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l Paper IF Citations

133 STRγNzLvdcmLproteinYproteinLinteractionLnetworksXLintegratedLoverLtheLtreeLofLlifeaLNucleiciAcidsi
ResearchXL2015XLgfXLwggjYhe 20.1 6276

132 STRγNzLvddmLproteinYproteinLassociationLnetworksLwithLincreasedLcoverageXLsupportingLfunctionalL
discoveryLinLgenomeYwideLexperimentalLdatasetsaLNucleiciAcidsiResearchXL2019XLgjXLwicjYwidf 20.1 5966

131 TheLSTRγNzLdatabaseLinLecdjmLqualityYcontrolledLproteinYproteinLassociationLnetworksXLmadeL
broadlyLaccessibleaLNucleiciAcidsiResearchXL2017XLghXLwfieYwfik 20.1 4068

130 STRγNzLvladmLproteinYproteinLinteractionLnetworksXLwithLincreasedLcoverageLandLintegrationaL
NucleiciAcidsiResearchXL2013XLgdXLwkckYdh 20.1 3033

129 TheLSTRγNzLdatabaseLinLecddmLfunctionalLinteractionLnetworksLofLproteinsXLgloballyLintegratedLandL
scoredaLNucleiciAcidsiResearchXL2011XLflXLwhidYk 20.1 2514

128 vomparativeLassessmentLofLlargeYscaleLdataLsetsLofLproteinYproteinLinteractionsaLNatureXL2002XLgdjXLfllYgcf50.4 1856

127 STRγNzLkYYaLglobalLviewLonLproteinsLandLtheirLfunctionalLinteractionsLinLifcLorganismsaLNucleiciAcidsi
ResearchXL2009XLfjXLwgdeYi 20.1 1799

126 eggNOzLgahmLaLhierarchicalLorthologyLframeworkLwithLimprovedLfunctionalLannotationsLforL
eukaryoticXLprokaryoticLandLviralLsequencesaLNucleiciAcidsiResearchXL2016XLggXLwekiYlf 20.1 1211

125 vomparativeLmetagenomicsLofLmicrobialLcommunitiesaLScienceXL2005XLfckXLhhgYj 33.3 1211

124 TowardLautomaticLreconstructionLofLaLhighlyLresolvedLtreeLofLlifeaLScienceXL2006XLfddXLdekfYj 33.3 1197

123 STRγNzmLaLdatabaseLofLpredictedLfunctionalLassociationsLbetweenLproteinsaLNucleiciAcidsiResearchXL
2003XLfdXLehkYid 20.1 1182

122 yastLzenomeYWideLyunctionalLtnnotationLthroughLOrthologyLtssignmentLbyLeggNOzYMapperaL
MoleculariBiologyiandiEvolutionXL2017XLfgXLeddhYedee 8.3 966

121 STRγNzmLknownLandLpredictedLproteinYproteinLassociationsXLintegratedLandLtransferredLacrossL
organismsaLNucleiciAcidsiResearchXL2005XLffXLwgffYj 20.1 953

120 eggNOzLhacmLaLhierarchicalXLfunctionallyLandLphylogeneticallyLannotatedLorthologyLresourceLbasedL
onLhclcLorganismsLandLehceLvirusesaLNucleiciAcidsiResearchXL2019XLgjXLwfclYwfdg 20.1 850

119 γmmunityYrelatedLgenesLandLgeneLfamiliesLinLtnophelesLgambiaeaLScienceXL2002XLelkXLdhlYih 33.3 743

118 SalmonellaLentericaLserovarLtyphimuriumLexploitsLinflammationLtoLcompeteLwithLtheLintestinalL
microbiotaaLPLoSiBiologyXL2007XLhXLedjjYkl 9.7 736

117 TheLSTRγNzLdatabaseLinLecedmLcustomizableLproteinYproteinLnetworksXLandLfunctionalL
characterizationLofLuserYuploadedLgenebmeasurementLsetsaLNucleiciAcidsiResearchXL2021XLglXLwichYwide20.1 661
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116 STγTv LhmLaugmentingLproteinYchemicalLinteractionLnetworksLwithLtissueLandLaffinityLdataaLNucleici
AcidsiResearchXL2016XLggXLwfkcYg 20.1 641

115 vommunityLproteogenomicsLrevealsLinsightsLintoLtheLphysiologyLofLphyllosphereLbacteriaaL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2009XLdciXLdigekYff 11.5 595

114 TheLharmonizomemLaLcollectionLofLprocessedLdatasetsLgatheredLtoLserveLandLmineLknowledgeLaboutL
genesLandLproteinsaLDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationXL2016XLecdiXL 5 504

113 TheL UPOLPSγSsLmolecularLinteractionLformatYYaLcommunityLstandardLforLtheLrepresentationLofL
proteinLinteractionLdataaLNatureiBiotechnologyXL2004XLeeXLdjjYkf 44.5 504

112 STRγNzLjYYrecentLdevelopmentsLinLtheLintegrationLandLpredictionLofLproteinLinteractionsaLNucleici
AcidsiResearchXL2007XLfhXLwfhkYie 20.1 503

111 STγTv mLinteractionLnetworksLofLchemicalsLandLproteinsaLNucleiciAcidsiResearchXL2008XLfiXLwikgYk 20.1 471

110 MetaproteogenomicLanalysisLofLmicrobialLcommunitiesLinLtheLphyllosphereLandLrhizosphereLofLriceaL
ISMEiJournalXL2012XLiXLdfjkYlc 11.9 458

109 vomparativeLgenomeLandLproteomeLanalysisLofLtnophelesLgambiaeLandLwrosophilaLmelanogasteraL
ScienceXL2002XLelkXLdglYhl 33.3 455

108 xxpressionLofLaminoYterminallyLtruncatedLPrPLinLtheLmouseLleadingLtoLataxiaLandLspecificLcerebellarL
lesionsaLCellXL1998XLlfXLecfYdg 56.2 454

107 eggNOzLvgacmLnestedLorthologyLinferenceLacrossLfikiLorganismsaLNucleiciAcidsiResearchXL2014XLgeXLwefdYl20.1 387

106 eggNOzLvfacmLorthologousLgroupsLcoveringLddffLorganismsLatLgdLdifferentLtaxonomicLrangesaL
NucleiciAcidsiResearchXL2012XLgcXLwekgYl 20.1 387

105 PathogensLandLhostLimmunityLinLtheLancientLhumanLoralLcavityaLNatureiGeneticsXL2014XLgiXLffiYgg 36.3 353

104 PaxwbXLaLdatabaseLofLproteinLabundanceLaveragesLacrossLallLthreeLdomainsLofLlifeaLMoleculariandi
CellulariProteomicsXL2012XLddXLgleYhcc 7.6 351

103 eggNOzmLautomatedLconstructionLandLannotationLofLorthologousLgroupsLofLgenesaLNucleiciAcidsi
ResearchXL2008XLfiXLwehcYg 20.1 313

102 tLglobalLnetworkLofLcoexistingLmicrobesLfromLenvironmentalLandLwholeYgenomeLsequenceLdataaL
GenomeiResearchXL2010XLecXLlgjYhl 9.7 305

101 LikeLwillLtoLlikemLabundancesLofLcloselyLrelatedLspeciesLcanLpredictLsusceptibilityLtoLintestinalL
colonizationLbyLpathogenicLandLcommensalLbacteriaaLPLoSiPathogensXL2010XLiXLedcccjdd 7.6 304

100 STγTv LgmLintegrationLofLproteinYchemicalLinteractionsLwithLuserLdataaLNucleiciAcidsiResearchXL2014XL
geXLwgcdYj 20.1 290

99 VersionLgacLofLPaxwbmLProteinLabundanceLdataXLintegratedLacrossLmodelLorganismsXLtissuesXLandL
cellYlinesaLProteomicsXL2015XLdhXLfdifYk 4.8 283

(2015-2016)
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98 ProteinLinteractionLnetworksLfromLyeastLtoLhumanaLCurrentiOpinioniiniStructuraliBiologyXL2004XLdgXLeleYl8.1 278

97 QuantitativeLphylogeneticLassessmentLofLmicrobialLcommunitiesLinLdiverseLenvironmentsaLScienceXL
2007XLfdhXLddeiYfc 33.3 259

96 trabidopsisLfemaleLgametophyteLgeneLexpressionLmapLrevealsLsimilaritiesLbetweenLplantLandL
animalLgametesaLCurrentiBiologyXL2010XLecXLhciYde 6.3 255

95 TheLmicrobiotaLmediatesLpathogenLclearanceLfromLtheLgutLlumenLafterLnonYtyphoidalLSalmonellaL
diarrheaaLPLoSiPathogensXL2010XLiXLedccdclj 7.6 252

94 PhosphoproteomicLanalysisLrevealsLinterconnectedLsystemYwideLresponsesLtoLperturbationsLofL
kinasesLandLphosphatasesLinLyeastaLScienceiSignalingXL2010XLfXLrsg 8.8 229

93 PrionLproteinLdevoidLofLtheLoctapeptideLrepeatLregionLrestoresLsusceptibilityLtoLscrapieLinLPrPL
knockoutLmiceaLNeuronXL2000XLejXLfllYgck 13.9 221

92 tnalysesLofLnonYcodingLsomaticLdriversLinLeXihk´ cancerLwholeLgenomesaLNatureXL2020XLhjkXLdceYddd 50.4 220

91 STγTv LfmLzoomingLinLonLproteinYchemicalLinteractionsaLNucleiciAcidsiResearchXL2012XLgcXLwkjiYkc 20.1 219

90 PredictionLofLeffectiveLgenomeLsizeLinLmetagenomicLsamplesaLGenomeiBiologyXL2007XLkXLRdc 18.3 219

89 xnvironmentsLshapeLtheLnucleotideLcompositionLofLgenomesaLEMBOiReportsXL2005XLiXLdeckYdf 6.5 200

88 vellYwideLanalysisLofLproteinLthermalLunfoldingLrevealsLdeterminantsLofLthermostabilityaLScienceXL
2017XLfhhXL 33.3 198

87 STγTv LemLanLinteractionLnetworkLdatabaseLforLsmallLmoleculesLandLproteinsaLNucleiciAcidsiResearchXL
2010XLfkXLwhheYi 20.1 183

86 eggNOzLveacmLextendingLtheLevolutionaryLgenealogyLofLgenesLwithLenhancedLnonYsupervisedL
orthologousLgroupsXLspeciesLandLfunctionalLannotationsaLNucleiciAcidsiResearchXL2010XLfkXLwdlcYh 20.1 179

85 vomparativeLfunctionalLanalysisLofLtheLvaenorhabditisLelegansLandLwrosophilaLmelanogasterL
proteomesaLPLoSiBiologyXL2009XLjXLegk 9.7 179

84 UnexploredLtherapeuticLopportunitiesLinLtheLhumanLgenomeaLNatureiReviewsiDrugiDiscoveryXL2018XL
djXLfdjYffe 64.1 156

83 tnalysisLofLgenomicLcontextmLpredictionLofLfunctionalLassociationsLfromLconservedLbidirectionallyL
transcribedLgeneLpairsaLNatureiBiotechnologyXL2004XLeeXLlddYj 44.5 142

82 StandardizedLbenchmarkingLinLtheLquestLforLorthologsaLNatureiMethodsXL2016XLdfXLgehYfc 21.6 133

81 zenomeLevolutionLrevealsLbiochemicalLnetworksLandLfunctionalLmodulesaLProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2003XLdccXLdhgekYff 11.5 123
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80 MillimeterYscaleLgeneticLgradientsLandLcommunityYlevelLmolecularLconvergenceLinLaLhypersalineL
microbialLmataLMoleculariSystemsiBiologyXL2008XLgXLdlk 12.2 118

79 yunctionLpredictionLandLproteinLnetworksaLCurrentiOpinioniiniCelliBiologyXL2003XLdhXLdldYk 9 118

78 MicrobiotaYderivedLhydrogenLfuelsLSalmonellaLtyphimuriumLinvasionLofLtheLgutLecosystemaLCelli
HostiandiMicrobeXL2013XLdgXLigdYhd 23.4 105

77 MLTreeMapYYaccurateLMaximumLLikelihoodLplacementLofLenvironmentalLwNtLsequencesLintoL
taxonomicLandLfunctionalLreferenceLphylogeniesaLBMCiGenomicsXL2010XLddXLgid 4.5 93

76 vomplexLgenomicLrearrangementsLleadLtoLnovelLprimateLgeneLfunctionaLGenomeiResearchXL2005XL
dhXLfgfYhd 9.7 82

75 vhromothripsisYlikeLpatternsLareLrecurringLbutLheterogeneouslyLdistributedLfeaturesLinLaLsurveyLofL
eeXfgjLcancerLgenomeLscreensaLBMCiGenomicsXL2014XLdhXLke 4.5 78

74 LimitsLtoLrobustnessLandLreproducibilityLinLtheLdemarcationLofLoperationalLtaxonomicLunitsaL
EnvironmentaliMicrobiologyXL2015XLdjXLdiklYjci 5.2 76

73 SputumLwNtLsequencingLinLcysticLfibrosismLnonYinvasiveLaccessLtoLtheLlungLmicrobiomeLandLtoL
pathogenLdetailsaLMicrobiomeXL2017XLhXLec 16.6 74

72 RNtiLscreenLofLSalmonellaLinvasionLshowsLroleLofLvOPγLinLmembraneLtargetingLofLcholesterolLandL
vdcgeaLMoleculariSystemsiBiologyXL2011XLjXLgjg 12.2 68

71 QuantitativeLassessmentLofLproteinLfunctionLpredictionLfromLmetagenomicsLshotgunLsequencesaL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2007XLdcgXLdfldfYk 11.5 66

70 MicrobialLrhodopsinsLonLleafLsurfacesLofLterrestrialLplantsaLEnvironmentaliMicrobiologyXL2012XLdgXLdgcYi 5.2 64

69 uacterialLanoxygenicLphotosynthesisLonLplantLleafLsurfacesaLEnvironmentaliMicrobiologyiReportsXL
2012XLgXLeclYdi 3.7 63

68 tssessingLsystemsLpropertiesLofLyeastLmitochondriaLthroughLanLinteractionLmapLofLtheLorganelleaL
PLoSiGeneticsXL2006XLeXLedjc 6 63

67 xcologicalLconsistencyLofLSSULrRNtYbasedLoperationalLtaxonomicLunitsLatLaLglobalLscaleaLPLoSi
ComputationaliBiologyXL2014XLdcXLedccfhlg 5 58

66 VirusesaSTRγNzmLtLVirusY ostLProteinYProteinLγnteractionLwatabaseaLVirusesXL2018XLdcXL 6.2 58

65 SVwYphymLimprovedLpredictionLofLproteinLfunctionalLassociationsLthroughLsingularLvalueL
decompositionLofLphylogeneticLprofilesaLBioinformaticsXL2016XLfeXLdckhYj 7.2 56

64 γdentificationLandLanalysisLofLevolutionarilyLcohesiveLfunctionalLmodulesLinLproteinLnetworksaL
GenomeiResearchXL2006XLdiXLfjgYke 9.7 54

63 wistinctLandLregulatedLactivitiesLofLhumanLzliLproteinsLinLwrosophilaaLCurrentiBiologyXL1999XLlXLdfdlYee 6.3 54

(1999-2008)
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62 TheLhedgehogLsignalingLpathwaymLwhereLdidLitLcomeLfromraLPLoSiBiologyXL2009XLjXLedcccdgi 9.7 53

61 tLsentinelLproteinLassayLforLsimultaneouslyLquantifyingLcellularLprocessesaLNatureiMethodsXL2014XL
ddXLdcghYk 21.6 52

60
SpecificLinhibitionLofLdiverseLpathogensLinLhumanLcellsLbyLsyntheticLmicroRNtYlikeLoligonucleotidesL
inferredLfromLRNtiLscreensaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXL2014XLdddXLghgkYhf

11.5 52

59 ShotgunLproteomicsLdataLfromLmultipleLorganismsLrevealsLremarkableLquantitativeLconservationLofL
theLeukaryoticLcoreLproteomeaLProteomicsXL2010XLdcXLdeljYfci 4.8 51

58  ighYResolutionLRNtLMapsLSuggestLvommonLPrinciplesLofLSplicingLandLPolyadenylationLRegulationL
byLTwPYgfaLCelliReportsXL2017XLdlXLdchiYdcij 10.6 49

57 yunctionalLcluesLforLhypotheticalLproteinsLbasedLonLgenomicLcontextLanalysisLinLprokaryotesaL
NucleiciAcidsiResearchXL2004XLfeXLifedYi 20.1 49

56  ighLconfidenceLpredictionLofLessentialLgenesLinLuurkholderiaLcenocepaciaaLPLoSiONEXL2012XLjXLegccig 3.7 48

55 vrossYRegulationLbetweenLTwPYgfLandLParaspecklesLPromotesLPluripotencyYwifferentiationL
TransitionaLMoleculariCellXL2019XLjgXLlhdYlihaedf 17.6 45

54 MtPseqmLhighlyLefficientLkYmerLsearchLwithLconfidenceLestimatesXLforLrRNtLsequenceLanalysisaL
BioinformaticsXL2017XLffXLfkckYfkdc 7.2 44

53 RtγNmLRNtYproteinLtssociationLandLγnteractionLNetworksaLDatabase:itheiJournaliofiBiologicali
DatabasesiandiCurationXL2017XLecdjXL 5 42

52 TheLSγuLSwissLγnstituteLofLuioinformaticsSLresourcesmLfocusLonLcuratedLdatabasesaLNucleiciAcidsi
ResearchXL2016XLggXLwejYfj 20.1 41

51 zenomeYwideLsmallLinterferingLRNtLscreensLrevealLVtMPfLasLaLnovelLhostLfactorLrequiredLforL
UukuniemiLvirusLlateLpenetrationaLJournaliofiVirologyXL2014XLkkXLkhihYjk 6.6 39

50 PathwayLandLnetworkLanalysisLofLmoreLthanLehccLwholeLcancerLgenomesaLNatureiCommunicationsXL
2020XLddXLjel 17.4 38

49 SharedLcomponentsLofLproteinLcomplexesYYversatileLbuildingLblocksLorLbiochemicalLartefactsraL
BioEssaysXL2004XLeiXLdfffYgf 4.1 38

48  PvYvLUSTmLdistributedLhierarchicalLclusteringLforLlargeLsetsLofLnucleotideLsequencesaL
BioinformaticsXL2014XLfcXLekjYk 7.2 35

47 tLcomprehensiveLsetLofLproteinLcomplexesLinLyeastmLminingLlargeLscaleLproteinYproteinLinteractionL
screensaLBioinformaticsXL2003XLdlXLdlcdYk 7.2 34

46 RapidLγnferenceLofLwirectLγnteractionsLinLLargeYScaleLxcologicalLNetworksLfromL eterogeneousL
MicrobialLSequencingLwataaLCelliSystemsXL2019XLlXLekiYeliaek 10.6 33

45 vhromγwLidentifiesLtheLproteinLinteractomeLatLchromatinLmarksaLNatureiBiotechnologyXL2020XLfkXLjekYjfi44.5 31
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44 TheLxLγXγRLvoreLwataLResourcesmLfundamentalLinfrastructureLforLtheLlifeLsciencesaLBioinformaticsXL
2020XLfiXLeifiYeige 7.2 29

43 SimultaneousLanalysisLofLlargeYscaleLRNtiLscreensLforLpathogenLentryaLBMCiGenomicsXL2014XLdhXLddie 4.5 28

42 γyNY˛‡L indersLRecoveryLfromLMucosalLγnflammationLduringLtntibioticLTherapyLforLSalmonellaLzutL
γnfectionaLCelliHostiandiMicrobeXL2016XLecXLefkYgl 23.4 26

41 LargeYscaleLfunctionalLanalysisLofLtheLrolesLofLphosphorylationLinLyeastLmetabolicLpathwaysaLSciencei
SignalingXL2014XLjXLrsi 8.8 26

40 SequenceYbasedLfactorsLinfluencingLtheLexpressionLofLheterologousLgenesLinLtheLyeastLPichiaL
pastorisYYtLcomparativeLviewLonLjlLhumanLgenesaLJournaliofiBiotechnologyXL2007XLdfcXLdYdc 3.7 26

39 γnLsituLenzymeLactivityLinLtheLdissolvedLandLparticulateLfractionLofLtheLfluidLfromLfourLpitcherLplantL
speciesLofLtheLgenusLNepenthesaLPLoSiONEXL2011XLiXLeehdgg 3.7 26

38 gespeRmLaLstatisticalLmodelLforLdeconvolutingLoffYtargetYconfoundedLRNtLinterferenceLscreensaL
GenomeiBiologyXL2015XLdiXLeec 18.3 25

37 vellYsortingLatLtheLtbPLboundaryLinLtheLwrosophilaLwingLprimordiummLaLcomputationalLmodelLtoL
consolidateLobservedLnonYlocalLeffectsLofL hLsignalingaLPLoSiComputationaliBiologyXL2011XLjXLedcceceh 5 25

36 tLfamilyLofLinteractionYadjustedLindicesLofLcommunityLsimilarityaLISMEiJournalXL2017XLddXLjldYkcj 11.9 24

35 trrayProspectormLaLwebLresourceLofLfunctionalLassociationsLinferredLfromLmicroarrayLexpressionL
dataaLNucleiciAcidsiResearchXL2004XLfeXLWgghYk 20.1 24

34 wisentanglingLtheLimpactLofLenvironmentalLandLphylogeneticLconstraintsLonLprokaryoticL
withinYspeciesLdiversityaLISMEiJournalXL2020XLdgXLdegjYdehl 11.9 23

33 uacterialLdiversityLandLcompositionLinLtheLfluidLofLpitcherLplantsLofLtheLgenusLNepenthesaL
SystematiciandiAppliediMicrobiologyXL2015XLfkXLffcYl 4.2 22

32 vomparativeLanalysisLofLenvironmentalLsequencesmLpotentialLandLchallengesaLPhilosophicali
TransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesXL2006XLfidXLhdlYef 5.8 22

31 vonsistencyLofLgenomeYbasedLmethodsLinLmeasuringLMetazoanLevolutionaLFEBSiLettersXL2005XLhjlXLffhhYid3.8 22

30 xffectsLofLoralLantibioticsLandLisotretinoinLonLtheLmurineLgutLmicrobiotaaLInternationaliJournaliofi
AntimicrobialiAgentsXL2017XLhcXLfgeYfhd 14.3 19

29 tnalysisLofLtheL umanLKinomeLandLPhosphatomeLbyLMassLvytometryLRevealsL
OverexpressionYγnducedLxffectsLonLvancerYRelatedLSignalingaLMoleculariCellXL2019XLjgXLdckiYddceaeh 17.6 18

28 NaturalLzeneticLVariationLwifferentiallyLtffectsLtheLProteomeLandLTranscriptomeLinLvaenorhabditisL
elegansaLMoleculariandiCellulariProteomicsXL2016XLdhXLdijcYkc 7.6 15

27 xcologicallyLinformedLmicrobialLbiomarkersLandLaccurateLclassificationLofLmixedLandLunmixedL
samplesLinLanLextensiveLcrossYstudyLofLhumanLbodyLsitesaLMicrobiomeXL2018XLiXLdle 16.6 15

(2018-2020)
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26 TermitesLinLtheLwoodworkaLGenomeiBiologyXL2007XLkXLeel 18.3 13

25 yastLgenomeYwideLfunctionalLannotationLthroughLorthologyLassignmentLbyLeggNOzYmapper 13

24 tLphylogenyYbasedLbenchmarkingLtestLforLorthologyLinferenceLrevealsLtheLlimitationsLofL
functionYbasedLvalidationaLPLoSiONEXL2014XLlXLeddddee 3.7 12

23 yifteenLyearsLSγuLSwissLγnstituteLofLuioinformaticsmLlifeLscienceLdatabasesXLtoolsLandLsupportaLNucleici
AcidsiResearchXL2014XLgeXLWgfiYgd 20.1 12

22 zlobalLanalysisLofLbacterialLtranscriptionLfactorsLtoLpredictLcellularLtargetLprocessesaLTrendsiini
GeneticsXL2004XLecXLdeiYfd 8.5 12

21 PreventiveLTrichurisLsuisLovaLTTSOULtreatmentLprotectsLimmunocompetentLrabbitsLfromLwSSLcolitisL
butLmayLbeLdetrimentalLunderLconditionsLofLimmunosuppressionaLScientificiReportsXL2017XLjXLdihcc 4.9 10

20
SuppressionLofLtheLxscherichiaLcoliLdnatgiLmutationLbyLchangesLinLtheLactivitiesLofLtheL
pyruvateYacetateLnodeLlinksLwNtLreplicationLregulationLtoLcentralLcarbonLmetabolismaLPLoSiONEXL
2017XLdeXLecdjichc

3.7 10

19 OpenLvommunityLvhallengeLRevealsLMolecularLNetworkLModulesLwithLKeyLRolesLinLwiseases 10

18 TheL UPOLinitiativeLonLModelLOrganismLProteomesXLiMOPaLProteomicsXL2012XLdeXLfgcYh 4.8 8

17 ProteinLtyrosineLphosphataseLnonYreceptorLtypeLeeLmodulatesLcolitisLinLaLmicrobiotaYdependentL
manneraLJournaliofiClinicaliInvestigationXL2019XLdelXLehejYehgd 15.9 8

16 RapidLinferenceLofLdirectLinteractionsLinLlargeYscaleLecologicalLnetworksLfromLheterogeneousL
microbialLsequencingLdata 7

15 treeclimbRLpinpointsLtheLdataYdependentLresolutionLofLhierarchicalLhypotheses 6

14 PathogenicLimpactLofLtranscriptLisoformLswitchingLinLdXeclLcancerLsamplesLcoveringLejLcancerLtypesL
usingLanLisoformYspecificLinteractionLnetworkaLScientificiReportsXL2020XLdcXLdgghf 4.9 6

13 StrainYResolvedLwynamicsLofLtheLLungLMicrobiomeLinLPatientsLwithLvysticLyibrosisaLMBioXL2021XLdeXL 7.8 6

12 zrowthYrestrictingLeffectsLofLsiRNtLtransfectionsmLaLlargelyLdeterministicLcombinationLofLoffYtargetL
bindingLandLhybridizationYindependentLcompetitionaLNucleiciAcidsiResearchXL2018XLgiXLlfclYlfec 20.1 6

11 TheLxvolutionLofLxcologicalLwiversityLinLaaLFrontiersiiniMicrobiologyXL2022XLdfXLjdhifj 5.7 4

10 PathwayLandLnetworkLanalysisLofLmoreLthanLeXhccLwholeLcancerLgenomes 4

9 SpecificLgenomicLregionsLareLdifferentiallyLaffectedLbyLcopyLnumberLalterationsLacrossLdistinctL
cancerLtypesXLinLaggregatedLcytogeneticLdataaLPLoSiONEXL2012XLjXLegfikl 3.7 3

Christian von Mering

8



8 yermentationLtbilityLofLzutLMicrobiotaLofLWildLJapaneseLMacaquesLinLtheL ighlandLandLLowlandL
YakushimamLγnLVitroLyermentationLtssayLandLzeneticLtnalysesaLMicrobialiEcologyXL2020XLkcXLghlYgjg 4.4 2

7 PathogenicLimpactLofLtranscriptLisoformLswitchingLinLdeclLcancerLsamplesLcoveringLejLcancerLtypesL
usingLanLisoformYspecificLinteractionLnetwork 2

6 treeclimbRLpinpointsLtheLdataYdependentLresolutionLofLhierarchicalLhypothesesaLGenomeiBiologyXL
2021XLeeXLdhj 18.3 2

5 γnferringLProteinLyunctionLfromLzenomicLvontextddjlYdedc 1

4 vanγsoNetmLtLwatabaseLtoLStudyLtheLyunctionalLγmpactLofLγsoformLSwitchingLxventsLinLvancer 1

3 ReproducibleLPropagationLofLSpeciesYRichLSoilLuacterialLvommunitiesLSuggestsLRobustLUnderlyingL
weterministicLPrinciplesLofLvommunityLyormationaaLMSystemsXL2022XLeccdicee 7.6 1

2 TreeLreconciliationLcombinedLwithLsubsamplingLimprovesLlargeLscaleLinferenceLofLorthologousL
groupLhierarchiesaLBMCiBioinformaticsXL2019XLecXLeek 3.6 0

1 ProbingLγsoformLSwitchingLxventsLinLVariousLvancerLTypesmLLessonsLyromLPanYvancerLStudiesaL
FrontiersiiniMoleculariBiosciencesXL2021XLkXLjeilce 5.6
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