtSLstudyLofLaLlargeLobservationalLepidemiologicalLcohortLofLtfricanLtmericansLfromLtheL
RxztRwSLstudyaLBMCeMedicaleGenomicsYL2019YLdeYLei 3.7 3

87
NetworkLcontextLmattersmLgraphLconvolutionalLnetworkLmodelLoverLsocialLnetworksLimprovesLtheL
detectionLofLunknownL– VLinfectionsLamongLyoungLmenLwhoLhaveLsexLwithLmenaLJournaleofethee
AmericaneMedicaleInformaticseAssociation:eJAMIAYL2019YLeiYLdeifZdejd

8.6 9

86 MultiZallelicLpositionalLuurrowsZWheelerLtransformaLBMCeBioinformaticsYL2019YLecYLejl 3.6 2

85 TimeZsensitiveLclinicalLconceptLembeddingsLlearnedLfromLlargeLelectronicLhealthLrecordsaLBMCe
MedicaleInformaticseandeDecisioneMakingYL2019YLdlYLhk 3.6 10
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84 zeneevecmLdistributedLrepresentationLofLgenesLbasedLonLcoZexpressionaLBMCeGenomicsYL2019YLecYLke 4.5 42

83 tnLxxomeZWideLSequencingLStudyLofLtheLzOLwNLvohortLRevealsLNovelLtssociationsLofLvodingL
VariantsLandLyastingLPlasmaLLipidsaLFrontierseineGeneticsYL2019YLdcYLdhk 4.5 1

82 zenomeZwideLmetaZanalysisLofLSNPZbylZtvx btRuLandLSNPZbyZthiazideLdiureticLandLeffectLonL
serumLpotassiumLinLcohortsLofLxuropeanLandLtfricanLancestryaLPharmacogenomicseJournalYL2019YLdlYLljZdck3.5 3

81 zenomeZwideLmetaZanalysisLofLSNPLandLantihypertensiveLmedicationLinteractionsLonLleftL
ventricularLtraitsLinLtfricanLtmericansaLMoleculareGeneticsekamp;eGenomiceMedicineYL2019YLjYLeccjkk 2.3 3

80 xfficientLhaplotypeLmatchingLbetweenLaLqueryLandLaLpanelLforLgenealogicalLsearchaLBioinformaticsYL
2019YLfhYLieffZiegd 7.2 5

79 RaP wmLultraZfastYLpowerfulYLandLaccurateLdetectionLofLsegmentsLidenticalLbyLdescentLT uwULinL
biobankZscaleLcohortsaLGenomeeBiologyYL2019YLecYLdgf 18.3 21

78 PredictingLgeneLexpressionLusingLwNtLmethylationLinLthreeLhumanLpopulationsaLPeerJYL2019YLjYLeijhj 3.1 13

77 tllLpinsLareLnotLcreatedLequalmLcommunicatingLskinLcancerLvisuallyLonLPinterestaLTranslationale
BehavioraleMedicineYL2019YLlYLffiZfgi 3.2 5

76 tnLexomeZwideLsequencingLstudyLofLlipidLresponseLtoLhighZfatLmealLandLfenofibrateLinLvaucasiansL
fromLtheLzOLwNLcohortaLJournaleofeLipideResearchYL2018YLhlYLjeeZjel 6.3 4

75 tssociationLofLMethylationLSignalsLWithL ncidentLvoronaryL–eartLwiseaseLinLanLxpigenomeZWideL
tssessmentLofLvirculatingLTumorLNecrosisLyactorL˛–aLJAMAeCardiologyYL2018YLfYLgifZgje 16.2 17

74 SocialLmediaLandLoutbreaksLofLemergingLinfectiousLdiseasesmLtLsystematicLreviewLofLliteratureaL
AmericaneJournaleofeInfectioneControlYL2018YLgiYLlieZlje 3.8 104

73
tLstudyLofLgeneralizabilityLofLrecurrentLneuralLnetworkZbasedLpredictiveLmodelsLforLheartLfailureL
onsetLriskLusingLaLlargeLandLheterogeneousLx–RLdataLsetaLJournaleofeBiomedicaleInformaticsYL2018YL
kgYLddZdi

10.2 36

72 PublicLPerceptionLtnalysisLofLTweetsLwuringLtheLecdhLMeaslesLOutbreakmLvomparativeLStudyLUsingL
vonvolutionalLNeuralLNetworkLModelsaLJournaleofeMedicaleInterneteResearchYL2018YLecYLeefi 7.6 30

71 TweetingLaboutLmeaslesLduringLstagesLofLanLoutbreakmLtLsemanticLnetworkLapproachLtoLtheL
framingLofLanLemergingLinfectiousLdiseaseaLAmericaneJournaleofeInfectioneControlYL2018YLgiYLdfjhZdfkc 3.8 28

70
xpigeneticLPatternsLinLuloodLtssociatedLWithLLipidLTraitsLPredictL ncidentLvoronaryL–eartLwiseaseL
xventsLandLtreLxnrichedLforLResultsLyromLzenomeZWideLtssociationLStudiesaLCirculation:e
CardiovasculareGeneticsYL2017YLdcYL

72

69 SickleLvellLTraitLandLtheLRiskLofLxSRwLinLulacksaLJournaleofetheeAmericaneSocietyeofeNephrology:eJASNYL
2017YLekYLedkcZedkj 12.7 53

68 zenomeZwideLtssociationLStudiesLofLPerformanceLTraitsL2017YLgdhZgff 4

67 tLzenomeZWideLtssociationLStudyLRevealsLThatLzenesLwithLyunctionsLforLuoneLwevelopmentLtreL
tssociatedLwithLuodyLvonformationLinLvatfishaLMarineeBiotechnologyYL2017YLdlYLhjcZhjk 3.4 26

(2017-2019)

3



66 zenomeZwideLadmixtureLandLassociationLstudyLofLsubclinicalLatherosclerosisLinLtheLWomenSsL
 nteragencyL– VLStudyLTW –SUaLPLoSeONEYL2017YLdeYLecdkkjeh 3.7 8

65
tssociationLofLuodyLMassL ndexLwithLwNtLMethylationLandLzeneLxxpressionLinLuloodLvellsLandL
RelationsLtoLvardiometabolicLwiseasemLtLMendelianLRandomizationLtpproachaLPLoSeMedicineYL2017YL
dgYLedcceedh

11.6 162

64 tnLepigenomeZwideLassociationLstudyLofLinflammatoryLresponseLtoLfenofibrateLinLtheLzeneticsLofL
LipidLLoweringLwrugsLandLwietLNetworkaLPharmacogenomicsYL2017YLdkYLdfffZdfgd 2.6 6

63  nfluenceLofLcommonLandLrareLgeneticLvariationLonLwarfarinLdoseLamongLtfricanZtmericansLandL
xuropeanZtmericansLusingLtheLexomeLarrayaLPharmacogenomicsYL2017YLdkYLdchlZdcjf 2.6 10

62
wiscoveryLandLfineZmappingLofLadiposityLlociLusingLhighLdensityLimputationLofLgenomeZwideL
associationLstudiesLinLindividualsLofLtfricanLancestrymLtfricanLtncestryLtnthropometryLzeneticsL
vonsortiumaLPLoSeGeneticsYL2017YLdfYLedccijdl

6 60

61 xpigeneticLSignaturesLofLvigaretteLSmokingaLCirculation:eCardiovasculareGeneticsYL2016YLlYLgfiZggj 442

60 TheLuioenergeticL–ealthL ndexLisLaLsensitiveLmeasureLofLoxidativeLstressLinLhumanLmonocytesaL
RedoxeBiologyYL2016YLkYLgfZhc 11.3 41

59 VaginalLMicrobiotaLinLPregnancymLxvaluationLuasedLonLVaginalLyloraYLuirthLOutcomeYLandLRaceaL
AmericaneJournaleofePerinatologyYL2016YLffYLgcdZk 3.3 24

58
 nteractionLofLmethylationZrelatedLgeneticLvariantsLwithLcirculatingLfattyLacidsLonLplasmaLlipidsmLaL
metaZanalysisLofLjLstudiesLandLmethylationLanalysisLofLfLstudiesLinLtheLvohortsLforL–eartLandLtgingL
ResearchLinLzenomicLxpidemiologyLconsortiumaLAmericaneJournaleofeClinicaleNutritionYL2016YLdcfYLhijZjk

7 21

57 OxidativeLModificationsLofLProteinLTyrosylLResiduesLtreL ncreasedLinLPlasmaLofL–umanLSubjectsL
withL nterstitialLLungLwiseaseaLAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineYL2016YLdlfYLkidZk10.2 26

56 zeneticallyLpredictedLlongerLtelomereLlengthLisLassociatedLwithLincreasedLriskLofLuZcellLlymphomaL
subtypesaLHumaneMoleculareGeneticsYL2016YLehYLdiifZji 5.6 39

55 tPOLdLnephropathyLriskLvariantsLareLassociatedLwithLalteredLhighZdensityLlipoproteinLprofilesLinL
tfricanLtmericansaLNephrologyeDialysiseTransplantationYL2016YLfdYLiceZk 4.3 18

54 zravidasLwithLclassL   LobesitymLevaluatingLtheLabdominalLskinLmicrobiotaLaboveLandLbelowLtheL
panniculusLTaUaLJournaleofeMaternalsFetaleandeNeonataleMedicineYL2016YLelYLffdeZi 2 3

53 tssociationLofLSickleLvellLTraitLwithLRiskLofLvoronaryL–eartLwiseaseLinLtfricanLtmericansaLBloodYL
2016YLdekYLddZdd 2.2 2

52 tssociationLofLwNtLMethylationLatLvPTdtLLocusLwithLMetabolicLSyndromeLinLtheLzeneticsLofLLipidL
LoweringLwrugsLandLwietLNetworkLTzOLwNULStudyaLPLoSeONEYL2016YLddYLecdghjkl 3.7 40

51 –eritableLwNtLMethylationLinLvwgWLvellsLamongLvomplexLyamiliesLwisplaysLzeneticLandL
NonZzeneticLxffectsaLPLoSeONEYL2016YLddYLecdihgkk 3.7 18

50 tnLOptimalLuahadurZxfficientLMethodLinLwetectionLofLSparseLSignalsLwithLtpplicationsLtoLPathwayL
tnalysisLinLSequencingLtssociationLStudiesaLPLoSeONEYL2016YLddYLecdheiij 3.7 0

49 tLgenomeZwideLstudyLofLlipidLresponseLtoLfenofibrateLinLvaucasiansmLaLcombinedLanalysisLofLtheL
zOLwNLandLtvvORwLstudiesaLPharmacogeneticseandeGenomicsYL2016YLeiYLfegZff 1.9 10
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48 tLzenomeZWideLtssociationLStudyL dentifiesLMultipleLRegionsLtssociatedLwithL–eadLSizeLinLvatfishaL
Gy:eGenesreGenomesreGeneticsYL2016YLiYLffklZfflk 3.2 40

47
weepLsequencingLofLRYRfLgeneLidentifiesLrareLandLcommonLvariantsLassociatedLwithLincreasedL
carotidLintimaZmediaLthicknessLTc MTULinL– VZinfectedLindividualsaLJournaleofeHumaneGeneticsYL2015YL
icYLifZj

4.3 2

46 OnLtheLdesignLandLanalysisLofLnextZgenerationLsequencingLgenotypingLforLaLcohortLwithL
haplotypeZinformativeLreadsaLMethodsYL2015YLjlZkcYLgdZi 4.6 1

45 wirectionalLdominanceLonLstatureLandLcognitionLin´ diverseLhumanLpopulationsaLNatureYL2015YLhefYLghlZgie50.4 119

44 tLgenomeZwideLassociationLstudyLinLcatfishLrevealsLtheLpresenceLofLfunctionalLhubsLofLrelatedL
genesLwithinLQTLsLforLcolumnarisLdiseaseLresistanceaLBMCeGenomicsYL2015YLdiYLdli 4.5 82

43 xpigenomeZwideLassociationLstudyLTxWtSULofLuM YLuM LchangeLandLwaistLcircumferenceLinLtfricanL
tmericanLadultsLidentifiesLmultipleLreplicatedLlociaLHumaneMoleculareGeneticsYL2015YLegYLggigZjl 5.6 219

42 vyclosporineZmediatedLallograftLfibrosisLisLassociatedLwithLmicroZRNtZedLthroughLtKTLsignalingaL
TransplanteInternationalYL2015YLekYLefeZgh 3 25

41 xpigenomeZwideLstudyLidentifiesLnovelLmethylationLlociLassociatedLwithLbodyLmassLindexLandLwaistL
circumferenceaLObesityYL2015YLefYLdglfZhcd 8 122

40 UseLofLxvMOLinLtheLManagementLofLSevereLtcuteLRespiratoryLwistressLSyndromemLtLSurveyLofL
tcademicLMedicalLventersLinLtheLUnitedLStatesaLASAIOeJournalYL2015YLidYLhhiZif 3.6 6

39 LipidLchangesLdueLtoLfenofibrateLtreatmentLareLnotLassociatedLwithLchangesLinLwNtLmethylationL
patternsLinLtheLzOLwNLstudyaLFrontierseineGeneticsYL2015YLiYLfcg 4.5 19

38 PvSKlLvariationLandLassociationLwithLbloodLpressureLinLtfricanLtmericansmLpreliminaryLfindingsL
fromLtheL–yperzxNLandLRxztRwSLstudiesaLFrontierseineGeneticsYL2015YLiYLdfi 4.5 19

37 tssociationLofL–emoglobinLSLandLvLTraitsLwithLKidneyLwiseaseLinLtfricanLtmericansLinLtheLReasonsL
forLzeographicLandLRacialLwifferencesLinLStrokeLTRxztRwSULStudyaLBloodYL2015YLdeiYLjcZjc 2.2

36 zenomeZwideLassociationLstudyLidentifiesLmultipleLsusceptibilityLlociLforLdiffuseLlargeLuLcellL
lymphomaaLNatureeGeneticsYL2014YLgiYLdeffZk 36.3 108

35 zenomeZwideLassociationLstudyLidentifiesLfiveLsusceptibilityLlociLforLfollicularLlymphomaLoutsideL
theL–LtLregionaLAmericaneJournaleofeHumaneGeneticsYL2014YLlhYLgieZjd 11 74

34 xpigenomeZwideLassociationLstudyLofLfastingLbloodLlipidsLinLtheLzeneticsLofLLipidZloweringLwrugsL
andLwietLNetworkLstudyaLCirculationYL2014YLdfcYLhihZje 16.7 161

33 MethylationLatLvPTdtLlocusLisLassociatedLwithLlipoproteinLsubfractionLprofilesaLJournaleofeLipide
ResearchYL2014YLhhYLdfegZfc 6.3 50

32 tLhiddenLMarkovLmodelLforLhaplotypeLinferenceLforLpresentZabsentLdataLofLclusteredLgenesLusingL
identifiedLhaplotypesLandLhaplotypeLpatternsaLFrontierseineGeneticsYL2014YLhYLeij 4.5 1

31 wifferentialLzeneLxxpressionLLandscapeLofLvoZxxistingLvervicalLPreZvancerLLesionsLUsingLRNtZseqaL
FrontierseineOncologyYL2014YLgYLffl 5.3 17
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30 xpigenomeZwideLassociationLstudyLofLfastingLmeasuresLofLglucoseYLinsulinYLandL–OMtZ RLinLtheL
zeneticsLofLLipidLLoweringLwrugsLandLwietLNetworkLstudyaLDiabetesYL2014YLifYLkcdZj 0.9 120

29 PRKvZLmethylationLisLassociatedLwithLsunlightLexposureLinLaLNorthLtmericanLbutLnotLaL
MediterraneanLpopulationaLChronobiologyeInternationalYL2014YLfdYLdcfgZgc 3.6 10

28 RYRfLgeneLvariantsLinLsubclinicalLatherosclerosisLamongL– VZinfectedLwomenLinLtheLWomenSsL
 nteragencyL– VLStudyLTW –SUaLAtherosclerosisYL2014YLeffYLiiiZije 3.1 5

27
SystematicLinvestigationLofLpredictedLeffectLofLnonsynonymousLSNPsLinLhumanLprionLproteinLgenemL
aLmolecularLmodelingLandLmolecularLdynamicsLstudyaLJournaleofeBiomoleculareStructureeande
DynamicsYL2014YLfeYLeklZfcc

3.6 4

26 tLunifiedLzMwRLmethodLforLdetectingLgeneZgeneLinteractionsLinLfamilyLandLunrelatedLsamplesLwithL
applicationLtoLnicotineLdependenceaLHumaneGeneticsYL2014YLdffYLdflZhc 6.3 15

25 zenomicsLofLpostZprandialLlipidomicLphenotypesLinLtheLzeneticsLofLLipidLloweringLwrugsLandLwietL
NetworkLTzOLwNULstudyaLPLoSeONEYL2014YLlYLellhcl 3.7 16

24 αointLhaplotypeLphasingLandLgenotypeLcallingLofLmultipleLindividualsLusingLhaplotypeLinformativeL
readsaLBioinformaticsYL2013YLelYLegejZfg 7.2 7

23 –aplotypeLkernelLassociationLtestLasLaLpowerfulLmethodLtoLidentifyLchromosomalLregionsLharboringL
uncommonLcausalLvariantsaLGeneticeEpidemiologyYL2013YLfjYLhicZjc 2.6 22

22 PathwayZbasedLapproachesLforLsequencingZbasedLgenomeZwideLassociationLstudiesaLGenetice
EpidemiologyYL2013YLfjYLgjkZlg 2.6 18

21 SNPsLlocatedLatLvpzLsitesLmodulateLgenomeZepigenomeLinteractionaLEpigeneticsYL2013YLkYLkceZi 5.7 106

20 vomprehensiveLcomparativeLanalysisLandLidentificationLofLRNtZbindingLproteinLdomainsmL
multiZclassLclassificationLandLfeatureLselectionaLJournaleofeTheoreticaleBiologyYL2012YLfdeYLihZjh 2.3 10

19 xxpressionLsignatureLofL yNbSTtTdLsignalingLgenesLpredictsLpoorLsurvivalLoutcomeLinLglioblastomaL
multiformeLinLaLsubtypeZspecificLmanneraLPLoSeONEYL2012YLjYLeelihf 3.7 88

18 StatisticsLforLnextLgenerationLsequencingLZLmeetingLreportaLFrontierseineGeneticsYL2012YLfYLdek 4.5

17 –aplotypeZbasedLmethodsLforLdetectingLuncommonLcausalLvariantsLwithLcommonLSNPsaLGenetice
EpidemiologyYL2012YLfiYLhjeZke 2.6 28

16 VitronectinLinhibitsLneutrophilLapoptosisLthroughLactivationLofLintegrinZassociatedLsignalingL
pathwaysaLAmericaneJournaleofeRespiratoryeCelleandeMoleculareBiologyYL2012YLgiYLjlcZi 5.7 28

15 zenotypeLcallingLfromLnextZgenerationLsequencingLdataLusingLhaplotypeLinformationLofLreadsaL
BioinformaticsYL2012YLekYLlfkZgi 7.2 11

14 StatisticalLguidanceLforLexperimentalLdesignLandLdataLanalysisLofLmutationLdetectionLinLrareL
monogenicLmendelianLdiseasesLbyLexomeLsequencingaLPLoSeONEYL2012YLjYLefdfhk 3.7 20

13 xvaluationLofLassociationLtestsLforLrareLvariantsLusingLsimulatedLdataLsetsLinLtheLzeneticLtnalysisL
WorkshopLdjLdataaLBMCeProceedingsYL2011YLhLSupplLlYLSki 2.3 2
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12 uayesianLanalysisLofLrareLvariantsLinLgeneticLassociationLstudiesaLGeneticeEpidemiologyYL2011YLfhYLhjZil 2.6 58

11 –ierarchicalLgeneralizedLlinearLmodelsLforLmultipleLgroupsLofLrareLandLcommonLvariantsmLjointlyL
estimatingLgroupLandLindividualZvariantLeffectsaLPLoSeGeneticsYL2011YLjYLedccefke 6 50

10 StatisticalLquantificationLofLmethylationLlevelsLbyLnextZgenerationLsequencingaLPLoSeONEYL2011YLiYLeedcfg3.7 12

9 PracticalLvonsiderationLofLzenotypeL mputationmLSampleLSizeYLWindowLSizeYLReferenceLvhoiceYLandL
UntypedLRateaLStatisticseandeItseInterfaceYL2011YLgYLfflZfhe 0.4 19

8 RecombinationZassociatedLsequenceLhomogenizationLofLneighboringLtluLelementsmLsignatureLofL
nonallelicLgeneLconversionaLMoleculareBiologyeandeEvolutionYL2010YLejYLefccZdd 8.3 9

7 vorrectingLbaseZassignmentLerrorsLinLrepeatLregionsLofLshotgunLassemblyaLIEEEuACMeTransactionse
oneComputationaleBiologyeandeBioinformaticsYL2007YLgYLhgZig 3 6

6 SequenceLcorrelationLbetweenLneighboringLtluLinstancesLsuggestsLpostZretrotranspositionL
sequenceLexchangeLdueLtoLtluLgeneLconversionaLGeneYL2007YLflcYLddjZed 3.8 9

5 RepresentingLandLcomparingLproteinLstructuresLasLpathsLinLthreeZdimensionalLspaceaLBMCe
BioinformaticsYL2006YLjYLgic 3.6 9

4  dentifyingLrepeatLdomainsLinLlargeLgenomesaLGenomeeBiologyYL2006YLjYLRj 18.3 23

3  dentificationLofLhighlyLspecificLlocalizedLsequenceLmotifsLinLhumanLribosomalLproteinLgeneL
promotersaLGeneYL2006YLfihYLgkZhi 3.8 17

2 tLnovelLmethodLforLmultipleLalignmentLofLsequencesLwithLrepeatedLandLshuffledLelementsaLGenomee
ResearchYL2004YLdgYLeffiZgi 9.7 83

1 UltraZfastL dentityLbyLwescentLwetectionLinLuiobankZScaleLvohortsLusingLPositionalL
uurrowsâ��WheelerLTransform 2
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