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Rabl1 regulates exocytosis of recycling vesicles at the plasma membrane. Journal of Cell Science, 2012,

125, 4049-57.
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ATP9B, a P4-ATPase (a Putative Aminophospholipid Translocase), Localizes to the trans-Golgi Network

in a CDC50 Protein-independent Manner. Journal of Biological Chemistry, 2011, 286, 38159-38167. 3.4 108

Ciliary protein trafficking mediated by IFT and BBSome complexes with the aid of kinesin-2 and dynein-2
motors. Journal of Biochemistry, 2018, 163, 155-164.

Redundant Roles of BIG2 and BIG1, Guanine-Nucleotide Exchange Factors for ADP-Ribosylation Factors
in Membrane Traffic between the<i>trans</is- -Golgi Network and Endosomes. Molecular Biology of 2.1 85
the Cell, 2008, 19, 2650-2660.

ARF1 and ARF4 regulate recycling endosomal morphology and retrograde transport from endosomes
to the Golgi apparatus. Molecular Biology of the Cell, 2013, 24, 2570-2581.

RABL2 interacts with the intraflagellar transport-B complex and CEP19 and participates in ciliary 01 4
assembly. Molecular Biology of the Cell, 2017, 28, 1652-1666. :

Practical method for tarEeted disruption of cilia-related genes by usm% CRISPR/Cas9-mediated,
homology-independent knock-in system. Molecular Biology of the Cell, 2017, 28 898-906.

Phospholipid Flippase ATP10A Translocates Phosphatidylcholine and Is Involved in Plasma Membrane

Dynamics. Journal of Biological Chemistry, 2015, 290, 15004-15017. 3.4 2
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