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l Paper IF Citations

236 txomeWchipIassociationIanalysisIofIintracranialIaneurysmsXINeurologyVI2020VIhcVIecg]Wecgg 6.5 3

235 venomeWwideIassociationImetaWanalysisIofIb[V[[[IsamplesIidentifiesIsevenInovelIlociIforI
quantitativeItrvItraitsXIEuropeaniJournaliofiHumaniGeneticsVI2019VIafVIhdaWhea 5.3 18

234 ProteinWcodingIvariantsIimplicateInovelIgenesIrelatedItoIlipidIhomeostasisIcontributingItoIbodyWfatI
distributionXINatureiGeneticsVI2019VId]VIcdaWceh 36.3 44

233 veneticIandIlifestyleIriskIfactorsIforIçRxWdefinedIbrainIinfarctsIinIaIpopulationWbasedIsettingXI
NeurologyVI2019VI 6.5 17

232 PRIintervalIgenomeWwideIassociationImetaWanalysisIidentifiesId[IlociIassociatedIwithIatrialIandI
atrioventricularIelectricalIactivityXINatureiCommunicationsVI2018VIhVIah[c 17.4 39

231 çultiancestryIgenomeWwideIassociationIstudyIofIda[V[[[IsubjectsIidentifiesIbaIlociIassociatedIwithI
strokeIandIstrokeIsubtypesXINatureiGeneticsVI2018VId[VIdacWdbf 36.3 536

230 veneticIpssociationIofI ipidsIandI ipidIsrugITargetsIWithIpbdominalIporticIpneurysmiIpI
çetaWanalysisXIJAMAiCardiologyVI2018VIbVIaeWbb 16.2 44

229 pIcomprehensiveIevaluationIofItheIgeneticIarchitectureIofIsuddenIcardiacIarrestXIEuropeaniHearti
JournalVI2018VIbhVIbhe]Wbheh 9.5 31

228 ptrialIfibrillationIgeneticIriskIdifferentiatesIcardioembolicIstrokeIfromIotherIstrokeIsubtypesXI
Neurology:iGeneticsVI2018VIcVIeahb 3.8 19

227 veneticISusceptibilityI ociIforIrardiovascularIsiseaseIandITheirIxmpactIonIptheroscleroticIPlaquesXI
CirculationiGenomiciandiPrecisioniMedicineVI2018VI]]VIe[[a]]d 5.2 11

226  owWurequencyIandIRareWrodingIVariationIrontributesItoIçultipleISclerosisIRiskXICellVI2018VI]fdVI]efhW]egfXef56.2 72

225 RareIandIlowWfrequencyIcodingIvariantsIalterIhumanIadultIheightXINatureVI2017VIdcaVI]geW]h[ 50.4 412

224 çissingIheritabilityiIisItheIgapIclosingnIpnIanalysisIofIbaIcomplexItraitsIinItheI ifelinesIrohortI
StudyXIEuropeaniJournaliofiHumaniGeneticsVI2017VIadVIgffWggd 5.3 43

223 βegativeIselectionIinIhumansIandIfruitIfliesIinvolvesIsynergisticIepistasisXIScienceVI2017VIbdeVIdbhWdca 33.3 53

222 çetaWpnalysisIofIvenomeWWideIpssociationIStudiesIforIpbdominalIporticIpneurysmIxdentifiesIuourI
βewIsiseaseWSpecificIRiskI ociXICirculationiResearchVI2017VI]a[VIbc]Wbdb 15.7 97

221 veneticIlociIassociatedIwithIheartIrateIvariabilityIandItheirIeffectsIonIcardiacIdiseaseIriskXINaturei
CommunicationsVI2017VIgVI]dg[d 17.4 50

220 ReplyiIPoorISensitivityIandISpecificityIofItlectrocardiographicItstimationIofIçyocardial´ çassXI
JournaliofitheiAmericaniCollegeiofiCardiologyVI2017VIehVI][hh 15.1
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219 veneticIvariantsIassociatedIwithItypeIaIdiabetesIandIadiposityIandIriskIofIintracranialIandI
abdominalIaorticIaneurysmsXIEuropeaniJournaliofiHumaniGeneticsVI2017VIadVIfdgWfea 5.3 11

218 ResettingItheIbariIStatisticalIsignificanceIinIwholeWgenomeIsequencingWbasedIassociationIstudiesIofI
globalIpopulationsXIGeneticiEpidemiologyVI2017VIc]VI]cdW]d] 2.6 36

217 veneticIvariationIatI]eqacXaIisIassociatedIwithIsmallIvesselIstrokeXIAnnalsiofiNeurologyVI2017VIg]VIbgbWbhc9.4 51

216 tvaluatingItheIxmpactIofIuunctionalIveneticIVariationIonIwxVW]IrontrolXIJournaliofiInfectiousi
DiseasesVI2017VIa]eVI][ebW][eh 7 18

215 pIreplicationIstudyIofIgeneticIriskIlociIforIischemicIstrokeIinIaIsutchIpopulationiIaIcaseWcontrolI
studyXIScientificiReportsVI2017VIfVI]a]fd 4.9 7

214 pIframeworkIforItheIdetectionIofIdeInovoImutationsIinIfamilyWbasedIsequencingIdataXIEuropeani
JournaliofiHumaniGeneticsVI2017VIadVIaafWabb 5.3 19

213 pIreferenceIpanelIofIecVhfeIhaplotypesIforIgenotypeIimputationXINatureiGeneticsVI2016VIcgVI]afhWgb 36.3 1447

212 daIveneticI ociIxnfluencingIçyocardial´ çassXIJournaliofitheiAmericaniCollegeiofiCardiologyVI2016VI
egVI]cbdW]ccg 15.1 76

211 TransWancestryImetaWanalysesIidentifyIrareIandIcommonIvariantsIassociatedIwithIbloodIpressureI
andIhypertensionXINatureiGeneticsVI2016VIcgVI]]d]W]]e] 36.3 181

210 venomeWwideIassociationIanalysesIidentifyInewIriskIvariantsIandItheIgeneticIarchitectureIofI
amyotrophicIlateralIsclerosisXINatureiGeneticsVI2016VIcgVI][cbWg 36.3 328

209 SharedIveneticIRiskIuactorsIofIxntracranialVIpbdominalVIandIThoracicIpneurysmsXIJournaliofithei
AmericaniHeartiAssociationVI2016VIdVI 6 34

208 pIhighWqualityIhumanIreferenceIpanelIrevealsItheIcomplexityIandIdistributionIofIgenomicIstructuralI
variantsXINatureiCommunicationsVI2016VIfVI]ahgh 17.4 70

207 TwentyWeightIgeneticIlociIassociatedIwithISTWTWwaveIamplitudesIofItheIelectrocardiogramXIHumani
MoleculariGeneticsVI2016VIadVIa[hbWa][b 5.6 20

206 TheIw pWsQ˛†]IinsertionIisIaIstrongIachalasiaIriskIfactorIandIdisplaysIaIgeospatialInorthWsouthI
gradientIamongIturopeansXIEuropeaniJournaliofiHumaniGeneticsVI2016VIacVI]aagWb] 5.3 16

205  ociIassociatedIwithIischaemicIstrokeIandIitsIsubtypesIRSivβSiIaIgenomeWwideIassociationIstudyXI
LancetiNeurologywiTheVI2016VI]dVI]fcW]gc 24.1 159

204 veneticallyIpredictedIlongerItelomereIlengthIisIassociatedIwithIincreasedIriskIofIqWcellIlymphomaI
subtypesXIHumaniMoleculariGeneticsVI2016VIadVI]eebWfe 5.6 39

203 TransmissionIofIhumanImtsβpIheteroplasmyIinItheIvenomeIofItheIβetherlandsIfamiliesiIsupportI
forIaIvariableWsizeIbottleneckXIGenomeiResearchVI2016VIaeVIc]fWae 9.7 48

202 SeventeenIyearsIofIstatinIpharmacogeneticsiIaIsystematicIreviewXIPharmacogenomicsVI2016VI]fVI]ebWg[ 2.6 37

(2016-2017)
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201 txtensiveIpssociationIofIrommonIsiseaseIVariantsIwithIRegulatoryISequenceXIPLoSiONEVI2016VI]]VIe[]edghb3.7 7

200 pIgeneralIframeworkIforImetaWanalyzingIdependentIstudiesIwithIoverlappingIsubjectsIinI
associationImappingXIHumaniMoleculariGeneticsVI2016VIadVI]gdfWee 5.6 28

199 pIgeneticIriskIscoreIisIassociatedIwithIstatinWinducedIlowWdensityIlipoproteinIcholesterolIloweringXI
PharmacogenomicsVI2016VI]fVIdgbWh] 2.6 8

198 warnessingIpubliclyIavailableIgeneticIdataItoIprioritizeIlipidImodifyingItherapeuticItargetsIforI
preventionIofIcoronaryIheartIdiseaseIbasedIonIdysglycemicIriskXIHumaniGeneticsVI2016VI]bdVIcdbWcef 6.3 9

197 rystatinIrIandIrardiovascularIsiseaseiIpIçendelianIRandomizationIStudyXIJournaliofitheiAmericani
CollegeiofiCardiologyVI2016VIegVIhbcWcd 15.1 65

196 SharedIgeneticIcontributionItoIxschaemicIStrokeIandIplzheimerQsIsiseaseXIAnnalsiofiNeurologyVI
2016VIfhVIfbhWfcf 9.4 42

195 PopulationWspecificIgenotypeIimputationsIusingIminimacIorIxçPUTtaXINatureiProtocolsVI2015VI][VI]agdWhe18.8 59

194 pdditiveIandIinteractionIeffectsIatIthreeIaminoIacidIpositionsIinIw pWsQIandIw pWsRImoleculesI
driveItypeI]IdiabetesIriskXINatureiGeneticsVI2015VIcfVIghgWh[d 36.3 154

193 veneticIriskIscoresIandInumberIofIautoantibodiesIinIpatientsIwithIrheumatoidIarthritisXIAnnalsiofi
theiRheumaticiDiseasesVI2015VIfcVIfeaWg 2.4 11

192 rharacteristicsIofIdeInovoIstructuralIchangesIinItheIhumanIgenomeXIGenomeiResearchVI2015VIadVIfhaWg[]9.7 83

191 venomeWwideIpatternsIandIpropertiesIofIdeInovoImutationsIinIhumansXINatureiGeneticsVI2015VIcfVIgaaWgae36.3 267

190 rardiometabolicIeffectsIofIgeneticIupregulationIofItheIinterleukinI]IreceptorIantagonistiIaI
çendelianIrandomisationIanalysisXILancetiDiabetesiandiEndocrinologywtheVI2015VIbVIacbWdb 18.1 81

189 çendelianIrandomizationIofIbloodIlipidsIforIcoronaryIheartIdiseaseXIEuropeaniHeartiJournalVI2015VI
beVIdbhWd[ 9.5 417

188 uineImappingIinItheIçwrIregionIaccountsIforI]gOIadditionalIgeneticIriskIforIceliacIdiseaseXINaturei
GeneticsVI2015VIcfVIdffWg 36.3 99

187 pIlargeWscaleIgeneticIanalysisIrevealsIaIstrongIcontributionIofItheIw pIclassIxxIregionItoIgiantIcellI
arteritisIsusceptibilityXIAmericaniJournaliofiHumaniGeneticsVI2015VIheVIdedWg[ 11 96

186
venomeWwideIassociationIstudyIofIvirologicIresponseIwithIefavirenzWcontainingIorI
abacavirWcontainingIregimensIinIpxsSIclinicalItrialsIgroupIprotocolsXIPharmacogeneticsiandiGenomics
VI2015VIadVId]Wh

1.9 13

185 WidespreadInonWadditiveIandIinteractionIeffectsIwithinIw pIlociImodulateItheIriskIofIautoimmuneI
diseasesXINatureiGeneticsVI2015VIcfVI][gdWh[ 36.3 112

184 venomeIofITheIβetherlandsIpopulationWspecificIimputationsIidentifyIanIpqrpeIvariantIassociatedI
withIcholesterolIlevelsXINatureiCommunicationsVI2015VIeVIe[ed 17.4 32
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183 xmpactIofIcarotidIatherosclerosisIlociIonIcardiovascularIeventsXIAtherosclerosisVI2015VIacbVIceeWg 3.1 12

182 ronceptIandIdesignIofIaIgenomeWwideIassociationIgenotypingIarrayItailoredIforI
transplantationWspecificIstudiesXIGenomeiMedicineVI2015VIfVIh[ 14.4 38

181 βoIpdditionalIPrognosticIValueIofIveneticIxnformationIinItheIPredictionIofIVascularItventsIafterI
rerebralIxschemiaIofIprterialIOriginiITheIPROçxSeIStudyXIPLoSiONEVI2015VI][VIe[]]ha[b 3.7 5

180 TheIxnfluenceIofIpgeIandISexIonIveneticIpssociationsIwithIpdultIqodyISizeIandIShapeiIpI
 argeWScaleIvenomeWWideIxnteractionIStudyXIPLoSiGeneticsVI2015VI]]VIe][[dbfg 6 220

179 pIgenomeWwideIassociationIstudyIofImarginalIzoneIlymphomaIshowsIassociationItoItheIw pIregionXI
NatureiCommunicationsVI2015VIeVIdfd] 17.4 44

178 pccurateIandIfastImultipleWtestingIcorrectionIinIeQT IstudiesXIAmericaniJournaliofiHumaniGeneticsVI
2015VIheVIgdfWeg 11 18

177 venomeWwideImetaWanalysisIidentifiesImultipleInovelIassociationsIandIethnicIheterogeneityIofI
psoriasisIsusceptibilityXINatureiCommunicationsVI2015VIeVIeh]e 17.4 115

176 çajorIhistocompatibilityIcomplexIassociationsIofIankylosingIspondylitisIareIcomplexIandIinvolveI
furtherIepistasisIwithItRpP]XINatureiCommunicationsVI2015VIeVIf]ce 17.4 164

175
PolymorphismsIofIlargeIeffectIexplainItheImajorityIofItheIhostIgeneticIcontributionItoIvariationIofI
wxVW]IvirusIloadXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI
2015VI]]aVI]cedgWeb

11.5 108

174 SerumIlipidIlevelsVIbodyImassIindexVIandItheirIroleIinIcoronaryIarteryIcalcificationiIaIpolygenicI
analysisXICirculation:iCardiovasculariGeneticsVI2015VIgVIbafWbb 16

173  everagingIsistantIRelatednessItoIQuantifyIwumanIçutationIandIveneWronversionIRatesXI
AmericaniJournaliofiHumaniGeneticsVI2015VIhfVIffdWgh 11 56

172
w pWsRq]T]]IandIvariantsIofItheIçwrIclassIxxIlocusIareIstrongIriskIfactorsIforIsystemicIjuvenileI
idiopathicIarthritisXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI
2015VI]]aVI]dhf[Wd

11.5 103

171 VariantsIinIp OXdVIp OXdpPIandI TpcwIareInotIassociatedIwithIatheroscleroticIplaqueI
phenotypesiItheIptheroWtxpressIvenomicsIStudyXIAtherosclerosisVI2015VIabhVIdagWbg 3.1 13

170 veneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyXINatureVI2015VId]gVI]hfWa[e 50.4 2687

169 xncrementalIvalueIofIaIgeneticIriskIscoreIforItheIpredictionIofInewIvascularIeventsIinIpatientsIwithI
clinicallyImanifestIvascularIdiseaseXIAtherosclerosisVI2015VIabhVIcd]Wg 3.1 27

168 venomeWwideImetaWanalysisIinIalopeciaIareataIresolvesIw pIassociationsIandIrevealsItwoInewI
susceptibilityIlociXINatureiCommunicationsVI2015VIeVIdhee 17.4 142

167 SomaticIVariationIofITWrellIReceptorIvenesIStronglyIpssociateIwithIw pIrlassIRestrictionXIPLoSi
ONEVI2015VI][VIe[]c[g]d 3.7 20

166 WholeWexomeIsequencingIidentifiesIrareIandIlowWfrequencyIcodingIvariantsIassociatedIwithI s I
cholesterolXIAmericaniJournaliofiHumaniGeneticsVI2014VIhcVIabbWcd 11 170

(2014-2015)
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165 PredictingIw pIallelesIfromIhighWresolutionISβPIdataIinIthreeISoutheastIpsianIpopulationsXIHumani
MoleculariGeneticsVI2014VIabVIcccbWd] 5.6 69

164 TheIvenomeIofItheIβetherlandsiIdesignVIandIprojectIgoalsXIEuropeaniJournaliofiHumaniGeneticsVI
2014VIaaVIaa]Wf 5.3 184

163 pIgeneIpathwayIanalysisIhighlightsItheIroleIofIcellularIadhesionImoleculesIinImultipleIsclerosisI
susceptibilityXIGenesiandiImmunityVI2014VI]dVI]aeWba 4.4 23

162 rholesterylIesterItransferIproteinIpolymorphismsVIstatinIuseVIandItheirIimpactIonIcholesterolIlevelsI
andIcardiovascularIeventsXIClinicaliPharmacologyiandiTherapeuticsVI2014VIhdVIb]cWa[ 6.1 12

161 VariationIatIw pWsRq]IisIassociatedIwithIresistanceItoIentericIfeverXINatureiGeneticsVI2014VIceVI]bbbWe 36.3 56

160 venomeWwideIassociationIstudyIidentifiesImultipleIsusceptibilityIlociIforIdiffuseIlargeIqIcellI
lymphomaXINatureiGeneticsVI2014VIceVI]abbWg 36.3 108

159 venomeWwideIassociationIstudyIidentifiesIfiveIsusceptibilityIlociIforIfollicularIlymphomaIoutsideI
theIw pIregionXIAmericaniJournaliofiHumaniGeneticsVI2014VIhdVIceaWf] 11 74

158 RiskIforIprPpWpositiveIrheumatoidIarthritisIisIdrivenIbyIsharedIw pIaminoIacidIpolymorphismsIinI
psianIandIturopeanIpopulationsXIHumaniMoleculariGeneticsVI2014VIabVIeh]eWae 5.6 114

157 βoIevidenceIforIsharedIgeneticIbasisIofIcommonIvariantsIinImultipleIsclerosisIandIamyotrophicI
lateralIsclerosisXIHumaniMoleculariGeneticsVI2014VIabVI]h]eWaa 5.6 14

156 çetaWanalysisIinImoreIthanI]fVh[[IcasesIofIischemicIstrokeIrevealsIaInovelIassociationIatI]aqacX]aXI
NeurologyVI2014VIgbVIefgWgd 6.5 78

155 uineImappingImajorIhistocompatibilityIcomplexIassociationsIinIpsoriasisIandIitsIclinicalIsubtypesXI
AmericaniJournaliofiHumaniGeneticsVI2014VIhdVI]eaWfa 11 151

154 pnnotationIofIlociIfromIgenomeWwideIassociationIstudiesIusingItissueWspecificIquantitativeI
interactionIproteomicsXINatureiMethodsVI2014VI]]VIgegWfc 21.6 50

153 sefiningItheIroleIofIcommonIvariationIinItheIgenomicIandIbiologicalIarchitectureIofIadultIhumanI
heightXINatureiGeneticsVI2014VIceVI]]fbWge 36.3 1339

152 rhorffaIandIUβr]bpIareIsharedIriskIlociIforIamyotrophicIlateralIsclerosisIandIfrontotemporalI
dementiaiIaIgenomeWwideImetaWanalysisXIAnnalsiofiNeurologyVI2014VIfeVI]a[Wbb 9.4 61

151 uineImappingIseronegativeIandIseropositiveIrheumatoidIarthritisItoIsharedIandIdistinctIw pIallelesI
byIadjustingIforItheIeffectsIofIheterogeneityXIAmericaniJournaliofiHumaniGeneticsVI2014VIhcVIdaaWba 11 132

150 uastIpairwiseIxqsIassociationItestingIinIgenomeWwideIassociationIstudiesXIBioinformaticsVI2014VIb[VIa[eW]b7.2 5

149 pssociationIbetweenIalcoholIandIcardiovascularIdiseaseiIçendelianIrandomisationIanalysisIbasedI
onIindividualIparticipantIdataXIBMJwiTheVI2014VIbchVIgc]ec 5.9 406

148 TowardsIaImolecularIsystemsImodelIofIcoronaryIarteryIdiseaseXICurrentiCardiologyiReportsVI2014VI
]eVIcgg 4.2 16
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147 WholeWgenomeIsequenceIvariationVIpopulationIstructureIandIdemographicIhistoryIofItheIsutchI
populationXINatureiGeneticsVI2014VIceVIg]gWad 36.3 514

146 rommonIvariantsIinItheIw pWsQIregionIconferIsusceptibilityItoIidiopathicIachalasiaXINaturei
GeneticsVI2014VIceVIh[]Wc 36.3 75

145 veneticIassociationIstudyIofIQTIintervalIhighlightsIroleIforIcalciumIsignalingIpathwaysIinI
myocardialIrepolarizationXINatureiGeneticsVI2014VIceVIgaeWbe 36.3 199

144 rausalIeffectsIofIbodyImassIindexIonIcardiometabolicItraitsIandIeventsiIaIçendelianIrandomizationI
analysisXIAmericaniJournaliofiHumaniGeneticsVI2014VIhcVI]hgWa[g 11 156

143
Rshec]gcIRpPOpdWpcWrbWp]SIisIrelatedItoIelevatedIplasmaItriglycerideIlevelsVIbutInotItoIanI
increasedIriskIforIvascularIeventsIinIpatientsIwithIclinicallyImanifestIvascularIdiseaseXIPLoSiONEVI
2014VIhVIe][][ga

3.7 15

142 pssociationIclaimsIinItheIsequencingIeraXIGenesVI2014VIdVI]heWa]b 4.2 7

141 UsingIpreviouslyIgenotypedIcontrolsIinIgenomeWwideIassociationIstudiesIRvWpSSiIapplicationItoI
theIStrokeIveneticsIβetworkIRSivβSXIFrontiersiiniGeneticsVI2014VIdVIhd 4.5 18

140
qehˆ§etIdiseaseWassociatedIçwrIclassIxIresiduesIimplicateIantigenIbindingIandIregulationIofI
cellWmediatedIcytotoxicityXIProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaVI2014VI]]]VIggefWfa

11.5 95

139 xmprovedIimputationIqualityIofIlowWfrequencyIandIrareIvariantsIinIturopeanIsamplesIusingItheI
QvenomeIofITheIβetherlandsQXIEuropeaniJournaliofiHumaniGeneticsVI2014VIaaVI]ba]We 5.3 74

138 pgreementIbetweenITOpSTIandIrrSIischemicIstrokeIclassificationiItheIβxβsSISivβIstudyXI
NeurologyVI2014VIgbVI]edbWe[ 6.5 48

137 wumanIleukocyteIantigenIclassIxxIvariantsIandIadultWonsetIasthmaiIdoesIoccupationalIallergenI
exposureIplayIaIrolenXIEuropeaniRespiratoryiJournalVI2014VIccVI]abcWca 13.6 7

136 wighIriskIpopulationIisolateIrevealsIlowIfrequencyIvariantsIpredisposingItoIintracranialIaneurysmsXI
PLoSiGeneticsVI2014VI][VIe][[c]bc 6 43

135 veneticIriskIloadIaccordingItoItheIsiteIofIintracranialIaneurysmsXINeurologyVI2014VIgbVIbcWh 6.5 22

134 pInovelIççP]aIlocusIisIassociatedIwithIlargeIarteryIatheroscleroticIstrokeIusingIaIgenomeWwideI
ageWatWonsetIinformedIapproachXIPLoSiGeneticsVI2014VI][VIe][[cceh 6 63

133 βoIassociationIbetweenIrYPbpcTaaIandIstatinIeffectivenessIinIreducingItheIriskIforImyocardialI
infarctionXIPharmacogenomicsVI2014VI]dVI]cf]Wf 2.6 8

132
 s WcWlinkedISβPsIareIassociatedIwithI s WcIandImyocardialIinfarctionIdespiteIlipidWloweringI
therapyIinIpatientsIwithIestablishedIvascularIdiseaseXIEuropeaniJournaliofiClinicaliInvestigationVI
2014VIccVI]gcWh]

4.6 9

131
pnIinternationalIeffortItowardsIdevelopingIstandardsIforIbestIpracticesIinIanalysisVIinterpretationI
andIreportingIofIclinicalIgenomeIsequencingIresultsIinItheIr pRxTYIrhallengeXIGenomeiBiologyVI
2014VI]dVIRdb

18.3 86

130 pIgenomeWwideIassociationIstudyIidentifiesIaIfunctionalItRpPaIhaplotypeIassociatedIwithIbirdshotI
chorioretinopathyXIHumaniMoleculariGeneticsVI2014VIabVIe[g]Wf 5.6 82

(2014-2014)
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129
venomeWWideIpssociationIStudyIofIwumanIxmmunodeficiencyIVirusIRwxVSW]IroreceptorIUsageIinI
TreatmentWβaiveIPatientsIfromIpnIpxsSIrlinicalITrialsIvroupIStudyXIOpeniForumiInfectiousiDiseasesVI
2014VI]VIofu[]g

1 7

128 veneWcentricImetaWanalysisIinIgfVfbeIindividualsIofIturopeanIancestryIidentifiesImultipleI
bloodWpressureWrelatedIlociXIAmericaniJournaliofiHumaniGeneticsVI2014VIhcVIbchWe[ 11 131

127
xmpactIofIinheritedIgeneticIvariantsIassociatedIwithIlipidIprofileVIhypertensionVIandIcoronaryIarteryI
diseaseIonItheIriskIofIintracranialIandIabdominalIaorticIaneurysmsXICirculation:iCardiovasculari
GeneticsVI2013VIeVIaecWf[

21

126 venomeWwideIassociationIstudyIofIcoronaryIandIaorticIcalcificationIimplicatesIriskIlociIforIcoronaryI
arteryIdiseaseIandImyocardialIinfarctionXIAtherosclerosisVI2013VIaagVIc[[Wd 3.1 78

125 TheIimpactIofIsusceptibilityIlociIforIcoronaryIarteryIdiseaseIonIotherIvascularIdomainsIandI
recurrenceIriskXIEuropeaniHeartiJournalVI2013VIbcVIagheWh[c 9.5 27

124 rodingIvariantsIatIhexaWallelicIaminoIacidI]bIofIw pWsRq]IexplainIindependentISβPIassociationsI
withIfollicularIlymphomaIriskXIAmericaniJournaliofiHumaniGeneticsVI2013VIhbVI]efWfa 11 26

123  ociIinfluencingIbloodIpressureIidentifiedIusingIaIcardiovascularIgeneWcentricIarrayXIHumani
MoleculariGeneticsVI2013VIaaVI]eebWfg 5.6 119

122 xdentificationIofIheartIrateWassociatedIlociIandItheirIeffectsIonIcardiacIconductionIandIrhythmI
disordersXINatureiGeneticsVI2013VIcdVIea]Wb] 36.3 219

121 StrokeIveneticsIβetworkIRSivβSIstudyiIdesignIandIrationaleIforIaIgenomeWwideIassociationIstudyIofI
ischemicIstrokeIsubtypesXIStrokeVI2013VIccVIaehcWf[a 6.7 43

120 pssociationIofIgranulomatosisIwithIpolyangiitisIRWegenerQsSIwithIw pWsPq]T[cIandIStçpepIgeneI
variantsiIevidenceIfromIgenomeWwideIanalysisXIArthritisiandiRheumatismVI2013VIedVIacdfWeg 102

119 uineWmappingItheIgeneticIassociationIofItheImajorIhistocompatibilityIcomplexIinImultipleIsclerosisiI
w pIandInonWw pIeffectsXIPLoSiGeneticsVI2013VIhVIe][[bhae 6 186

118 seleteriousIallelesIinItheIhumanIgenomeIareIonIaverageIyoungerIthanIneutralIallelesIofItheIsameI
frequencyXIPLoSiGeneticsVI2013VIhVIe][[bb[] 6 49

117 pssociationIstudyIofIcommonIgeneticIvariantsIandIwxVW]IacquisitionIinIeVb[[IinfectedIcasesIandI
fVa[[IcontrolsXIPLoSiPathogensVI2013VIhVIe][[bd]d 7.6 86

116 veneWcentricImetaWanalysesIofI][gIh]aIindividualsIconfirmIknownIbodyImassIindexIlociIandIrevealI
threeInovelIsignalsXIHumaniMoleculariGeneticsVI2013VIaaVI]gcWa[] 5.6 73

115 w pWqT]bi[]IandItheIdapsoneIhypersensitivityIsyndromeXINewiEnglandiJournaliofiMedicineVI2013VI
behVI]ea[Wg 59.2 193

114 xmputingIaminoIacidIpolymorphismsIinIhumanIleukocyteIantigensXIPLoSiONEVI2013VIgVIeecegb 3.7 425

113 xnterleukinWeIreceptorIpathwaysIinIcoronaryIheartIdiseaseiIaIcollaborativeImetaWanalysisIofIgaI
studiesXILancetwiTheVI2012VIbfhVI]a[dW]b 40 522

112 PlasmaIws IcholesterolIandIriskIofImyocardialIinfarctioniIaImendelianIrandomisationIstudyXILancetwi
TheVI2012VIbg[VIdfaWg[ 40 1523
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111 wighWdensityIgeneticImappingIidentifiesInewIsusceptibilityIlociIforIrheumatoidIarthritisXINaturei
GeneticsVI2012VIccVI]bbeWc[ 36.3 436

110 RiskIforImyastheniaIgravisImapsItoIaIR]d]SIProWmplaIchangeIinITβxP]IandItoIhumanIleukocyteI
antigenWqT[gXIAnnalsiofiNeurologyVI2012VIfaVIhafWbd 9.4 112

109 SeventyWfiveIgeneticIlociIinfluencingItheIhumanIredIbloodIcellXINatureVI2012VIchaVIbehWfd 50.4 257

108 qayesianIinferenceIanalysesIofItheIpolygenicIarchitectureIofIrheumatoidIarthritisXINatureiGeneticsVI
2012VIccVIcgbWh 36.3 326

107 uineWmappingIclassicalIw pIvariationIassociatedIwithIdurableIhostIcontrolIofIwxVW]IinfectionIinI
pfricanIpmericansXIHumaniMoleculariGeneticsVI2012VIa]VIcbbcWcf 5.6 51

106 veneticIriskIfactorsIforIischaemicIstrokeIandIitsIsubtypesIRtheIçtTpSTROztIcollaborationSiIaI
metaWanalysisIofIgenomeWwideIassociationIstudiesXILancetiNeurologywiTheVI2012VI]]VIhd]Wea 24.1 359

105  argeWscaleIgeneWcentricImetaWanalysisIacrossIbaIstudiesIidentifiesImultipleIlipidIlociXIAmericani
JournaliofiHumaniGeneticsVI2012VIh]VIgabWbg 11 189

104 uiveIaminoIacidsIinIthreeIw pIproteinsIexplainImostIofItheIassociationIbetweenIçwrIandI
seropositiveIrheumatoidIarthritisXINatureiGeneticsVI2012VIccVIah]We 36.3 607

103 pminoIacidIpositionI]]IofIw pWsR˛†]IisIaImajorIdeterminantIofIchromosomeIepIassociationIwithI
ulcerativeIcolitisXIGenesiandiImmunityVI2012VI]bVIacdWda 4.4 30

102 txtremelyIlowWcoverageIsequencingIandIimputationIincreasesIpowerIforIgenomeWwideIassociationI
studiesXINatureiGeneticsVI2012VIccVIeb]Wd 36.3 184

101 txomeIsequencingIandItheIgeneticIbasisIofIcomplexItraitsXINatureiGeneticsVI2012VIccVIeabWb[ 36.3 303

100  argeWscaleIgeneWcentricImetaWanalysisIacrossIbhIstudiesIidentifiesItypeIaIdiabetesIlociXIAmericani
JournaliofiHumaniGeneticsVI2012VIh[VIc][Wad 11 214

99 çetaWanalysisIofIsenseIvenecentricIpssociationIStudiesIRevealsIrommonIandIUncommonIVariantsI
pssociatedIwithIweightXIAmericaniJournaliofiHumaniGeneticsVI2012VIh[VI]]]eW]]]f 11 78

98 βovelI ociIforImetabolicInetworksIandImultiWtissueIexpressionIstudiesIrevealIgenesIforI
atherosclerosisXIPLoSiGeneticsVI2012VIgVIe][[ah[f 6 125

97 vWpSIidentifiesInovelIsusceptibilityIlociIonIepa]XbaIandIa]qa]XbIforIhepatocellularIcarcinomaIinI
chronicIhepatitisIqIvirusIcarriersXIPLoSiGeneticsVI2012VIgVIe][[afh] 6 142

96 veneticImodulationIofIlipidIprofilesIfollowingIlifestyleImodificationIorImetforminItreatmentiItheI
siabetesIPreventionIProgramXIPLoSiGeneticsVI2012VIgVIe][[aghd 6 27

95 xnterrogatingItheImajorIhistocompatibilityIcomplexIwithIhighWthroughputIgenomicsXIHumani
MoleculariGeneticsVI2012VIa]VIRahWbe 5.6 71

94 tvidenceIforIanIoligogenicIbasisIofIamyotrophicIlateralIsclerosisXIHumaniMoleculariGeneticsVI2012VI
a]VIbffeWgc 5.6 251

(2012-2012)
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93 rlassicalIw pWsRq]IandIsPq]IallelesIaccountIforIw pIassociationsIwithIprimaryIbiliaryIcirrhosisXI
GenesiandiImmunityVI2012VI]bVIce]Wg 4.4 66

92 w pWpTb][]IandIcarbamazepineWinducedIhypersensitivityIreactionsIinIturopeansXINewiEnglandi
JournaliofiMedicineVI2011VIbecVI]]bcWcb 59.2 689

91 çodelingItheIcumulativeIgeneticIriskIforImultipleIsclerosisIfromIgenomeWwideIassociationIdataXI
GenomeiMedicineVI2011VIbVIb 14.4 48

90 x agqIallelesIexertIanIadditiveIdoseIeffectIwhenIappliedItoIwrVWwxVIcoinfectedIpersonsI
undergoingIpeginterferonIandIribavirinItherapyXIPLoSiONEVI2011VIeVIeadfdb 3.7 19

89  argeWscaleIgeneWcentricIanalysisIidentifiesInovelIvariantsIforIcoronaryIarteryIdiseaseXIPLoSiGenetics
VI2011VIfVIe][[aae[ 6 175

88 çetaWanalysisIofIsenseIvenecentricIpssociationIStudiesIRevealsIrommonIandIUncommonIVariantsI
pssociatedIwithIweightXIAmericaniJournaliofiHumaniGeneticsVI2011VIggVIeW]g 11 103

87 βextWgenerationIsequencingIforIw pItypingIofIclassIxIlociXIBMCiGenomicsVI2011VI]aVIca 4.5 112

86 rommonImitochondrialIsequenceIvariantsIinIischemicIstrokeXIAnnalsiofiNeurologyVI2011VIehVIcf]Wg[ 9.4 31

85 venomeWwideImetaWanalysisIidentifiesInovelImultipleIsclerosisIsusceptibilityIlociXIAnnalsiofi
NeurologyVI2011VIf[VIghfWh]a 9.4 263

84 pngiogeninIvariantsIinIParkinsonIdiseaseIandIamyotrophicIlateralIsclerosisXIAnnalsiofiNeurologyVI
2011VIf[VIhecWfb 9.4 144

83 veneticIriskIandIaIprimaryIroleIforIcellWmediatedIimmuneImechanismsIinImultipleIsclerosisXINatureVI
2011VIcfeVIa]cWh 50.4 1948

82 çetaWanalysisIofIgenomeWwideIassociationIstudiesIinIceliacIdiseaseIandIrheumatoidIarthritisI
identifiesIfourteenInonWw pIsharedIlociXIAnnalsiofitheiRheumaticiDiseasesVI2011VIf[VIpa]Wpa] 2.4

81 çetaWanalysisIofIgenomeWwideIassociationIstudiesIinIceliacIdiseaseIandIrheumatoidIarthritisI
identifiesIfourteenInonWw pIsharedIlociXIPLoSiGeneticsVI2011VIfVIe][[a[[c 6 260

80 romparativeItranscriptomicsIofIextremeIphenotypesIofIhumanIwxVW]IinfectionIandISxVIinfectionIinI
sootyImangabeyIandIrhesusImacaqueXIJournaliofiClinicaliInvestigationVI2011VI]a]VIabh]Wc[[ 15.9 144

79 x ]apVIçPwOSPwhYrszapP]IandIRvS]IareInovelImultipleIsclerosisIsusceptibilityIlociXIGenesiandi
ImmunityVI2010VI]]VIbhfWc[d 4.4 62

78 xntegratingIcommonIandIrareIgeneticIvariationIinIdiverseIhumanIpopulationsXINatureVI2010VIcefVIdaWg 50.4 2135

77 rommonIvariantsIinIzrββbIareIassociatedIwithIloneIatrialIfibrillationXINatureiGeneticsVI2010VIcaVIac[Wc 36.3 362

76 venomeWwideIassociationIstudyImetaWanalysisIidentifiesIsevenInewIrheumatoidIarthritisIriskIlociXI
NatureiGeneticsVI2010VIcaVId[gW]c 36.3 969
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75 rommonIvariantsIinIaaIlociIareIassociatedIwithIQRSIdurationIandIcardiacIventricularIconductionXI
NatureiGeneticsVI2010VIcaVI][egWfe 36.3 249

74 çultiethnicIgeneticIassociationIstudiesIimproveIpowerIforIlocusIdiscoveryXIPLoSiONEVI2010VIdVIe]ae[[ 3.7 44

73 çetaWanalysisIofIgenomeWwideIassociationIstudiesXIColdiSpringiHarboriProtocolsVI2010VIa[][VIpdbXtopg] 1.2 12

72 venomeWwideIassociationIanalysisIidentifiesImultipleIlociIrelatedItoIrestingIheartIrateXIHumani
MoleculariGeneticsVI2010VI]hVIbggdWhc 5.6 106

71 TheImajorIgeneticIdeterminantsIofIwxVW]IcontrolIaffectIw pIclassIxIpeptideIpresentationXIScienceVI
2010VIbb[VI]dd]Wf 33.3 884

70 rommonIvariantsIinIc[IgenesIassessedIforIdiabetesIincidenceIandIresponseItoImetforminIandI
lifestyleIinterventionIinItheIdiabetesIpreventionIprogramXIDiabetesVI2010VIdhVIaefaWg] 0.9 200

69 QuantitativeItraitIlociIforIrscirsgIlymphocyteIratioIareIassociatedIwithIriskIofItypeI]IdiabetesIandI
wxVW]IimmuneIcontrolXIAmericaniJournaliofiHumaniGeneticsVI2010VIgeVIggWha 11 71

68 PooledIassociationItestsIforIrareIvariantsIinIexonWresequencingIstudiesXIAmericaniJournaliofiHumani
GeneticsVI2010VIgeVIgbaWg 11 615

67 PrincipalWcomponentIanalysisIforIassessmentIofIpopulationIstratificationIinImitochondrialImedicalI
geneticsXIAmericaniJournaliofiHumaniGeneticsVI2010VIgeVIh[cW]f 11 38

66 TheIroleIofItheIrsdgIlocusIinImultipleIsclerosisXIProceedingsiofitheiNationaliAcademyiofiSciencesiofi
theiUnitediStatesiofiAmericaVI2009VI][eVIdaecWh 11.5 160

65 çappingIofImultipleIsusceptibilityIvariantsIwithinItheIçwrIregionIforIfIimmuneWmediatedIdiseasesXI
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaVI2009VI][eVI]geg[Wd 11.5 204

64 uXafXIçetaWanalysisIofIvenomeIScansIandIReplicationIxdentifyIrseVIxrSqP]VIandITβuRSu]pIasIβovelI
çultipleISclerosisISusceptibilityI ociXIClinicaliImmunologyVI2009VI]b]VIS][] 9 2

63 rommonIvariantsIatIb[IlociIcontributeItoIpolygenicIdyslipidemiaXINatureiGeneticsVI2009VIc]VIdeWed 36.3 1095

62 rommonIvariantsIatItenIlociIinfluenceIQTIintervalIdurationIinItheIQTvtβIStudyXINatureiGeneticsVI
2009VIc]VIbhhWc[e 36.3 330

61 çetaWanalysisIofIgenomeIscansIandIreplicationIidentifyIrseVIxRugIandITβuRSu]pIasInewImultipleI
sclerosisIsusceptibilityIlociXINatureiGeneticsVI2009VIc]VIffeWga 36.3 621

60 SelectionIandIevaluationIofITagWSβPsIusingITaggerIandIwapçapXIColdiSpringiHarboriProtocolsVI2009
VIa[[hVIpdbXipef 1.2 12

59 TheIsuffyIantigenIreceptorIforIchemokinesInullIpromoterIvariantIdoesInotIinfluenceIwxVW]I
acquisitionIorIdiseaseIprogressionXICelliHostiandiMicrobeVI2009VIdVIc[gW][jIauthorIreplyIc]gWh 23.4 33

58 rommonIgeneticIvariationInearItheIphospholambanIgeneIisIassociatedIwithIcardiacIrepolarisationiI
metaWanalysisIofIthreeIgenomeWwideIassociationIstudiesXIPLoSiONEVI2009VIcVIee]bg 3.7 50

(2009-2010)
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57 xntegratedIdetectionIandIpopulationWgeneticIanalysisIofISβPsIandIcopyInumberIvariationXINaturei
GeneticsVI2008VIc[VI]]eeWfc 36.3 773

56 WholeWgenomeIassociationIstudyIofIbipolarIdisorderXIMoleculariPsychiatryVI2008VI]bVIddgWeh 15.1 571

55 ronceptVIdesignIandIimplementationIofIaIcardiovascularIgeneWcentricId[IkISβPIarrayIforIlargeWscaleI
genomicIassociationIstudiesXIPLoSiONEVI2008VIbVIebdgb 3.7 321

54 çetaWanalysisIofIgenomeWwideIassociationIdataIandIlargeWscaleIreplicationIidentifiesIadditionalI
susceptibilityIlociIforItypeIaIdiabetesXINatureiGeneticsVI2008VIc[VIebgWcd 36.3 1496

53 romprehensiveIassociationItestingIofIcommonIgeneticIvariationIinIsβpIrepairIpathwayIgenesIinI
relationshipIwithIbreastIcancerIriskIinImultipleIpopulationsXIHumaniMoleculariGeneticsVI2008VI]fVIgadWbc 5.6 38

52 tffectiveIdetectionIofIhumanIleukocyteIantigenIriskIallelesIinIceliacIdiseaseIusingItagIsingleI
nucleotideIpolymorphismsXIPLoSiONEVI2008VIbVIeaaf[ 3.7 113

51 SβpPiIaIwebWbasedItoolIforIidentificationIandIannotationIofIproxyISβPsIusingIwapçapXI
BioinformaticsVI2008VIacVIahbgWh 7.2 1062

50
rommonImissenseIvariantIinItheIglucokinaseIregulatoryIproteinIgeneIisIassociatedIwithIincreasedI
plasmaItriglycerideIandIrWreactiveIproteinIbutIlowerIfastingIglucoseIconcentrationsXIDiabetesVI2008
VIdfVIb]]aWa]

0.9 223

49 PracticalIaspectsIofIimputationWdrivenImetaWanalysisIofIgenomeWwideIassociationIstudiesXIHumani
MoleculariGeneticsVI2008VI]fVIR]aaWg 5.6 423

48 romparativeImodellingIbyIrestraintWbasedIconformationalIsamplingXIBMCiStructuraliBiologyVI2008VI
gVIf 2.7 7

47 TwoIindependentIallelesIatIeqabIassociatedIwithIriskIofIrheumatoidIarthritisXINatureiGeneticsVI2007VI
bhVI]cffWga 36.3 449

46 xdentificationIandIanalysisIofIfunctionalIelementsIinI]OIofItheIhumanIgenomeIbyItheItβrOstIpilotI
projectXINatureVI2007VIccfVIfhhWg]e 50.4 4121

45 venomeWwideIdetectionIandIcharacterizationIofIpositiveIselectionIinIhumanIpopulationsXINatureVI
2007VIcchVIh]bWg 50.4 1367

44 pIsecondIgenerationIhumanIhaplotypeImapIofIoverIbX]ImillionISβPsXINatureVI2007VIcchVIgd]We] 50.4 3647

43 xnIsearchIofIgenesIforIstrokeXILancetiNeurologywiTheVI2007VIeVIbgbWc 24.1 5

42 rommonIβOS]pPIvariantsIareIassociatedIwithIaIprolongedIQTcIintervalIinItheIRotterdamIStudyXI
CirculationVI2007VI]]eVI][We 16.7 116

41 ReplyItoItlsonIetIalXXIAmericaniJournaliofiHumaniGeneticsVI2007VIg[VIbgaWbgb 11 8

40 P xβziIaItoolIsetIforIwholeWgenomeIassociationIandIpopulationWbasedIlinkageIanalysesXIAmericani
JournaliofiHumaniGeneticsVI2007VIg]VIddhWfd 11 19239
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39 STpTcIandItheIriskIofIrheumatoidIarthritisIandIsystemicIlupusIerythematosusXINewiEnglandiJournali
ofiMedicineVI2007VIbdfVIhffWge 59.2 786

38 venomeWwideIassociationIanalysisIidentifiesIlociIforItypeIaIdiabetesIandItriglycerideIlevelsXIScienceVI
2007VIb]eVI]bb]We 33.3 2364

37 RiskIallelesIforImultipleIsclerosisIidentifiedIbyIaIgenomewideIstudyXINewiEnglandiJournaliofi
MedicineVI2007VIbdfVIgd]Wea 59.2 1327

36 ronformerIgenerationIunderIrestraintsXICurrentiOpinioniiniStructuraliBiologyVI2006VI]eVI]e[Wd 8.1 20

35 znowledgeWbasedIrealWspaceIexplorationsIforIlowWresolutionIstructureIdeterminationXIStructureVI
2006VI]cVI]b]bWa[ 5.2 27

34 PpβsxTiIanIevolutionWcentricIdatabaseIofIproteinIandIassociatedInucleotideIdomainsIwithIinferredI
treesXINucleiciAcidsiResearchVI2006VIbcVIsbafWb] 20.1 50

33 waplotypeIstructuresIandIlargeWscaleIassociationItestingIofItheIdQIpçPWactivatedIproteinIkinaseI
genesIPRzppaVIPRzpq]VIandIPRzpqaI[corrected]IwithItypeIaIdiabetesXIDiabetesVI2006VIddVIgchWdd 0.9 22

32 qiasesIandIreconciliationIinIestimatesIofIlinkageIdisequilibriumIinItheIhumanIgenomeXIAmericani
JournaliofiHumaniGeneticsVI2006VIfgVIdggWe[b 11 38

31 romprehensiveIassociationItestingIofIcommonImitochondrialIsβpIvariationIinImetabolicIdiseaseXI
AmericaniJournaliofiHumaniGeneticsVI2006VIfhVIdcWe] 11 160

30 SearchingIforIsignalsIofIevolutionaryIselectionIinI]egIgenesIrelatedItoIimmuneIfunctionXIHumani
GeneticsVI2006VI]]hVIhaW][a 6.3 62

29 Truf aIpolymorphismsIandIprogressionItoIdiabetesIinItheIsiabetesIPreventionIProgramXINewi
EnglandiJournaliofiMedicineVI2006VIbddVIac]Wd[ 59.2 679

28 çanyIhypothesesIbutInoIreplicationIforItheIassociationIbetweenIPstcsIandIstrokeXINaturei
GeneticsVI2006VIbgVI][h]WajIauthorIreplyI][haWb 36.3 50

27 tvaluatingIandIimprovingIpowerIinIwholeWgenomeIassociationIstudiesIusingIfixedImarkerIsetsXI
NatureiGeneticsVI2006VIbgVIeebWf 36.3 241

26 pIhighWresolutionIw pIandISβPIhaplotypeImapIforIdiseaseIassociationIstudiesIinItheIextendedI
humanIçwrXINatureiGeneticsVI2006VIbgVI]]eeWfa 36.3 618

25 TransferabilityIofItagISβPsIinIgeneticIassociationIstudiesIinImultipleIpopulationsXINatureiGeneticsVI
2006VIbgVI]ahgWb[b 36.3 198

24 TheIvalueIofIgeneWbasedIselectionIofItagISβPsIinIgenomeWwideIassociationIstudiesXIEuropeani
JournaliofiHumaniGeneticsVI2006VI]cVI]a[hW]c 5.3 16

23 wighWdensityIhaplotypeIstructureIandIassociationItestingIofItheIinsulinWdegradingIenzymeIRxstSI
geneIwithItypeIaIdiabetesIinIcVa[eIpeopleXIDiabetesVI2006VIddVI]agWbd 0.9 13

22 TRpβSutRpqx xTYIOuITpvISβPSITOIrpPTURtIrOççOβIvtβtTxrIVpRxpTxOβIxβIsβpIRtPpxRI
vtβtSIprROSSIçU TxP tIPOPU pTxOβSI2005VI 4

(2005-2007)
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21 tfficiencyIandIpowerIinIgeneticIassociationIstudiesXINatureiGeneticsVI2005VIbfVI]a]fWab 36.3 1520

20 çyosinIxXqIvariantIincreasesItheIriskIofIceliacIdiseaseIandIpointsItowardIaIprimaryIintestinalIbarrierI
defectXINatureiGeneticsVI2005VIbfVI]bc]Wc 36.3 184

19 rrystallographicIrefinementIbyIknowledgeWbasedIexplorationIofIcomplexIenergyIlandscapesXI
StructureVI2005VI]bVI]b]]Wh 5.2 42

18 pssociationItestingIofIvariantsIinItheIhepatocyteInuclearIfactorIcalphaIgeneIwithIriskIofItypeIaI
diabetesIinIfVggbIpeopleXIDiabetesVI2005VIdcVIggeWha 0.9 69

17 pssociationIofIcommonIvariationIinItheIwβu]alphaIgeneIregionIwithIriskIofItypeIaIdiabetesXI
DiabetesVI2005VIdcVIabbeWca 0.9 67

16 waplotypeIstructureIandIgenotypeWphenotypeIcorrelationsIofItheIsulfonylureaIreceptorIandItheI
isletIpTPWsensitiveIpotassiumIchannelIgeneIregionXIDiabetesVI2004VIdbVI]be[Wg 0.9 261

15 weterogeneityIandIinaccuracyIinIproteinIstructuresIsolvedIbyIXWrayIcrystallographyXIStructureVI2004VI
]aVIgb]Wg 5.2 223

14 pdvantagesIofIfineWgrainedIsideIchainIconformerIlibrariesXIProteiniEngineeringwiDesigniandiSelectionVI
2003VI]eVIhebWh 1.9 25

13
pbIinitioIconstructionIofIpolypeptideIfragmentsiIpccuracyIofIloopIdecoyIdiscriminationIbyIanI
allWatomIstatisticalIpotentialIandItheIpçqtRIforceIfieldIwithItheIveneralizedIqornIsolvationImodelXI
Proteins:iStructurewiFunctioniandiBioinformaticsVI2003VId]VIa]Wc[

4.2 124

12 pbIinitioIconstructionIofIpolypeptideIfragmentsiIefficientIgenerationIofIaccurateVIrepresentativeI
ensemblesXIProteins:iStructurewiFunctioniandiBioinformaticsVI2003VId]VIc]Wdd 4.2 123

11 StructureIvalidationIbyIralphaIgeometryiIphiVpsiIandIrbetaIdeviationXIProteins:iStructurewiFunctioni
andiBioinformaticsVI2003VId[VIcbfWd[ 4.2 3522

10 siscreteIrestraintWbasedIproteinImodelingIandItheIralphaWtraceIproblemXIProteiniScienceVI2003VI]aVIa[baWce6.3 25

9 PanditiIaIdatabaseIofIproteinIandIassociatedInucleotideIdomainsIwithIinferredItreesXIBioinformatics
VI2003VI]hVI]ddeWeb 7.2 40

8 çOsqpStVIaIdatabaseIofIannotatedIcomparativeIproteinIstructureImodelsXINucleiciAcidsiResearchVI
2000VIagVIad[Wb 20.1 54

7
çolecularIdynamicsIsimulationsIofItheIhyperthermophilicIproteinIsacfdIfromISulfolobusI
acidocaldariusiIcontributionIofIsaltIbridgesItoIthermostabilityXIJournaliofiMoleculariBiologyVI1999VI
agdVI]g]]Wb[

6.5 105

6 ThermodynamicIrorrelationIwithIzineticIpssociationIRatesIforISeveralIçutantsIofIçouseI
pcetylcholinesteraseI1998VIbcdWbd[

5 siscoveringIpatternsIofIpleiotropyIinIgenomeWwideIassociationIstudies 1

4 pIreferenceIpanelIofIecVhfeIhaplotypesIforIgenotypeIimputation 15
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3 pIhighWqualityIreferenceIpanelIrevealsItheIcomplexityIandIdistributionIofIstructuralIgenomeI
changesIinIaIhumanIpopulation 3

2 ProteinWrodingIVariantsIxmplicateIβovelIvenesIRelatedItoI ipidIwomeostasisIrontributingItoIqodyI
uatIsistribution 1

1 TheImultipleItestingIburdenIinIsequencingWbasedIdiseaseIstudiesIofIglobalIpopulations 1
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