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l Paper IF Citations

166 QuantitativeLpredictionLofLcellularLmetabolismLwithLconstraintabasedLmodelsnLtheLwOvRuLToolboxL
vfbdbLNaturelProtocolsZL2011ZLjZLefmdagdk 18.8 1061

165 TheLgenomicLsequenceLofLtheLwhineseLhamsterLovaryLTwαOUaKeLcellLlinebLNaturelBiotechnologyZL2011
ZLfmZLkgiahe 44.5 584

164 wonstrainingLtheLmetabolicLgenotypeaphenotypeLrelationshipLusingLaLphylogenyLofLinLsilicoL
methodsbLNaturelReviewslMicrobiologyZL2012ZLedZLfmeagdi 22.2 571

163 vi’’LModelsnLuLplatformLforLintegratingZLstandardizingLandLsharingLgenomeascaleLmodelsbLNucleicl
AcidslResearchZL2016ZLhhZLxieiaff 20.1 430

162 OmicLdataLfromLevolvedLybLcoliLareLconsistentLwithLcomputedLoptimalLgrowthLfromLgenomeascaleL
modelsbLMolecularlSystemslBiologyZL2010ZLjZLgmd 12.2 419

161 wreationLandLanalysisLofLbiochemicalLconstraintabasedLmodelsLusingLtheLwOvRuLToolboxLvbgbdbL
NaturelProtocolsZL2019ZLehZLjgmakdf 18.8 385

160 xesignLandLanalysisLofLsyntheticLcarbonLfixationLpathwaysbLProceedingsloflthelNationallAcademylofl
SciencesloflthelUnitedlStatesloflAmericaZL2010ZLedkZLlllmamh 11.5 321

159 ’enomicLlandscapesLofLwhineseLhamsterLovaryLcellLlinesLasLrevealedLbyLtheLwricetulusLgriseusLdraftL
genomebLNaturelBiotechnologyZL2013ZLgeZLkimaji 44.5 289

158 MicrobialLlaboratoryLevolutionLinLtheLeraLofLgenomeascaleLsciencebLMolecularlSystemslBiologyZL2011ZL
kZLidm 12.2 210

157 wombinatorialLwRβSPRawasmLscreensLforLdeLnovoLmappingLofLgeneticLinteractionsbLNaturelMethodsZL
2017ZLehZLikgaikj 21.6 209

156 LargeascaleLinLsilicoLmodelingLofLmetabolicLinteractionsLbetweenLcellLtypesLinLtheLhumanLbrainbL
NaturelBiotechnologyZL2010ZLflZLefkmali 44.5 206

155 NetworkLcontextLandLselectionLinLtheLevolutionLtoLenzymeLspecificitybLScienceZL2012ZLggkZLeedeah 33.3 204

154 βnsightLintoLhumanLalveolarLmacrophageLandLMbLtuberculosisLinteractionsLviaLmetabolicL
reconstructionsbLMolecularlSystemslBiologyZL2010ZLjZLhff 12.2 204

153 βnLsilicoLmethodLforLmodellingLmetabolismLandLgeneLproductLexpressionLatLgenomeLscalebLNaturel
CommunicationsZL2012ZLgZLmfm 17.4 194

152 unLenhancedLwRβSPRLrepressorLforLtargetedLmammalianLgeneLregulationbLNaturelMethodsZL2018ZLeiZLjeeajej21.6 192

151 TheLroleLofLreplicatesLforLerrorLmitigationLinLnextagenerationLsequencingbLNaturelReviewslGeneticsZL
2014ZLeiZLijajf 30.1 192

150 VirusaReceptorLβnteractionsLofL’lycosylatedLSuRSawoVafLSpikeLandLαumanLuwyfLReceptorbLCelllHostl
andlMicrobeZL2020ZLflZLiljajdebej 23.4 192
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149 yschernLuLWebLupplicationLforLvuildingZLSharingZLandLymbeddingLxataaRichLVisualizationsLofL
viologicalLPathwaysbLPLoSlComputationallBiologyZL2015ZLeeZLeeddhgfe 5 187

148 ReconLfbfnLfromLreconstructionLtoLmodelLofLhumanLmetabolismbLMetabolomicsZL2016ZLefZLedm 4.7 184

147
RNuLpolymeraseLmutantsLfoundLthroughLadaptiveLevolutionLreprogramLyscherichiaLcoliLforLoptimalL
growthLinLminimalLmediabLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStateslofl
AmericaZL2010ZLedkZLfdiddai

11.5 153

146 uLwonsensusL’enomeascaleLReconstructionLofLwhineseLαamsterLOvaryLwellLMetabolismbLCelll
SystemsZL2016ZLgZLhghahhgbel 10.6 145

145 unalysisLofLomicsLdataLwithLgenomeascaleLmodelsLofLmetabolismbLMolecularlBioSystemsZL2013ZLmZLejkakh 143

144 yliminationLofLthermodynamicallyLinfeasibleLloopsLinLsteadyastateLmetabolicLmodelsbLBiophysicall
JournalZL2011ZLeddZLihhaiig 2.9 143

143 TheLemergingLwαOLsystemsLbiologyLeranLharnessingLtheLSomicsLrevolutionLforLbiotechnologybL
CurrentlOpinionlinlBiotechnologyZL2013ZLfhZLeedfak 11.4 138

142 RapidLneurogenesisLthroughLtranscriptionalLactivationLinLhumanLstemLcellsbLMolecularlSystemsl
BiologyZL2014ZLedZLkjd 12.2 130

141 xecipheringLcellacellLinteractionsLandLcommunicationLfromLgeneLexpressionbLNaturelReviewsl
GeneticsZL2021ZLffZLkeall 30.1 129

140 ProteomicLanalysisLofLwhineseLhamsterLovaryLcellsbLJournalloflProteomelResearchZL2012ZLeeZLifjiakj 5.6 128

139 TheLuSxLLivingLviologynLfromLcellLproliferationLtoLclinicalLphenotypebLMolecularlPsychiatryZL2019ZLfhZLllaedk15.1 127

138 αumanLmilkLoligosaccharideLcompositionLpredictsLriskLofLnecrotisingLenterocolitisLinLpretermL
infantsbLGutZL2018ZLjkZLedjhaedkd 19.2 123

137 MyMOTyLforLstandardizedLgenomeascaleLmetabolicLmodelLtestingbLNaturelBiotechnologyZL2020ZLglZLfkfafkj44.5 121

136 uLSystematicLyvaluationLofLMethodsLforLTailoringL’enomeaScaleLMetabolicLModelsbLCelllSystemsZL
2017ZLhZLgelagfmbej 10.6 107

135 wRβSPRcwasmamediatedLgenomeLengineeringLofLwαOLcellLfactoriesnLupplicationLandLperspectivesbL
BiotechnologylJournalZL2015ZLedZLmkmamh 5.6 82

134 NovelLpersonalizedLpathwayabasedLmetabolomicsLmodelsLrevealLkeyLmetabolicLpathwaysLforLbreastL
cancerLdiagnosisbLGenomelMedicineZL2016ZLlZLgh 14.4 80

133 uLnovelLlowaparameterLcomputationalLmodelLtoLaidLinasilicoLglycoengineeringbLBMClProceedingsZL
2015ZLmZL 2.3 78

132 uLMarkovLchainLmodelLforLNalinkedLproteinLglycosylationaatowardsLaLlowaparameterLtoolLforL
modeladrivenLglycoengineeringbLMetaboliclEngineeringZL2016ZLggZLifajj 9.7 66

(2016-2015)
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131 TheLevolutionLofLgenomeascaleLmodelsLofLcancerLmetabolismbLFrontierslinlPhysiologyZL2013ZLhZLfgk 4.6 63

130 uLMultiscaleLMapLofLtheLStemLwellLStateLinLPancreaticLudenocarcinomabLCellZL2019ZLekkZLikfailjbeff 56.2 56

129 uLreferenceLgenomeLofLtheLwhineseLhamsterLbasedLonLaLhybridLassemblyLstrategybLBiotechnologyl
andlBioengineeringZL2018ZLeeiZLfdlkafedd 4.9 55

128 wellLcycleLnetworksLlinkLgeneLexpressionLdysregulationZLmutationZLandLbrainLmaldevelopmentLinL
autisticLtoddlersbLMolecularlSystemslBiologyZL2015ZLeeZLlhe 12.2 53

127 SystemsLglycobiologyLforLglycoengineeringbLCurrentlOpinionlinlBiotechnologyZL2014ZLgdZLfelafh 11.4 47

126 TheLemergingLroleLofLsystemsLbiologyLforLengineeringLproteinLproductionLinLwαOLcellsbLCurrentl
OpinionlinlBiotechnologyZL2018ZLieZLjhajm 11.4 46

125 ’eneLexpressionLprofilingLandLtheLuseLofLgenomeascaleLinLsilicoLmodelsLofLyscherichiaLcoliLforL
analysisnLprovidingLcontextLforLcontentbLJournalloflBacteriologyZL2009ZLemeZLghgkahh 3.5 43

124 xoLgenomeascaleLmodelsLneedLexactLsolversLorLclearerLstandardssbLMolecularlSystemslBiologyZL2015ZL
eeZLlge 12.2 41

123
xeletionLofLgenesLencodingLcytochromeLoxidasesLandLquinolLmonooxygenaseLblocksLtheL
aerobicaanaerobicLshiftLinLyscherichiaLcoliLKaefLM’ejiibLAppliedlandlEnvironmentallMicrobiologyZL
2010ZLkjZLjifmahd

4.8 41

122 RibosomeLprofilingaguidedLdepletionLofLanLmRNuLincreasesLcellLgrowthLrateLandLproteinLsecretionbL
ScientificlReportsZL2017ZLkZLhdgll 4.9 39

121 PinuPLaPynLuLcomprehensiveLwebaapplicationLforLtheLanalysisLofLwRβSPRcwasmLscreensbLScientificl
ReportsZL2017ZLkZLeilih 4.9 38

120 βncreasingLconsensusLofLcontextaspecificLmetabolicLmodelsLbyLintegratingLdataainferredLcellL
functionsbLPLoSlComputationallBiologyZL2019ZLeiZLeeddjljk 5 37

119 OptimizingLeukaryoticLcellLhostsLforLproteinLproductionLthroughLsystemsLbiotechnologyLandL
genomeascaleLmodelingbLBiotechnologylJournalZL2015ZLedZLmgmahm 5.6 37

118 ’enomeascaleLreconstructionsLofLtheLmammalianLsecretoryLpathwayLpredictLmetabolicLcostsLandL
limitationsLofLproteinLsecretionbLNaturelCommunicationsZL2020ZLeeZLjl 17.4 37

117 TheLymergingLzacetsLofLNonawancerousLWarburgLyffectbLFrontierslinlEndocrinologyZL2017ZLlZLfkm 5.7 35

116 PrenatalLOriginsLofLuSxnLTheLWhenZLWhatZLandLαowLofLuSxLxevelopmentbLTrendslinlNeurosciencesZL
2020ZLhgZLgfjaghf 13.3 34

115 LargeascaleLassociationsLbetweenLtheLleukocyteLtranscriptomeLandLvOLxLresponsesLtoLspeechL
differLinLautismLearlyLlanguageLoutcomeLsubtypesbLNaturelNeuroscienceZL2018ZLfeZLejldaejll 25.5 32

114 JSvMLLebdnLprovidingLaLsmorgasbordLofLoptionsLtoLencodeLsystemsLbiologyLmodelsbLBioinformaticsZL
2015ZLgeZLgglgaj 7.2 31
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113 MinimalLmetabolicLpathwayLstructureLisLconsistentLwithLassociatedLbiomolecularLinteractionsbL
MolecularlSystemslBiologyZL2014ZLedZLkgk 12.2 31

112 uLperturbedLgeneLnetworkLcontainingLPβgKauKTZLRuSayRKLandLWNTa˛†acateninLpathwaysLinL
leukocytesLisLlinkedLtoLuSxLgeneticsLandLsymptomLseveritybLNaturelNeuroscienceZL2019ZLffZLejfhaejgh 25.5 31

111 QuantitativeLfeatureLextractionLfromLtheLwhineseLhamsterLovaryLbioprocessLbibliomeLusingLaLnovelL
metaaanalysisLworkflowbLBiotechnologylAdvancesZL2016ZLghZLjfeajgg 17.8 30

110 ylucidationLofLtheLwαOLSuperaOmeLTwαOaSOULbyLProteoinformaticsbLJournalloflProteomelResearchZL
2015ZLehZLhjlkakdg 5.6 29

109
wharacterizingLposttranslationalLmodificationsLinLprokaryoticLmetabolismLusingLaLmultiscaleL
workflowbLProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZL2018ZL
eeiZLeedmjaeeede

11.5 28

108 xualLRNuaseqLidentifiesLhumanLmucosalLimmunityLproteinLMucinaegLasLaLhallmarkLofLPlasmodiumL
exoerythrocyticLinfectionbLNaturelCommunicationsZL2019ZLedZLhll 17.4 27

107 ussessingLkeyLdecisionsLforLtranscriptomicLdataLintegrationLinLbiochemicalLnetworksbLPLoSl
ComputationallBiologyZL2019ZLeiZLeeddkeli 5 26

106 TheLroleLofLcellularLobjectivesLandLselectiveLpressuresLinLmetabolicLpathwayLevolutionbLCurrentl
OpinionlinlBiotechnologyZL2011ZLffZLimiajdd 11.4 26

105 MemotenLuLcommunityLdrivenLeffortLtowardsLaLstandardizedLgenomeascaleLmetabolicLmodelLtestLsuite 26

104 MultiplexLsecretomeLengineeringLenhancesLrecombinantLproteinLproductionLandLpuritybLNaturel
CommunicationsZL2020ZLeeZLemdl 17.4 26

103 βmprovementsLinLproteinLproductionLinLmammalianLcellsLfromLtargetedLmetabolicLengineeringbL
CurrentlOpinionlinlSystemslBiologyZL2017ZLjZLeaj 3.2 23

102 ReducedLapoptosisLinLwhineseLhamsterLovaryLcellsLviaLoptimizedLwRβSPRLinterferencebLBiotechnologyl
andlBioengineeringZL2019ZLeejZLelegaelem 4.9 23

101 RevealingLKeyLxeterminantsLofLwlonalLVariationLinLTransgeneLyxpressionLinLRecombinantLwαOLwellsL
UsingLTargetedL’enomeLyditingbLACSlSyntheticlBiologyZL2018ZLkZLfljkaflkl 5.7 23

100 ModelingLMeetsLMetabolomicsaTheLWormJamLwonsensusLModelLasLvasisLforLMetabolicLStudiesLinL
theLModelLOrganismbLFrontierslinlMolecularlBiosciencesZL2018ZLiZLmj 5.6 23

99 PredictiveLglycoengineeringLofLbiosimilarsLusingLaLMarkovLchainLglycosylationLmodelbLBiotechnologyl
JournalZL2017ZLefZLejddhlm 5.6 22

98 Wholea’enomeLSequencingLofLβnvasionaResistantLwellsLβdentifiesLLamininL˛–fLasLaLαostLzactorLforL
vacterialLβnvasionbLMBioZL2017ZLlZL 7.8 21

97 ProteomicLatlasLofLorganLvasculopathiesLtriggeredLbyLStaphylococcusLaureusLsepsisbLNaturel
CommunicationsZL2019ZLedZLhjij 17.4 20

96 MinimizingLwlonalLVariationLduringLMammalianLwellLLineLyngineeringLforLβmprovedLSystemsLviologyL
xataL’enerationbLACSlSyntheticlBiologyZL2018ZLkZLfehlafeim 5.7 19
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95 WhatLwαOLisLmadeLofnLVariationsLinLtheLbiomassLcompositionLofLwhineseLhamsterLovaryLcellLlinesbL
MetaboliclEngineeringZL2020ZLjeZLfllagdd 9.7 18

94 zunctionalLinterrogationLofLPlasmodiumLgenusLmetabolismLidentifiesLspeciesaLandLstageaspecificL
differencesLinLnutrientLessentialityLandLdrugLtargetingbLPLoSlComputationallBiologyZL2018ZLehZLeeddilmi 5 18

93 αierarchicalLcorticalLtranscriptomeLdisorganizationLinLautismbLMolecularlAutismZL2017ZLlZLfm 6.5 18

92 xietaryLserineamicrobiotaLinteractionLenhancesLchemotherapeuticLtoxicityLwithoutLalteringLdrugL
conversionbLNaturelCommunicationsZL2020ZLeeZLfilk 17.4 18

91 MitigatingLwlonalLVariationLinLRecombinantLMammalianLwellLLinesbLTrendslinlBiotechnologyZL2019ZL
gkZLmgeamhf 15.1 17

90 zromL’enotypeLtoLPhenotypenLuugmentingLxeepLLearningLwithLNetworksLandLSystemsLviologybL
CurrentlOpinionlinlSystemslBiologyZL2019ZLeiZLjlakg 3.2 17

89 uLmetabolicLnetworkabasedLapproachLforLdevelopingLfeedingLstrategiesLforLwαOLcellsLtoLincreaseL
monoclonalLantibodyLproductionbLBioprocesslandlBiosystemslEngineeringZL2020ZLhgZLegleaeglm 3.7 17

88 uLproofLforLloopalawLconstraintsLinLstoichiometricLmetabolicLnetworksbLBMClSystemslBiologyZL2012ZL
jZLehd 3.5 17

87 uwakeningLdormantLglycosyltransferasesLinLwαOLcellsLwithLwRβSPRabLBiotechnologylandl
BioengineeringZL2020ZLeekZLimgaiml 4.9 17

86 uLSystemsLViewLofLtheLαeparanLSulfateLβnteractomebLJournalloflHistochemistrylandlCytochemistryZL
2021ZLjmZLediaeem 3.4 17

85 PtpnjLinhibitsLcaspasealaLandLRipkgcMlkladependentLinflammationbLNaturelImmunologyZL2020ZLfeZLihajh 19.1 16

84 ModulatingLcarbohydrateaproteinLinteractionsLthroughLglycoengineeringLofLmonoclonalLantibodiesL
toLimpactLcancerLphysiologybLCurrentlOpinionlinlStructurallBiologyZL2016ZLhdZLedhaeee 8.1 15

83 SystemsLanalysisLofLhostaparasiteLinteractionsbLWileylInterdisciplinarylReviews:lSystemslBiologylandl
MedicineZL2015ZLkZLgleahdd 6.6 15

82 TheLlyticLpolysaccharideLmonooxygenaseLwbpxLpromotesLPseudomonasLaeruginosaLvirulenceLinL
systemicLinfectionbLNaturelCommunicationsZL2021ZLefZLefgd 17.4 15

81 vacterialLmodificationLofLtheLhostLglycosaminoglycanLheparanLsulfateLmodulatesLSuRSawoVafL
infectivityL2020ZL 14

80 uLgenomeascaleLmetabolicLnetworkLmodelLandLmachineLlearningLpredictLaminoLacidLconcentrationsL
inLwhineseLαamsterLOvaryLcellLculturesbLBiotechnologylandlBioengineeringZL2021ZLeelZLfeelafefg 4.9 14

79 SystematicLyvaluationLofLSiteaSpecificLRecombinantL’eneLyxpressionLforLProgrammableLMammalianL
wellLyngineeringbLACSlSyntheticlBiologyZL2019ZLlZLkilakkh 5.7 13

78 ProteogenomicLunnotationLofLwhineseLαamstersLRevealsLyxtensiveLNovelLTranslationLyventsLandL
yndogenousLRetroviralLylementsbLJournalloflProteomelResearchZL2019ZLelZLfhggafhhi 5.6 12
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77 uLMarkovLmodelLofLglycosylationLelucidatesLisozymeLspecificityLandLglycosyltransferaseLinteractionsL
forLglycoengineeringbLCurrentlResearchlinlBiotechnologyZL2020ZLfZLffagj 4.8 12

76 woordinateLregulationLofLsystemicLandLkidneyLtryptophanLmetabolismLbyLtheLdrugLtransportersL
OuTeLandLOuTgbLJournalloflBiologicallChemistryZL2021ZLfmjZLeddiki 5.4 12

75 ZNzfjgLisLaLtranscriptionalLregulatorLofLheparinLandLheparanLsulfateLbiosynthesisbLProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZL2020ZLeekZLmgeeamgek 11.5 11

74 vigaxataL’lycomicsnLToolsLtoLwonnectL’lycanLviosynthesisLtoLyxtracellularLwommunicationbLTrendsl
inlBiochemicallSciencesZL2021ZLhjZLflhagdd 10.3 11

73 MultiatissueLcomputationalLmodelingLanalyzesLpathophysiologyLofLtypeLfLdiabetesLinLMKRLmicebL
PLoSlONEZL2014ZLmZLeedfgem 3.7 10

72 VirusaReceptorLβnteractionsLofL’lycosylatedLSuRSawoVafLSpikeLandLαumanLuwyfLReceptorL2020ZL 9

71 wombatingLviralLcontaminantsLinLwαOLcellsLbyLengineeringLinnateLimmunitybLScientificlReportsZL2019ZL
mZLllfk 4.9 8

70 zromLrandomLmutagenesisLtoLsystemsLbiologyLinLmetabolicLengineeringLofLmammalianLcellsbL
PharmaceuticallBioprocessingZL2014ZLfZLgiiagil 8

69 βnferringLaLspatialLcodeLofLcellacellLinteractionsLacrossLaLwholeLanimalLbodys 8

68 βncreasedLProductionLofLLβ’αTLbyLTLwellsLinLyosinophilicLysophagitisLPromotesLxifferentiationLofL
ysophagealLzibroblastsLTowardLanLβnflammatoryLPhenotypebLGastroenterologyZL2020ZLeimZLekklaekmfbeeg13.3 8

67 uLconsensusabasedLandLreadableLextensionLofLnearLdeLforLeactionLulesLTLiwoRRUbLBeilsteinlJournallofl
OrganiclChemistryZL2020ZLejZLfjhiafjjf 2.5 8

66 βmmuneLresponseLtoLintravenousLimmunoglobulinLinLpatientsLwithLKawasakiLdiseaseLandLMβSawbL
JournalloflClinicallInvestigationZL2021ZLegeZL 15.9 7

65 StanxepnLwapturingLtranscriptomicLvariabilityLimprovesLcontextaspecificLmetabolicLmodelsbLPLoSl
ComputationallBiologyZL2020ZLejZLeeddkkjh 5 6

64 uLmetabolicLwRβSPRawasmLscreenLinLwhineseLhamsterLovaryLcellsLidentifiesLglutamineasensitiveL
genesbLMetaboliclEngineeringZL2021ZLjjZLeehaeff 9.7 6

63 αierarchicalLcorticalLtranscriptomeLdisorganizationLinLautism 5

62 ussessingLkeyLdecisionsLforLtranscriptomicLdataLintegrationLinLbiochemicalLnetworks 5

61 OnLtheLimpactLofLbiomassLcompositionLinLconstraintabasedLfluxLanalysis 5

60 SystematicallyLgapafillingLtheLgenomeascaleLmetabolicLmodelLofLwαOLcellsbLBiotechnologylLettersZL
2021ZLhgZLkgalk 3 5

(2021-2020)
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59 uLuniqueLesophagealLextracellularLmatrixLproteomeLaltersLnormalLfibroblastLfunctionLinLsevereL
eosinophilicLesophagitisbLJournalloflAllergylandlClinicallImmunologyZL2021ZLehlZLhljahmh 11.5 5

58 βncreasedLmubLproductionLinLamplifiedLwαOLcellLlinesLisLassociatedLwithLincreasedLinteractionLofL
wRyveLwithLtransgeneLpromoterbLCurrentlResearchlinlBiotechnologyZL2019ZLeZLhmaik 4.8 4

57
TypeLfLβmmunityLandLugeLModifyL’eneLyxpressionLofLworonavirusainducedLxiseaseLfdemLReceptorsL
inLyosinophilicL’astrointestinalLxisordersbLJournalloflPediatriclGastroenterologylandlNutritionZL2021ZL
kfZLkelakff

2.8 4

56 worrectingLforLsparsityLandLnonaindependenceLinLglycomicLdataLthroughLaLsystemsLbiologyLframework 4

55 ’enomeawideLscreensLuncoverLKxMfvLasLaLmodifierLofLproteinLbindingLtoLheparanLsulfatebLNaturel
ChemicallBiologyZL2021ZLekZLjlhajmf 11.7 4

54 unLintegratedLmodularLframeworkLforLmodelingLtheLeffectLofLammoniumLonLtheLsialylationLprocessL
ofLmonoclonalLantibodiesLproducedLbyLwαOLcellsbLBiotechnologylJournalZL2021ZLejZLefedddem 5.6 4

53 NeuralLresponsesLtoLaffectiveLspeechZLincludingLmothereseZLmapLontoLclinicalLandLsocialLeyeL
trackingLprofilesLinLtoddlersLwithLuSxbbLNaturelHumanlBehaviourZL2022ZL 12.8 3

52 ’enomeascaleLreconstructionsLofLtheLmammalianLsecretoryLpathwayLpredictLmetabolicLcostsLandL
limitationsLofLproteinLsecretion 3

51 WhatLdoesLyourLcellLreallyLdosLModelabasedLassessmentLofLmammalianLcellsLmetabolicL
functionalitiesLusingLomicsLdata 3

50 uLperturbedLgeneLnetworkLcontainingLPβgKcuKTZLRuScyRKZLWNTc˛†acateninLpathwaysLinLleukocytesL
isLlinkedLtoLuSxLgeneticsLandLsymptomLseverity 3

49 MultiplexLsecretomeLengineeringLenhancesLrecombinantLproteinLproductionLandLpurity 3

48 ModelabasedLassessmentLofLmammalianLcellLmetabolicLfunctionalitiesLusingLomicsLdatabLCelllReportsl
MethodsZL2021ZLeZLedddhdaedddhd 3

47 SystematicLevaluationLofLparametersLforLgenomeascaleLmetabolicLmodelsLofLculturedLmammalianL
cellsbLMetaboliclEngineeringZL2021ZLjjZLfeagd 9.7 3

46 worrectingLforLsparsityLandLinterdependenceLinLglycomicsLbyLaccountingLforLglycanLbiosynthesisbL
NaturelCommunicationsZL2021ZLefZLhmll 17.4 3

45 wontextaawareLdeconvolutionLofLcellacellLcommunicationLwithLTensoracellfcell 3

44 MultipleLfreezeathawLcyclesLleadLtoLaLlossLofLconsistencyLinLpolyTuUaenrichedLRNuLsequencingbLBMCl
GenomicsZL2021ZLffZLjm 4.5 3

43 SystematicallyLgapafillingLtheLgenomeascaleLmetabolicLmodelLofLwαOLcells 2

42 uLmetabolicLwRβSPRawasmLscreenLinLwhineseLhamsterLovaryLcellsLidentifiesLglutamineasensitiveLgenes 2
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41 SystematicLevaluationLofLparametersLforLgenomeascaleLmetabolicLmodelsLofLculturedLmammalianLcells 2

40 ylucidatingLαumanLMilkLOligosaccharideLbiosyntheticLgenesLthroughLnetworkabasedLmultiomicsLintegration 2

39 uLgenomeascaleLmetabolicLnetworkLmodelLandLmachineLlearningLpredictLaminoLacidLconcentrationsL
inLwhineseLαamsterLOvaryLcellLcultures 2

38 uLmetabolicLnetworkabasedLapproachLforLdevelopingLfeedingLstrategiesLforLwαOLcellsLtoLincreaseL
monoclonalLantibodyLproduction 2

37 SystemsLglycobiologyLforLdiscoveringLdrugLtargetsZLbiomarkersZLandLrationalLdesignsLforL
glycoaimmunotherapybLJournalloflBiomedicallScienceZL2021ZLflZLid 13.3 2

36 Lβ’αTLcontrolsLdistinctLhomeostaticLandLinflammatoryLgeneLexpressionLprofilesLinLesophagealL
fibroblastsLviaLdifferentialLαVyMLandLLT˛†RamediatedLmechanismsbbLMucosallImmunologyZL2021ZL 9.2 2

35 ynhancingLProductLandLvioprocessLuttributesLUsingL’enomeaScaleLModelsLofLwαOLMetabolismL
2019ZLkgami 1

34 uLconsensusabasedLandLreadableLextensionLofLLinearLwodeLforLReactionLRulesLTLiwoRRU 1

33 wαOmicsnLuLwebabasedLtoolLforLmultiaomicsLdataLanalysisLandLinteractiveLvisualizationLinLwαOLcellL
linesbLPLoSlComputationallBiologyZL2020ZLejZLeeddlhml 5 1

32 SystemicLpostatranslationalLcontrolLofLbacterialLmetabolismLregulatesLadaptationLinLdynamicLenvironments 1

31 MultipleLfreezeathawLcyclesLleadLtoLaLlossLofLconsistencyLinLpolyTuUaenrichedLRNuLsequencing 1

30 UsingLtargetedLgenomeLintegrationLforLvirusafreeLgenomeawideLmammalianLwRβSPRLscreen 1

29 xysregulationLofLtheLsecretoryLpathwayLconnectsLulzheimerâ��sLdiseaseLgeneticsLtoLaggregateLformation 1

28 StanxepnLcapturingLtranscriptomicLvariabilityLimprovesLcontextaspecificLmetabolicLmodels 1

27 uLwhineseLhamsterLtranscriptionLstartLsiteLatlasLthatLenablesLtargetedLeditingLofLwαOLcellsbLNARl
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