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i Paper IF Citations

136 ResultsNofNaNphaseNgbNrandomizedbNplaceboccontrolledNfirstcinchumanNtrialNofNgriffithsinNformulatedNinN
aNcarrageenanNvaginalNgelddNPLoSgONEbN2022bNgnbNefhmgnnl 3.7 1

135 MultipleNbacterialNvirulenceNfactorsNfocusedNonNadherenceNandNbiofilmNformationNassociateNwithN
outcomesNinNcirrhosisdNGutgMicrobesbN2021bNgibNgppilok 8.8 0

134 TheNPresenceNofN’enitrifiersNInNyacterialNzommunitiesNofNUrbanNStormwaterNyestNManagementN
PracticesNVyMPsWdNEnvironmentalgManagementbN2021bNg 3.1 0

133 GutNMicrobialNSignatureNofNHepatocellularNzancerNinNMenNWithNzirrhosisdNLivergTransplantationbN2021bN
hnbNmhpcmkf 4.5 5

132 HepaticNyranchNVagotomyNModulatesNtheNGutcLivercyrainNxxisNinNMurineNzirrhosisdNFrontiersging
PhysiologybN2021bNghbNnfhmkm 4.6 0

131 VaginalNmicrobiomeqNnormalcyNvsNdysbiosisdNArchivesgofgMicrobiologybN2021bNhfibNinpiciofh 3 12

130 xNRandomizedNzlinicalNTrialNofNFecalNMicrobiotaNTransplantNforNxlcoholNUseN’isorderdNHepatologybN
2021bNnibNgmoocgnff 11.2 46

129 SexNisNassociatedNwithNdifferencesNinNgutNmicrobialNcompositionNand´ functionNinNhepaticN
encephalopathydNJournalgofgHepatologybN2021bNnkbNofcoo 13.4 3

128 InteractionNofNbacterialNmetagenomeNandNviromeNinNpatientsNwithNcirrhosisNandNhepaticN
encephalopathydNGutbN2021bNnfbNggmhcggni 19.2 25

127 FecalNMicrobiotaNTransplantNinNzirrhosisNReducesNGutNMicrobialNxntibioticNResistanceNGenesqN
xnalysisNofNTwoNTrialsdNHepatologygCommunicationsbN2021bNlbNhlochng 6 11

126  xtensiveNphotobiontNsharingNinNaNrapidlyNradiatingNcyanolichenNcladedNMoleculargEcologybN2021bNifbNgnllcgnnm5.7 12

125 zomparativeNstudyNofNtheNhemolymphNmicrobiomeNbetweenNliveNandNrecentlyNdeadNxmericanN
lobstersNHomarusNamericanusdNDiseasesgofgAquaticgOrganismsbN2021bNgkibNgkncglo 1.7 0

124 ImpactNofNxntibioticNResistanceNGenesNinNGutNMicrobiomeNofNPatientsNWithNzirrhosisdN
GastroenterologybN2021bNgmgbNlfoclhgden 13.3 9

123 ’istinctNgutNmicrobialNcompositionalNandNfunctionalNchangesNassociatedNwithNimpairedNinhibitoryN
controlNinNpatientsNwithNcirrhosisdNGutgMicrobesbN2021bNgibNgplihkn 8.8 3

122 yiomMinerqNxnNadvancedNexploratoryNmicrobiomeNanalysisNandNvisualizationNpipelinedNPLoSgONEbN
2020bNglbNefhikomf 3.7 13

121 GutNmicrobiotaNmanipulationNduringNtheNprepubertalNperiodNshapesNbehavioralNabnormalitiesNinNaN
mouseNneurodevelopmentalNdisorderNmodeldNScientificgReportsbN2020bNgfbNkmpn 4.9 11

120 zognitionNandNhospitalizationsNareNlinkedNwithNsalivaryNandNfaecalNmicrobiotaNinNcirrhosisNcohortsN
fromNtheNUSxNandNMexicodNLivergInternationalbN2020bNkfbNgiplcgkfn 7.9 7
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119 zostceffectivenessNofNintegratingNgutNmicrobiotaNanalysisNintoNhospitalisationNpredictionNinNcirrhosisdN
GastroHepbN2020bNhbNnpcom 1 4

118 OptimizationNofNtissueNsamplingNforNyorreliaNburgdorferiNinNwhitecfootedNmiceNVPeromyscusN
leucopusWdNPLoSgONEbN2020bNglbNefhhmnpo 3.7 4

117 FecalNMicrobiomeN’istinguishesNxlcoholNzonsumptionNFromNxlcoholicNHepatitisNyutN’oesNNotN
’iscriminateN’iseaseNSeveritydNHepatologybN2020bNnhbNhngchom 11.2 28

116 xNnewNspeciesNofNbulbilcformingNlichenicolousNfungiNrepresentsNanNisolatedNcladeNinNtheN
zantharellalesdNBryologistbN2020bNghibNgll 0.7 2

115
SerumNLevelsNofNMetabolitesNProducedNbyNIntestinalNMicrobesNandNLipidNMoietiesNIndependentlyN
xssociatedNWithNxcuteconczhronicNLiverNFailureNandN’eathNinNPatientsNWithNzirrhosisdN
GastroenterologybN2020bNglpbNgnglcgnifdegh

13.3 24

114
FecalNmicrobialNtransplantNreducesNshortctermNcravingsbNimprovesNqualityNofNlifeNandNmicrobialN
diversityNinNcirrhosisNandNalcoholNuseNdisorderqNaNrandomizedbNplaceboccontrolledbNclinicalNtrialdN
JournalgofgHepatologybN2020bNnibNSlpcSmf

13.4 4

113 zathelicidincrelatedNantimicrobialNpeptideNalleviatesNalcoholicNliverNdiseaseNthroughNinhibitingN
inflammasomeNactivationdNJournalgofgPathologybN2020bNhlhbNingcioi 9.4 5

112 NeuroinflammationNinNMurineNzirrhosisNIsN’ependentNonNtheNGutNMicrobiomeNandNIsNxttenuatedNbyN
FecalNTransplantdNHepatologybN2020bNngbNmggcmhm 11.2 43

111 MetabolomicsNandNmicrobialNcompositionNincreaseNinsightNintoNtheNimpactNofNdietaryNdifferencesNinN
cirrhosisdNLivergInternationalbN2020bNkfbNkgmckhn 7.9 7

110 PosttraumaticNstressNdisorderNisNassociatedNwithNalteredNgutNmicrobiotaNthatNmodulatesNcognitiveN
performanceNinNveteransNwithNcirrhosisdNAmericangJournalgofgPhysiologygugRenalgPhysiologybN2019bNignbNGmmgcGmmp5.1 27

109 GutNmicrobiomeNidentifiesNriskNforNcolorectalNpolypsdNBMJgOpengGastroenterologybN2019bNmbNefffhpn 3.9 19

108 FecalNMicrobialNTransplantNzapsulesNxreNSafeNinNHepaticN ncephalopathyqNxNPhaseNgbNRandomizedbN
PlaceboczontrolledNTrialdNHepatologybN2019bNnfbNgmpfcgnfi 11.2 106

107 LongctermNOutcomesNofNFecalNMicrobiotaNTransplantationNinNPatientsNWithNzirrhosisdN
GastroenterologybN2019bNglmbNgphgcgphidei 13.3 70

106 xnNOmicsNxpproachNtoN xtracellularNVesiclesNfromNHIVcgNInfectedNzellsdNCellsbN2019bNobN 7.9 9

105 xlterationsNinNSkinNMicrobiomesNofNPatientsNWithNzirrhosisdNClinicalgGastroenterologygandgHepatology
bN2019bNgnbNhlogchlpgdegl 6.9 8

104 ReplydNGastroenterologybN2019bNglnbNpfhcpfi 13.3

103 MicrobialNfunctionalNchangeNisNlinkedNwithNclinicalNoutcomesNafterNcapsularNfecalNtransplantNinN
cirrhosisdNJCIgInsightbN2019bNkbN 9.9 31

102 SpecificNGutNandNSalivaryNMicrobiotaNPatternsNxreNLinkedNWithN’ifferentNzognitiveNTestingN
StrategiesNinNMinimalNHepaticN ncephalopathydNAmericangJournalgofgGastroenterologybN2019bNggkbNgfofcgfpf0.7 27

(2019-2020)
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101 xssociationNyetweenNIntestinalNMicrobiotaNzollectedNatNHospitalNxdmissionNandNOutcomesNofN
PatientsNWithNzirrhosisdNClinicalgGastroenterologygandgHepatologybN2019bNgnbNnlmcnmldei 6.9 50

100 TheN ffectNofNFeedingNzocoaNPowderNandNonNtheNzompositionNandNFunctionNofNPigNIntestinalN
MicrobiomedNCurrentgDevelopmentsgingNutritionbN2018bNhbNnzyfgg 0.4 8

99 xlterationsNinNgutNmicrobialNfunctionNfollowingNliverNtransplantdNLivergTransplantationbN2018bNhkbNnlhcnmg 4.5 35

98 xntibioticcxssociatedN’isruptionNofNMicrobiotaNzompositionNandNFunctionNinNzirrhosisNIsNRestoredN
byNFecalNTransplantdNHepatologybN2018bNmobNglkpcgllo 11.2 70

97 zhangesNinNmycorrhizalNcolonizationNandNoverallNfungalNcommunitiesNacrossNuplandNandNwetlandN
xcerNforestsNofNtheNVirginiaNzoastalNPlaindNWetlandsgEcologygandgManagementbN2018bNhmbNlknclmg 2.1 1

96 ’ietNaffectsNgutNmicrobiotaNandNmodulatesNhospitalizationNriskNdifferentiallyNinNanNinternationalN
cirrhosisNcohortdNHepatologybN2018bNmobNhikchkn 11.2 59

95 xlterationsNinNtheNamountsNofNmicrobialNmetabolitesNinNdifferentNregionsNofNtheNmouseNlargeN
intestineNusingNvariablyNfermentableNfibresdNBioactivegCarbohydratesgandgDietarygFibrebN2018bNgibNncgi 3.4 10

94 xN’istinctiveNUrinaryNMetabolomicNFingerprintNIsNLinkedNWithN ndoscopicNPostoperativeN’iseaseN
RecurrenceNinNzrohnUsN’iseaseNPatientsdNInflammatorygBowelgDiseasesbN2018bNhkbNomgconf 4.5 13

93 FungalNdysbiosisNinNcirrhosisdNGutbN2018bNmnbNggkmcgglk 19.2 69

92 ’ifferentialNGeneN xpressionNinNResponseNtoNSalinityNandNTemperatureNinNaNHaloarculaNStrainNfromN
GreatNSaltNLakebNUtahdNGenesbN2018bNpbN 4.2 9

91 PeriodontalNtherapyNfavorablyNmodulatesNtheNoralcgutchepaticNaxisNinNcirrhosisdNAmericangJournalgofg
PhysiologygugRenalgPhysiologybN2018bNiglbNGohkcGoin 5.1 37

90 ProtonNPumpNInhibitorNInitiationNandNWithdrawalNaffectsNGutNMicrobiotaNandNReadmissionNRiskNinN
zirrhosisdNAmericangJournalgofgGastroenterologybN2018bNggibNggnncggom 0.7 65

89 IncreasingNprevalenceNofNepizooticNshellNdiseaseNinNxmericanNlobsterNfromNtheNnearshoreNGulfNofN
MainedNBulletingofgMarinegSciencebN2018bNpkbNpficphg 1.3 6

88 TheN ffectNofN’ietaryNMushroomNonNIntestinalNMicrobiotaNzompositionNandNHostNImmunologicalN
FunctiondNNutrientsbN2018bNgfbN 6.7 14

87 GutNmicrobialNRNxNandN’NxNanalysisNpredictsNhospitalizationsNinNcirrhosisdNJCIgInsightbN2018bNibN 9.9 26

86 ReplydNHepatologybN2018bNmobNghfm 11.2 1

85  ndosporeNformingNbacteriaNmayNbeNassociatedNwithNmaintenanceNofNsurgicallycinducedNremissionNinN
zrohnUsNdiseasedNScientificgReportsbN2018bNobNpnik 4.9 7

84 LiverNtransplantNmodulatesNgutNmicrobialNdysbiosisNandNcognitiveNfunctionNinNcirrhosisdNLiverg
TransplantationbN2017bNhibNpfncpgk 4.5 57
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83 GutNmicrobialNcompositionNcanNdifferentiallyNregulateNbileNacidNsynthesisNinNhumanizedNmicedN
HepatologygCommunicationsbN2017bNgbNmgcnf 6 27

82  levatedNtemperatureNenhancesNshortcNtoNmediumcchainNacylNhomoserineNlactoneNproductionNbyN
blackNbandNdiseasecassociatedNvibriosdNFEMSgMicrobiologygEcologybN2017bNpibN 4.3 8

81 FecalNmicrobiotaNtransplantNfromNaNrationalNstoolNdonorNimprovesNhepaticNencephalopathyqNxN
randomizedNclinicalNtrialdNHepatologybN2017bNmmbNgnhncgnio 11.2 307

80 GastricNacidNsuppressionNpromotesNalcoholicNliverNdiseaseNbyNinducingNovergrowthNofNintestinalN
 nterococcusdNNaturegCommunicationsbN2017bNobNoin 17.4 118

79 zontinuedNxlcoholNMisuseNinNHumanNzirrhosisNisNxssociatedNwithNanNImpairedNGutcLiverNxxisdN
Alcoholism:gClinicalgandgExperimentalgResearchbN2017bNkgbNgolncgoml 3.7 56

78
TurboctaxonomyNtoNassembleNaNmegadiverseNlichenNgenusqNseventyNnewNspeciesNofNzoraN
VyasidiomycotaqNxgaricalesqNHygrophoraceaeWbNhonouringN’avidNLeslieNHawksworthâ��sNseventiethN
birthdaydNFungalgDiversitybN2017bNokbNgipchfn

17.6 35

77 GutNmicrobiomeNandNliverNdiseasedNTranslationalgResearchbN2017bNgnpbNkpclp 11 58

76 RifaximinN xertsNyeneficialN ffectsNIndependentNofNitsNxbilityNtoNxlterNMicrobiotaNzompositiondN
ClinicalgandgTranslationalgGastroenterologybN2016bNnbNegon 4.2 48

75 ImpairedNGutcLivercyrainNxxisNinNPatientsNwithNzirrhosisdNScientificgReportsbN2016bNmbNhmoff 4.9 107

74 zhangesNinNtheNIntestinalNMicrobiomeNandNxlcoholicNandNNonalcoholicNLiverN’iseasesqNzausesNorN
 ffectsvdNGastroenterologybN2016bNglfbNgnklcgnlldei 13.3 86

73 FromNoneNtoNsixqNunrecognizedNspeciesNdiversityNinNtheNgenusNxcantholichenNVlichenizedN
yasidiomycotaqNHygrophoraceaeWdNMycologiabN2016bNgfobNiocll 2.4 18

72 LowerNNeighborhoodNSocioeconomicNStatusNxssociatedNwithNReducedN’iversityNofNtheNzolonicN
MicrobiotaNinNHealthyNxdultsdNPLoSgONEbN2016bNggbNefgkoplh 3.7 73

71 GutNmicrobiotaNdriveNtheNdevelopmentNofNneuroinflammatoryNresponseNinNcirrhosisNinNmicedN
HepatologybN2016bNmkbNghihcko 11.2 56

70  lderlyNpatientsNhaveNanNalteredNgutcbrainNaxisNregardlessNofNtheNpresenceNofNcirrhosisdNScientificg
ReportsbN2016bNmbNiokog 4.9 39

69 HighcintensityNsweetenerNconsumptionNandNgutNmicrobiomeNcontentNandNpredictedNgeneNfunctionNinN
aNcrosscsectionalNstudyNofNadultsNinNtheNUnitedNStatesdNAnnalsgofgEpidemiologybN2015bNhlbNnimckhdek 6.4 56

68 SalivaryNmicrobiotaNreflectsNchangesNinNgutNmicrobiotaNinNcirrhosisNwithNhepaticNencephalopathydN
HepatologybN2015bNmhbNghmfcng 11.2 178

67 SolubleN’extrinNFibersNxlterNtheNIntestinalNMicrobiotaNandNReduceNProinflammatoryNzytokineN
SecretionNinNMaleNILcgfc’eficientNMicedNJournalgofgNutritionbN2015bNgklbNhfmfcm 4.1 22

66 ’ecompensatedNcirrhosisNandNmicrobiomeNinterpretationdNNaturebN2015bNlhlbN gch 50.4 72

(2015-2017)
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65 GutNMicrobiotaNxlterationsNcanNpredictNHospitalizationsNinNzirrhosisNIndependentNofN’iabetesN
MellitusdNScientificgReportsbN2015bNlbNgollp 4.9 53

64 TemporalNStudyNofNtheNMicrobialN’iversityNofNtheNNorthNxrmNofNGreatNSaltNLakebNUtahbNUdSdN
MicroorganismsbN2015bNibNigfchm 4.9 27

63 zlassificationNmethodsNforNtheNanalysisNofNLHcPzRNdataNassociatedNwithNinflammatoryNbowelNdiseaseN
patientsdNInternationalgJournalgofgBioinformaticsgResearchgandgApplicationsbN2015bNggbNgggchp 0.9 7

62 QuorumcsensingNdysbioticNshiftsNinNtheNHIVcinfectedNoralNmetabiomedNPLoSgONEbN2015bNgfbNefghioof 3.7 7

61 xrtificialNSweetenerNzonsumptionNandNMicrobiomeNProfilesNinNigNxdultsNLivingNinNtheNUnitedNStatesdN
FASEBgJournalbN2015bNhpbNhmhdl 0.9

60 MultipleNITSNhaplotypesNinNtheNgenomeNofNtheNlichenizedNbasidiomyceteNzoraNinversaN
VHygrophoraceaeWqNfactNorNartifactvdNJournalgofgMoleculargEvolutionbN2014bNnobNgkocmh 3.1 28

59 xlteredNprofileNofNhumanNgutNmicrobiomeNisNassociatedNwithNcirrhosisNandNitsNcomplicationsdNJournalg
ofgHepatologybN2014bNmfbNpkfcn 13.4 587

58 xNsingleNmacrolichenNconstitutesNhundredsNofNunrecognizedNspeciesdNProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericabN2014bNgggbNggfpgcm 11.5 132

57 zolonicNinflammationNandNsecondaryNbileNacidsNinNalcoholicNcirrhosisdNAmericangJournalgofgPhysiologygug
RenalgPhysiologybN2014bNifmbNGphpcin 5.1 112

56 zomparisonNofNlowerNgenitalNtractNmicrobiotaNinNHIVcinfectedNandNuninfectedNwomenNfromNRwandaN
andNtheNUSdNPLoSgONEbN2014bNpbNepmokk 3.7 15

55 OralNmycobiomeNanalysisNofNHIVcinfectedNpatientsqNidentificationNofNPichiaNasNanNantagonistNofN
opportunisticNfungidNPLoSgPathogensbN2014bNgfbNegffippm 7.6 207

54 SystemsNbiologyNanalysisNofNomeprazoleNtherapyNinNcirrhosisNdemonstratesNsignificantNshiftsNinNgutN
microbiotaNcompositionNandNfunctiondNAmericangJournalgofgPhysiologygugRenalgPhysiologybN2014bNifnbNGplgcn5.1 107

53 PastNresidenceNoutsideNofNtheNUnitedNStatesNisNassociatedNwithNdietNqualityNinNadultsNcurrentlyN
residingNinNtheNUnitedNStatesdNAmericangJournalgofgHumangBiologybN2014bNhmbNmkcnh 2.7

52 FecalNmicrobiotaNtransplantationNinducingNremissionNinNzrohnUsNcolitisNandNtheNassociatedNchangesNinN
fecalNmicrobialNprofiledNJournalgofgClinicalgGastroenterologybN2014bNkobNmhlco 3 60

51 MetabolomicsNrevealsNdifferentialNlevelsNofNoralNmetabolitesNinNHIVcinfectedNpatientsqNtowardNnovelN
diagnosticNtargetsdNOMICSgAgJournalgofgIntegrativegBiologybN2013bNgnbNlcgl 3.8 42

50 ModulationNofNtheNfecalNbileNacidNprofileNbyNgutNmicrobiotaNinNcirrhosisdNJournalgofgHepatologybN2013bN
lobNpkpcll 13.4 444

49 zharacterizationNofNsoilNbacterialNcommunityNstructureNandNphysicochemicalNpropertiesNinNcreatedN
andNnaturalNwetlandsdNSciencegofgthegTotalgEnvironmentbN2013bNkkibNnhlcih 10.2 100

48 OceanNcurrentsNshapeNtheNmicrobiomeNofNxrcticNmarineNsedimentsdNISMEgJournalbN2013bNnbNmolcpm 11.9 108

Patrick M Gillevet

6



47 ModulationNofNtheNmetabiomeNbyNrifaximinNinNpatientsNwithNcirrhosisNandNminimalNhepaticN
encephalopathydNPLoSgONEbN2013bNobNemffkh 3.7 253

46
UseNofNurinaryNmarkersNofNtheNgutNmicrobiomeNinNepidemiologicalNstudiesqNtheNcaseNofNbisphenolNxN
VyPxWNconcentrationsNinNrelationNtoNenterolactoneNandNenterodiolNconcentrationsdNFASEBgJournalbN
2013bNhnbNgflmdgm

0.9

45 PastNInternationalNResidenceNandNzurrentNGutNMicrobiomedNFASEBgJournalbN2013bNhnbNgflmdgg 0.9

44
’ietaryNintakeNmeasuredNfromNaNselfcadministeredbNonlineNhkchourNrecallNsystemNcomparedNwithN
kcdayNdietNrecordsNinNanNadultNUSNpopulationdNJournalgofgthegAcademygofgNutritiongandgDieteticsbN2012
bNgghbNgmkhcn

3.9 37

43 ’ysbiosisNinN pizooticNShellN’iseaseNofNtheNxmericanNLobsterNVHomarusNamericanusWdNJournalgofg
ShellfishgResearchbN2012bNigbNkmicknh 1 38

42 yacterialNzommunityNzompositionNandN’iversityNinNMethaneNzhargedNSedimentsNRevealedNbyN
MultitagNPyrosequencingdNGeomicrobiologygJournalbN2012bNhpbNikfcilg 2.5 6

41 QualityNcontrolNinNmultictagNpyrosequencingNofNmicrobialNcommunitiesdNBioTechniquesbN2012bNlibNiogci 2.5 16

40 xNlongitudinalNsystemsNbiologyNanalysisNofNlactuloseNwithdrawalNinNhepaticNencephalopathydN
MetabolicgBraingDiseasebN2012bNhnbNhflcgl 3.9 72

39
LongitudinalNassessmentNofNpigtailedNmacaqueNlowerNgenitalNtractNmicrobiotaNbyNpyrosequencingN
revealsNdissimilarityNtoNtheNgenitalNmicrobiotaNofNhealthyNhumansdNAIDSgResearchgandgHumang
RetrovirusesbN2012bNhobNghkkcp

1.6 24

38 InNcaptiveNrhesusNmacaquesbNcervicovaginalNinflammationNisNcommonNbutNnotNassociatedNwithNtheN
stableNpolymicrobialNmicrobiomedNPLoSgONEbN2012bNnbNelhpph 3.7 15

37 xNnewNlichenicolousNteleomorphNisNrelatedNtoNplantNpathogensNinNLaetisariaNandNLimonomycesN
VyasidiomycotabNzorticialesWdNMycologiabN2011bNgfibNlhlcii 2.4 12

36 ’iversityNandNbiogeochemicalNstructuringNofNbacterialNcommunitiesNacrossNtheNPorangahauNridgeN
accretionaryNprismbNNewNZealanddNFEMSgMicrobiologygEcologybN2011bNnnbNlgocih 4.3 23

35
PyrosequencingNofNtheNgenitalNmicrobiotasNofNHIVcseropositiveNandNcseronegativeNwomenNrevealsN
LactobacillusNinersNasNtheNpredominantNLactobacillusNSpeciesdNAppliedgandgEnvironmentalg
MicrobiologybN2011bNnnbNinocog

4.8 36

34
IdentificationNofNrhesusNmacaqueNgenitalNmicrobiotaNbyNgmSNpyrosequencingNshowsNsimilaritiesNtoN
humanNbacterialNvaginosisqNimplicationsNforNuseNasNanNanimalNmodelNforNHIVNvaginalNinfectiondNAIDSg
ResearchgandgHumangRetrovirusesbN2010bNhmbNgpichff

1.6 63

33 zharacterizationNofNtheNoralNfungalNmicrobiomeNVmycobiomeWNinNhealthyNindividualsdNPLoSgPathogensbN
2010bNmbNegfffngi 7.6 659

32 xnalysisNofNmultitagNpyrosequenceNdataNfromNhumanNcervicalNlavageNsamplesdNChemistrygandg
BiodiversitybN2010bNnbNgfnmcol 2.5 8

31 QuantitativeNassessmentNofNtheNhumanNgutNmicrobiomeNusingNmultitagNpyrosequencingdNChemistryg
andgBiodiversitybN2010bNnbNgfmlcnl 2.5 87

30 NetworkcbasedNmodelingNofNtheNhumanNgutNmicrobiomedNChemistrygandgBiodiversitybN2010bNnbNgfkfclf 2.5 34

(2010-2013)
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29 HighNconcentrationNofNbasidiolichensNinNaNsingleNfamilyNofNagaricoidNmushroomsNVyasidiomycotaqN
xgaricalesqNHygrophoraceaeWdNMycologicalgResearchbN2009bNggibNgglkcng 65

28
xnNassessmentNofNsoilNbacterialNcommunityNstructureNandNphysicochemistryNinNtwoN
microtopographicNlocationsNofNaNpalustrineNforestedNwetlanddNWetlandsgEcologygandgManagementbN
2009bNgnbNipnckfn

2.1 17

27 VariationNinNplumageNmicrobiotaNdependsNonNseasonNandNmigrationdNMicrobialgEcologybN2009bNlobNhghchf 4.4 31

26 IntestinalNdysbiosisqNaNpossibleNmechanismNofNalcoholcinducedNendotoxemiaNandNalcoholicN
steatohepatitisNinNratsdNAlcoholism:gClinicalgandgExperimentalgResearchbN2009bNiibNgoimckm 3.7 252

25 ’oNlichensNdomesticateNphotobiontsNlikeNfarmersNdomesticateNcropsvN videnceNfromNaNpreviouslyN
unrecognizedNlineageNofNfilamentousNcyanobacteriadNAmericangJournalgofgBotanybN2009bNpmbNgkfpcgo 2.7 91

24 xnalyzingNsaltcmarshNfungalNdiversityqNcomparingNxRISxNfingerprintingNwithNcloneNsequencingNandN
pyrosequencingdNFungalgEcologybN2009bNhbNgmfcgmn 4.1 25

23
RemarkableNnutritionalNdiversityNofNbasidiomycetesNinNtheNzorticialesbNincludingNaNnewNfoliicolousN
speciesNofNMarchandiomycesNVanamorphicNyasidiomycotabNzorticiaceaeWNfromNxustraliadNAmericang
JournalgofgBotanybN2008bNplbNogmchi

2.7 20

22 xNnewNlineageNofNlichenizedNbasidiomycetesNinferredNfromNaNtwocgeneNphylogenyqNTheN
LepidostromataceaeNwithNthreeNspeciesNfromNtheNtropicsdNAmericangJournalgofgBotanybN2008bNplbNglkoclm 2.7 32

21 zomparisonNofNtheNdiversityNofNtheNvaginalNmicrobiotaNinNHIVcinfectedNandNHIVcuninfectedNwomenN
withNorNwithoutNbacterialNvaginosisdNJournalgofgInfectiousgDiseasesbN2008bNgpobNggigckf 7 110

20 GeomicrobialNcharacterizationNofNgasNhydratecbearingNsedimentsNalongNtheNmidczhileanNmargindN
FEMSgMicrobiologygEcologybN2008bNmlbNglcif 4.3 9

19 ’ysbiosisNinNpouchitisqNevidenceNofNuniqueNmicrofloralNpatternsNinNpouchNinflammationdNClinicalg
GastroenterologygandgHepatologybN2007bNlbNilhcmf 6.9 99

18 xssessingNMicrobialNzommunityN’iversityNUsingNxmpliconNLengthNHeterogeneityNPolymeraseNzhainN
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