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j Paper IF Citations

124 TheNnutritionalNenvironmentNisNsufficientNtoNselectNcoexistingNbiofilmNandNquorumasensingNmutantsN
ofNbbNJournaldofdBacteriologyZN2022ZNJvddhhhfe 3.5 0

123 SprayNPraynNuserafriendlyNtaxonomicNprofilingNofNgenomeNandNmetagenomeNcontigsbbNBMCdGenomics
ZN2022ZNfgZNfdf 4.5

122 warbapenemaResistantNucinetobacterNbaumanniiNinNUbSbNHospitalsnNxiversificationNofNwirculatingN
LineagesNandNuntimicrobialNResistancebbNMBioZN2022ZNedfkimfe 7.8 0

121 ImmunosuppressionNbroadensNevolutionaryNpathwaysNtoNdrugNresistanceNandNtreatmentNfailureN
duringNucinetobacterNbaumanniiNpneumoniaNinNmicebNNaturedMicrobiologyZN2022ZNkZNkmjaldm 26.6 0

120 WholeNGenomeNSequencingNSurveillanceNandNMachineNLearningNofNtheNylectronicNHealthNRecordNforN
ynhancedNHealthcareNOutbreakNxetectionbNClinicaldInfectiousdDiseasesZN2021ZN 11.6 3

119 udaptationNandNgenomicNerosionNinNfragmentedNPseudomonasNaeruginosaNpopulationsNinNtheN
sinusesNofNpeopleNwithNcysticNfibrosisbNCelldReportsZN2021ZNgkZNedmlfm 10.6 3

118 OutbreakNofNPseudomonasNaeruginosaNInfectionsNfromNaNwontaminatedNGastroscopeNxetectedNbyN
WholeNGenomeNSequencingNSurveillancebNClinicaldInfectiousdDiseasesZN2021ZNkgZNejglaejhf 11.6 3

117 StaphylococcusNaureusNgenotypeNvariationNamongNandNwithinNperiprostheticNjointNinfectionsbNJournald
ofdOrthopaedicdResearchZN2021ZN 3.8 2

116 SusceptibilityNofNMultidrugaResistantNPseudomonasNaeruginosaNfollowingNTreatmentaymergentN
ResistanceNtoNweftolozaneaTazobactambNAntimicrobialdAgentsdanddChemotherapyZN2021ZNjiZN 5.9 9

115 RoleNofNbacterialNmotilityNinNdifferentialNresistanceNmechanismsNofNsilverNnanoparticlesNandNsilverN
ionsbNNaturedNanotechnologyZN2021ZNejZNmmjaeddg 28.7 25

114 RampantNprophageNmovementNamongNtransientNcompetitorsNdrivesNrapidNadaptationNduringN
infectionbNSciencedAdvancesZN2021ZNkZN 14.3 3

113 QuorumNsensingNprovidesNaNmolecularNmechanismNforNevolutionNtoNtuneNandNmaintainNinvestmentNinN
cooperationbNISMEdJournalZN2021ZNeiZNefgjaefhk 11.9 9

112 GenomicNandNwhemicalNxiversityNofNvacillusNsubtilisNSecondaryNMetabolitesNagainstNPlantNPathogenicN
zungibNMSystemsZN2021ZNjZN 7.6 15

111 ymergenceNofNanNearlyNSuRSawoVafNepidemicNinNtheNUnitedNStatesN2021ZN 3

110 ymergenceNinNlateNfdfdNofNmultipleNlineagesNofNSuRSawoVafNSpikeNproteinNvariantsNaffectingNaminoN
acidNpositionNjkkN2021ZN 53

109 QuantitativeNmappingNofNmRNuNgUNendsNinNPseudomonasNaeruginosaNrevealsNaNpervasiveNroleNforN
prematureNgUNendNformationNinNresponseNtoNazithromycinbNPLoSdGeneticsZN2021ZNekZNeeddmjgh 6 2

108 yvolutionNtowardsNVirulenceNinNaNTwoawomponentNSystembNMBioZN2021ZNefZNedelfgfe 7.8 1
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107 PolygenicNudaptationNandNwlonalNInterferenceNynableNSustainedNxiversityNinNyxperimentalN
PseudomonasNaeruginosaNPopulationsbNMoleculardBiologydanddEvolutionZN2021ZNglZNigimaigki 8.3 4

106 TheNrolesNofNhistoryZNchanceZNandNnaturalNselectionNinNtheNevolutionNofNantibioticNresistancebNELifeZN
2021ZNedZN 8.9 3

105 yvolutionaryNxivergenceNofNtheNWspNSignalNTransductionNSystemsNinNvetaaNandN
GammaproteobacteriabNApplieddanddEnvironmentaldMicrobiologyZN2021ZNlkZNedegdjfe 4.8 2

104 ymergenceNofNanNearlyNSuRSawoVafNepidemicNinNtheNUnitedNStatesbNCellZN2021ZNelhZNhmgmahmifbeei 56.2 2

103 womparativeNyvolutionaryNPatternsNofNandNxuringNwhronicNwoainfectionNofNaNwysticNzibrosisNPatientN
LungbNFrontiersdindMicrobiologyZN2020ZNeeZNikhjfj 5.7 1

102 yxperimentalNyvolutionNToNIdentifyNSelectiveNPressuresNduringNPneumococcalNwolonizationbN
MSystemsZN2020ZNiZN 7.6 11

101 ParallelNyvolutionNofNTobramycinNResistanceNacrossNSpeciesNandNynvironmentsbNMBioZN2020ZNeeZN 7.8 23

100 udaptationNandNSurvivalNofNandNxuringNLongaTermNIncubationNinNSalineNSolutionsNwontainingN
venzalkoniumNwhloridebNFrontiersdindBioengineeringdanddBiotechnologyZN2020ZNlZNjgd 5.8 3

99 MappingNofNInfluenzaNVirusNRNuaRNuNInteractionsNRevealsNaNzlexibleNNetworkbNCelldReportsZN2020ZN
geZNedklfg 10.6 19

98 wompleteNGenomeNSequencesNofNegNvacillusNsubtilisNSoilNIsolatesNforNStudyingNSecondaryNMetaboliteN
xiversitybNMicrobiologydResourcedAnnouncementsZN2020ZNmZN 1.3 9

97 SystematicNdetectionNofNhorizontalNgeneNtransferNacrossNgeneraNamongNmultidrugaresistantNbacteriaN
inNaNsingleNhospitalbNELifeZN2020ZNmZN 8.9 21

96 uuthorNresponsenNSystematicNdetectionNofNhorizontalNgeneNtransferNacrossNgeneraNamongN
multidrugaresistantNbacteriaNinNaNsingleNhospitalN2020ZN 2

95 NegativeNfrequencyadependentNselectionNmaintainsNcoexistingNgenotypesNduringNfluctuatingN
selectionbNMoleculardEcologyZN2020ZNfmZNeglaehl 5.7 5

94 OneNgeneZNmultipleNecologicalNstrategiesnNuNbiofilmNregulatorNisNaNcapacitorNforNsustainableNdiversitybN
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZN2020ZNeekZNfejhkafejik11.5 11

93 OutbreakNofNVancomycinaresistantNynterococcusNfaeciumNinNInterventionalNRadiologynNxetectionN
ThroughNWholeagenomeNSequencingabasedNSurveillancebNClinicaldInfectiousdDiseasesZN2020ZNkdZNfggjafghg11.6 17

92 HighaLevelNwarbapenemNResistanceNinNOXuafgfaProducingNRaoultellaNornithinolyticaNTriggeredNbyN
yrtapenemNTherapybNAntimicrobialdAgentsdanddChemotherapyZN2019ZNjhZN 5.9 8

91 yvolutionNofNOutbreakawausingNwarbapenemaResistantNKlebsiellaNpneumoniaeNSTfilNatNaNTertiaryN
wareNHospitalNoverNlNYearsbNMBioZN2019ZNedZN 7.8 27

90 NuxHNxehydrogenasesNinNGrowthNandNVirulencebNFrontiersdindMicrobiologyZN2019ZNedZNki 5.7 10

(2019-2021)
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89 ReducedNceftazidimeNandNertapenemNsusceptibilityNdueNtoNproductionNofNOXuafNinNKlebsiellaN
pneumoniaeNSTfilbNJournaldofdAntimicrobialdChemotherapyZN2019ZNkhZNffdgaffdl 5.1 1

88 yvolvingSTyMnNaNmicrobialNevolutionainaactionNcurriculumNthatNenhancesNlearningNofNevolutionaryN
biologyNandNbiotechnologybNEvolution:dEducationdanddOutreachZN2019ZNefZNef 1.6 5

87
UseNofNaNcohortingaunitNandNsystematicNsurveillanceNculturesNtoNcontrolNaNKlebsiellaNpneumoniaeN
carbapenemaseNVKPwWaproducingNynterobacteriaceaeNoutbreakbNInfectiondControldanddHospitald
EpidemiologyZN2019ZNhdZNkjkakkg

2 5

86
UseNofNonlineNtoolsNforNantimicrobialNresistanceNpredictionNbyNwholeagenomeNsequencingNinN
methicillinaresistantNStaphylococcusNaureusNVMRSuWNandNvancomycinaresistantNenterococciNVVRyWbN
JournaldofdGlobaldAntimicrobialdResistanceZN2019ZNemZNegjaehg

3.4 8

85 StructuralNbasisNofNxSzNrecognitionNbyNitsNreceptorNRpfRNandNitsNregulatoryNinteractionNwithNtheNxSzN
synthaseNRpfzbNPLoSdBiologyZN2019ZNekZNegdddefg 9.7 14

84 ynvironmentNchangesNepistasisNtoNalterNtradeaoffsNalongNalternativeNevolutionaryNpathsbNEvolution;d
InternationaldJournaldofdOrganicdEvolutionZN2019ZNkgZNfdmhafedi 3.8 11

83 PseudomonasNaeruginosaNInterstrainNxynamicsNandNSelectionNofNHyperbiofilmNMutantsNduringNaN
whronicNInfectionbNMBioZN2019ZNedZN 7.8 23

82 uNmethodNofNprocessingNnasopharyngealNswabsNtoNenableNmultipleNtestingbNPediatricdResearchZN2019ZN
ljZNjieajih 3.2 8

81 zorecastingNSeasonalNwoncentrationsNinNNewNynglandNShellfishbNInternationaldJournaldofd
EnvironmentaldResearchdanddPublicdHealthZN2019ZNejZN 4.6 12

80 yvolutionaryNpathwaysNtoNantibioticNresistanceNareNdependentNuponNenvironmentalNstructureNandN
bacterialNlifestylebNELifeZN2019ZNlZN 8.9 58

79 MutationsNthatNimproveNefficiencyNofNaNweakalinkNenzymeNareNrareNcomparedNtoNadaptiveNmutationsN
elsewhereNinNtheNgenomebNELifeZN2019ZNlZN 8.9 7

78
HiddenNresourcesNinNtheNgenomeNrestoreNPLPNsynthesisNandNrobustNgrowthNafterNdeletionNofNtheN
essentialNgenebNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZN
2019ZNeejZNfhejhafhekg

11.5 12

77 yxpressionNofNmyeloidNSrcafamilyNkinasesNisNassociatedNwithNpoorNprognosisNinNuMLNandNinfluencesN
zltgaITxNkinaseNinhibitorNacquiredNresistancebNPLoSdONEZN2019ZNehZNedffillk 3.7 9

76 wlostridioidesNdifficilenNaNpotentialNsourceNofNNpmuNinNtheNclinicalNenvironmentbNJournaldofd
AntimicrobialdChemotherapyZN2019ZNkhZNifeaifg 5.1 9

75 yxperimentalNyvolutionNasNaNHighaThroughputNScreenNforNGeneticNudaptationsbNMSphereZN2018ZNgZN 5 47

74 NewNInsightsNfromNylucidatingNtheNRoleNofNLMPeNinNNasopharyngealNwarcinomabNCancersZN2018ZNedZN 6.6 22

73 PeriodicNVariationNofNMutationNRatesNinNvacterialNGenomesNussociatedNwithNReplicationNTimingbN
MBioZN2018ZNmZN 7.8 16

72 PhylogenomicsNofNcolistinasusceptibleNandNresistantNXxRNucinetobacterNbaumanniibNJournaldofd
AntimicrobialdChemotherapyZN2018ZNkgZNfmifafmim 5.1 14
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71
TheNOmpRNRegulatorNofNvurkholderiaNmultivoransNwontrolsNMucoidatoaNonmucoidNTransitionNandN
OtherNwellNynvelopeNPropertiesNussociatedNwithNPersistenceNinNtheNwysticNzibrosisNLungbNJournaldofd
BacteriologyZN2018ZNfddZN

3.5 11

70 ThrombospondinaeNprotectsNagainstNpathogenainducedNlungNinjuryNbyNlimitingNextracellularNmatrixN
proteolysisbNJCIdInsightZN2018ZNgZN 9.9 21

69 GeneticNrequirementsNforNStaphylococcusNaureusNnitricNoxideNresistanceNandNvirulencebNPLoSd
PathogensZN2018ZNehZNeeddjmdk 7.6 42

68 zrequencyNandNMechanismsNofNSpontaneousNzosfomycinNNonsusceptibilityNObservedNuponNxiskN
xiffusionNTestingNofNyscherichiaNcolibNJournaldofdClinicaldMicrobiologyZN2018ZNijZN 9.7 23

67 NonaUniformNandNNonaRandomNvindingNofNNucleoproteinNtoNInfluenzaNuNandNvNViralNRNubNVirusesZN
2018ZNedZN 6.2 13

66 ImprovedNxetectionNofNwulpritNPathogensNbyNvacterialNxNuNSequencingNuffectsNuntibioticN
ManagementNxecisionsNinNSevereNPneumoniabNAmericandJournaldofdCasedReportsZN2018ZNemZNehdiaehdm 1.3 3

65 ParallelNgeneticNadaptationNacrossNenvironmentsNdifferingNinNmodeNofNgrowthNorNresourceN
availabilitybNEvolutiondLettersZN2018ZNfZNgiiagjk 5.3 35

64 SynonymousNmutationsNmakeNdramaticNcontributionsNtoNfitnessNwhenNgrowthNisNlimitedNbyNaN
weakalinkNenzymebNPLoSdGeneticsZN2018ZNehZNeeddkjei 6 35

63 weftolozaneaTazobactamNforNtheNTreatmentNofNMultidrugaResistantNPseudomonasNaeruginosaN
InfectionsnNwlinicalNyffectivenessNandNyvolutionNofNResistancebNClinicaldInfectiousdDiseasesZN2017ZNjiZNeedaefd11.6 167

62 SequenceNTypeNjgeNVibrioNparahaemolyticusZNanNymergingNzoodborneNPathogenNinNNorthNumericabN
JournaldofdClinicaldMicrobiologyZN2017ZNiiZNjhiajhl 9.7 12

61 OutbreakNofNKlebsiellaNpneumoniaeNwarbapenemaseaProducingNwitrobacterNfreundiiNatNaNTertiaryN
ucuteNwareNzacilityNinNMiamiZNzloridabNInfectiondControldanddHospitaldEpidemiologyZN2017ZNglZNgfdagfj 2 15

60 ReluNMutantNynterococcusNfaeciumNwithNMultiantibioticNToleranceNurisingNinNanN
ImmunocompromisedNHostbNMBioZN2017ZNlZN 7.8 53

59 StructuralNmodificationNofNLPSNinNcolistinaresistantZNKPwaproducingNKlebsiellaNpneumoniaebNJournald
ofdAntimicrobialdChemotherapyZN2017ZNkfZNgdgiagdhf 5.1 39

58
ParallelNyvolutionNofNTwoNwladesNofNanNutlanticayndemicNPathogenicNLineageNofNVibrioN
parahaemolyticusNbyNIndependentNucquisitionNofNRelatedNPathogenicityNIslandsbNApplieddandd
EnvironmentaldMicrobiologyZN2017ZNlgZN

4.8 14

57 GenomeawideNanalysisNofNinfluenzaNviralNRNuNandNnucleoproteinNassociationbNNucleicdAcidsdResearchZN
2017ZNhiZNlmjlalmkk 20.1 55

56 GenomeaWideNviasesNinNtheNRateNandNMolecularNSpectrumNofNSpontaneousNMutationsNinNVibrioN
choleraeNandNVibrioNfischeribNMoleculardBiologydanddEvolutionZN2017ZNghZNmgaedm 8.3 52

55 HighaLevelNzosfomycinNResistanceNinNVancomycinaResistantNynterococcusNfaeciumbNEmergingd
InfectiousdDiseasesZN2017ZNfgZNemdfaemdh 10.2 13

54 StructureNofNOauntigenNandNHybridNviosyntheticNLocusNinNwlonalNVariantsNRecoveredNfromNaNwysticN
zibrosisNPatientbNFrontiersdindMicrobiologyZN2017ZNlZNedfk 5.7 9

(2017-2018)
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53 womparativeNgenomicsNofNvurkholderiaNmultivoransZNaNubiquitousNpathogenNwithNaNhighlyNconservedN
genomicNstructurebNPLoSdONEZN2017ZNefZNedekjeme 3.7 8

52 HostaselectedNmutationsNconvergingNonNaNglobalNregulatorNdriveNanNadaptiveNleapNtowardsNsymbiosisN
inNbacteriabNELifeZN2017ZNjZN 8.9 27

51
wharacterizationNofNaNNovelNIncHIfNPlasmidNwarryingNTandemNwopiesNofNblawTXaMafNinNaN
fosujaHarboringNyscherichiaNcoliNSequenceNTypeNhedNStrainbNAntimicrobialdAgentsdanddChemotherapy
ZN2016ZNjdZNjkhfajkhk

5.9 10

50 TheNzitnessNyffectsNofNSpontaneousNMutationsNNearlyNUnseenNbyNSelectionNinNaNvacteriumNwithN
MultipleNwhromosomesbNGeneticsZN2016ZNfdhZNeffiaefgl 4 11

49 yvolutionNofNycologicalNxiversityNinNviofilmsNofNPseudomonasNaeruginosaNbyNulteredNwyclicN
xiguanylateNSignalingbNJournaldofdBacteriologyZN2016ZNemlZNfjdlael 3.5 46

48 GlutathioneaSatransferaseNzosujNofNKlebsiellaNpneumoniaeNoriginNconferringNfosfomycinNresistanceN
inNySvLaproducingNyscherichiaNcolibNJournaldofdAntimicrobialdChemotherapyZN2016ZNkeZNfhjdai 5.1 36

47 ynvironmentalNwonditionsNussociatedNwithNylevatedNVibrioNparahaemolyticusNwoncentrationsNinN
GreatNvayNystuaryZNNewNHampshirebNPLoSdONEZN2016ZNeeZNedeiidel 3.7 17

46
PhylogenomicNStudyNofNvurkholderiaNglatheialikeNOrganismsZNProposalNofNegNNovelNvurkholderiaN
SpeciesNandNymendedNxescriptionsNofNvurkholderiaNsordidicolaZNvurkholderiaNzhejiangensisZNandN
vurkholderiaNgrimmiaebNFrontiersdindMicrobiologyZN2016ZNkZNlkk

5.7 40

45 xiverseNphenotypicNandNgeneticNresponsesNtoNshortatermNselectionNinNevolvingNyscherichiaNcoliN
populationsbNEvolution;dInternationaldJournaldofdOrganicdEvolutionZN2016ZNkdZNiljamm 3.8 17

44 LongaTermNyvolutionNofNduringNaNwhronicNwysticNzibrosisNInfectionNRevealsNShiftingNzorcesNofN
SelectionbNMSystemsZN2016ZNeZN 7.6 55

43 LaboratoryNyvolutionNofNMicrobialNInteractionsNinNvacterialNviofilmsbNJournaldofdBacteriologyZN2016ZN
emlZNfijhake 3.5 39

42
venefitNofNtransferredNmutationsNisNbetterNpredictedNbyNtheNfitnessNofNrecipientsNthanNbyNtheirN
ecologicalNorNgeneticNrelatednessbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUnitedd
StatesdofdAmericaZN2016ZNeegZNidhkaif

11.5 24

41 yvolutionNofNtheNInsertionaxeletionNMutationNRateNucrossNtheNTreeNofNLifebNG3:dGenessdGenomessd
GeneticsZN2016ZNjZNfilgame 3.2 45

40 ThereNandNbackNagainnNconsequencesNofNbiofilmNspecializationNunderNselectionNforNdispersalbN
FrontiersdindGeneticsZN2015ZNjZNel 4.5 18

39 UseNofNWholeaGenomeNPhylogenyNandNwomparisonsNforNxevelopmentNofNaNMultiplexNPwRNussayNToN
IdentifyNSequenceNTypeNgjNVibrioNparahaemolyticusbNJournaldofdClinicaldMicrobiologyZN2015ZNigZNeljhakf 9.7 14

38 GenomeNsequenceNandNcomparativeNanalysisNofNaNputativeNentomopathogenicNSerratiaNisolatedNfromN
waenorhabditisNbriggsaebNBMCdGenomicsZN2015ZNejZNige 4.5 14

37 wharacterNdisplacementNandNtheNevolutionNofNnicheNcomplementarityNinNaNmodelNbiofilmNcommunitybN
Evolution;dInternationaldJournaldofdOrganicdEvolutionZN2015ZNjmZNflgamg 3.8 32

36
GeneticNcharacterizationNofNclinicalNandNenvironmentalNVibrioNparahaemolyticusNfromNtheNNortheastN
USuNrevealsNemergingNresidentNandNnonaindigenousNpathogenNlineagesbNFrontiersdindMicrobiologyZN
2015ZNjZNfkf

5.7 30
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35 TheNRateNandNMolecularNSpectrumNofNSpontaneousNMutationsNinNtheNGwaRichNMultichromosomeN
GenomeNofNvurkholderiaNcenocepaciabNGeneticsZN2015ZNfddZNmgiahj 4 51

34 untibioticNresistanceNcorrelatesNwithNtransmissionNinNplasmidNevolutionbNEvolution;dInternationald
JournaldofdOrganicdEvolutionZN2014ZNjlZNggjlald 3.8 32

33 ParallelNevolutionNofNsmallNcolonyNvariantsNinNvurkholderiaNcenocepaciaNbiofilmsbNGenomicsZN2014ZN
edhZNhhkaif 4.3 32

32 TheNoriginsNofNspecializationnNinsightsNfromNbacteriaNheldNfiNyearsNinNcaptivitybNPLoSdBiologyZN2014ZN
efZNeeddekmd 9.7 13

31 TheNenvironmentNaffectsNepistaticNinteractionsNtoNalterNtheNtopologyNofNanNempiricalNfitnessN
landscapebNPLoSdGeneticsZN2013ZNmZNeeddghfj 6 67

30
TangledNbankNofNexperimentallyNevolvedNvurkholderiaNbiofilmsNreflectsNselectionNduringNchronicN
infectionsbNProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaZN2013ZN
eedZNyfidam

11.5 132

29 yvolutionaryNeffectsNofNtranslocationsNinNbacterialNgenomesbNGenomedBiologydanddEvolutionZN2012ZNhZNefijajf3.9 21

28
InfluenceNofNseasonalityNonNtheNgeneticNdiversityNofNVibrioNparahaemolyticusNinNNewNHampshireN
shellfishNwatersNasNdeterminedNbyNmultilocusNsequenceNanalysisbNApplieddanddEnvironmentald
MicrobiologyZN2012ZNklZNgkklalf

4.8 27

27 ycologicalNsuccessionNinNlongatermNexperimentallyNevolvedNbiofilmsNproducesNsynergisticN
communitiesbNISMEdJournalZN2011ZNiZNgjmakl 11.9 113

26 ycologyNandNgeneticNstructureNofNaNnorthernNtemperateNVibrioNcholeraeNpopulationNrelatedNtoN
toxigenicNisolatesbNApplieddanddEnvironmentaldMicrobiologyZN2011ZNkkZNkijlaki 4.8 23

25 unNinsectNpathogenicNsymbiosisNbetweenNaNwaenorhabditisNandNSerratiabNVirulenceZN2011ZNfZNeilaje 4.7 29

24 yxperimentalNadaptationNofNvurkholderiaNcenocepaciaNtoNonionNmediumNreducesNhostNrangebN
ApplieddanddEnvironmentaldMicrobiologyZN2010ZNkjZNfglkamj 4.8 24

23 WhyNgenesNevolveNfasterNonNsecondaryNchromosomesNinNbacteriabNPLoSdComputationaldBiologyZN2010ZN
jZNeedddkgf 5 71

22 yvolutionaryNratesNandNgeneNdispensabilityNassociateNwithNreplicationNtimingNinNtheNarchaeonN
SulfolobusNislandicusbNGenomedBiologydanddEvolutionZN2010ZNfZNlimajm 3.9 25

21 vreakingNtheNlanguageNbarriernNexperimentalNevolutionNofNnonanativeNVibrioNfischeriNinNsquidNtailorsN
luminescenceNtoNtheNhostbNSymbiosisZN2010ZNieZNliamj 3 16

20 SusceptibilityNofNwaenorhabditisNelegansNtoNvurkholderiaNinfectionNdependsNonNpriorNdietNandN
secretedNbacterialNattractantsbNPLoSdONEZN2009ZNhZNekmje 3.7 23

19
yVOLUTIONNOzNTHyRMuLNxyPyNxyNwyNOzNGROWTHNRuTyNOzNySwHyRIwHIuNwOLINPOPULuTIONSN
xURINGNfdZdddNGyNyRuTIONSNINNuNwONSTuNTNyNVIRONMyNTbNEvolution;dInternationaldJournaldofd
OrganicdEvolutionZN2007ZNiiZNllmalmj

3.8 7

18 LongatermNexperimentalNevolutionNinNyscherichiaNcolibNXbNQuantifyingNtheNfundamentalNandNrealizedN
nichebNBMCdEvolutionarydBiologyZN2002ZNfZNef 3 21

(2002-2015)
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17 TimingNofNtransmissionNandNtheNevolutionNofNvirulenceNofNanNinsectNvirusbNProceedingsdofdthedRoyald
SocietydB:dBiologicaldSciencesZN2002ZNfjmZNeejeai 4.4 41

16 MechanismsNcausingNrapidNandNparallelNlossesNofNriboseNcatabolismNinNevolvingNpopulationsNofN
yscherichiaNcoliNvbNJournaldofdBacteriologyZN2001ZNelgZNflghahe 3.5 214

15
yvolutionNofNthermalNdependenceNofNgrowthNrateNofNyscherichiaNcoliNpopulationsNduringNfdZdddN
generationsNinNaNconstantNenvironmentbNEvolution;dInternationaldJournaldofdOrganicdEvolutionZN2001ZN
iiZNllmamj

3.8 121

14 RapidNphenotypicNchangeNandNdiversificationNofNaNsoilNbacteriumNduringNedddNgenerationsNofN
experimentalNevolutionbNMicrobiologydnUniteddKingdomoZN2001ZNehkZNmmiaeddj 2.9 44

13 TheNpopulationNgeneticsNofNecologicalNspecializationNinNevolvingNyscherichiaNcoliNpopulationsbNNature
ZN2000ZNhdkZNkgjam 50.4 383

12 TRuxyOzzNvyTWyyNNHORIZONTuLNuNxNVyRTIwuLNMOxySNOzNTRuNSMISSIONNINNvuwTyRIuLN
PLuSMIxSbNEvolution;dInternationaldJournaldofdOrganicdEvolutionZN1998ZNifZNgeiagfm 3.8 101

11 yxperimentalNyvolutionNofNPathogensfeiaffh

10 yxperimentalNevolutionNtoNidentifyNundescribedNmechanismsNofNresistanceNtoNaNnovelNcationicN
peptideNantibiotic 1

9 TheNStudyNofNMicrobialNudaptationNbyNLongaTermNyxperimentalNyvolutioniiale 2

8 vacterialNcommunityNprofilesNandVibrioNparahaemolyticusabundanceNinNindividualNoystersNandNtheirN
associationNwithNestuarineNecology 1

7 SuRSawoVafNgenomeNevolutionNexposesNearlyNhumanNadaptations 3

6 TheNrolesNofNhistoryZNchanceZNandNnaturalNselectionNinNtheNevolutionNofNantibioticNresistance 2

5 GenomicNandNchemicalNdiversityNofNvacillusNsubtilisNsecondaryNmetabolitesNagainstNplantNpathogenicNfungi 2

4 TheNPseudomonasNaeruginosaNWspNpathwayNundergoesNpositiveNevolutionaryNselectionNduringN
chronicNinfection 1

3 yvolutionaryNpathwaysNtoNantibioticNresistanceNareNdependentNuponNenvironmentalNstructureNandN
bacterialNlifestyle 2

2 ParallelNevolutionNofNtobramycinNresistanceNacrossNspeciesNandNenvironments 1

1 SprayNPraynNuserafriendlyNtaxonomicNprofilingNofNgenomeNandNmetagenomeNcontigs 1
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