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j Paper IF Citations

167 sommonLvariantsLinLbreastLcancerLriskLlociLpredisposeLtoLdistinctLtumorLsubtypes[[LBreasthCancerh
ResearchYL2022YLbdYLb 8.3 3

166 PathologyLofLTumorsLqssociatedLWithLPathogenicLwermlineLVariantsLinLiLrreastLsancerL
SusceptibilityLwenes[[LJAMAhOncologyYL2022YL 13.4 4

165 rreastLcancerLrisksLassociatedLwithLmissenseLvariantsLinLbreastLcancerLsusceptibilityLgenes[[LGenomeh
MedicineYL2022YLadYLea 14.4 0

164
qLsombinedLProteomicsLandLMendelianLRandomizationLqpproachLtoLynvestigateLtheLuffectsLofL
qspirinZTargetedLProteinsLonLsolorectalLsancer[LCancerhEpidemiologyhBiomarkershandhPreventionYL
2021YLc_YLefdZege

4 2

163 SalicylicLqcidLandLRiskLofLsolorectalLsancerjLqLTwoZSampleLMendelianLRandomizationLStudy[L
NutrientsYL2021YLacYL 6.7 1

162 wermlineLvariantsLandLbreastLcancerLsurvivalLinLpatientsLwithLdistantLmetastasesLatLprimaryLbreastL
cancerLdiagnosis[LScientifichReportsYL2021YLaaYLaighg 4.9 0

161 ResponseLtoLLiLandLxopper[LAmericanhJournalhofhHumanhGeneticsYL2021YLa_hYLebgZebi 11 1

160 MassiveLparallelLsequencingLinLaLfamilyLwithLrectalLcancer[LHereditaryhCancerhinhClinicalhPracticeYL
2021YLaiYLbc 2.3 2

159
NoLtifferenceLinLPenetranceLbetweenLTruncatingLandLMissense]qberrantLSplicingLPathogenicL
VariantsLinLandLjLqLProspectiveLLynchLSyndromeLtatabaseLStudy[LJournalhofhClinicalhMedicineYL2021YL
a_YL

5.1 1

158 SequencingLforLgermlineLmutationsLinLSwedishLbreastLcancerLfamiliesLrevealsLnovelLbreastLcancerL
riskLgenes[LScientifichReportsYL2021YLaaYLadgcg 4.9

157 qLsearchLforLmodifyingLgeneticLfactorsLinLsxu bjc[aa__delsLbreastLcancerLpatients[LScientifich
ReportsYL2021YLaaYLadgfc 4.9 0

156 MendelianLrandomizationLanalysesLsuggestLaLroleLforLcholesterolLinLtheLdevelopmentLofL
endometrialLcancer[LInternationalhJournalhofhCancerYL2021YLadhYLc_gZcai 7.5 13

155 ydentifyingLNovelLSusceptibilityLwenesLforLsolorectalLsancerLRiskLvromLaLTranscriptomeZWideL
qssociationLStudyLofLabeYdghLSubjects[LGastroenterologyYL2021YLaf_YLaafdZaagh[ef 13.3 15

154
weneticallyLpredictedLcirculatingLconcentrationsLofLmicronutrientsLandLriskLofLcolorectalLcancerL
amongLindividualsLofLuuropeanLdescentjLaLMendelianLrandomizationLstudy[LAmericanhJournalhofh
ClinicalhNutritionYL2021YLaacYLadi_Zae_b

7 5

153 weneticLarchitecturesLofLproximalLandLdistalLcolorectalLcancerLareLpartlyLdistinct[LGutYL2021YLg_YLacbeZaccd19.2 7

152 rreastLsancerLRiskLwenesLZLqssociationLqnalysisLinLMoreLthanLaacY___LWomen[LNewhEnglandhJournalh
ofhMedicineYL2021YLchdYLdbhZdci 59.2 143

151 ydentificationLofLknownLandLnovelLfamilialLcancerLgenesLinLSwedishLcolorectalLcancerLfamilies[L
InternationalhJournalhofhCancerYL2021YLadiYLfbgZfcd 7.5
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150
qssociationLofLgermlineLgeneticLvariantsLwithLbreastLcancerZspecificLsurvivalLinLpatientLsubgroupsL
definedLbyLclinicZpathologicalLvariablesLrelatedLtoLtumorLbiologyLandLtypeLofLsystemicLtreatment[L
BreasthCancerhResearchYL2021YLbcYLhf

8.3 1

149 weneticLinsightsLintoLbiologicalLmechanismsLgoverningLhumanLovarianLageing[LNatureYL2021YLeifYLcicZcig50.4 28

148 rreastLsancerLRiskLvactorsLandLSurvivalLbyLTumorLSubtypejLPooledLqnalysesLfromLtheLrreastLsancerL
qssociationLsonsortium[LCancerhEpidemiologyhBiomarkershandhPreventionYL2021YLc_YLfbcZfdb 4 4

147 xemochromatosisLriskLgenotypeLisLnotLassociatedLwithLcolorectalLcancerLorLageLatLitsLdiagnosis[[L
HumanhGeneticshandhGenomicshAdvancesYL2020YLaYLa___a_ 0.8 1

146 wenomeZwideLassociationLstudyLidentifiesLcbLnovelLbreastLcancerLsusceptibilityLlociLfromLoverallL
andLsubtypeZspecificLanalyses[LNaturehGeneticsYL2020YLebYLegbZeha 36.3 76

145 wermlineLxOXracLmutationsLp[whduLandLp[RbagsLdoLnotLconferLanLincreasedLbreastLcancerLrisk[L
ScientifichReportsYL2020YLa_YLifhh 4.9 2

144
sancerLpreventionLwithLaspirinLinLhereditaryLcolorectalLcancerLTLynchLsyndromeVYLa_ZyearLfollowZupL
andLregistryZbasedLb_ZyearLdataLinLtheLsqPPbLstudyjLaLdoubleZblindYLrandomisedYL
placeboZcontrolledLtrial[LLancetvhTheYL2020YLcieYLaheeZahfc

40 88

143 MendelianLRandomizationLofLsirculatingLPolyunsaturatedLvattyLqcidsLandLsolorectalLsancerLRisk[L
CancerhEpidemiologyhBiomarkershandhPreventionYL2020YLbiYLhf_Zhg_ 4 12

142 yncreasedLriskLforLuterineLcancerLamongLfirstZdegreeLrelativesLtoLSwedishLgastricLcancerLpatients[L
HereditaryhCancerhinhClinicalhPracticeYL2020YLahYLab 2.3

141 qLnetworkLanalysisLtoLidentifyLmediatorsLofLgermlineZdrivenLdifferencesLinLbreastLcancerLprognosis[L
NaturehCommunicationsYL2020YLaaYLcab 17.4 20

140 PredictionLofLcontralateralLbreastLcancerjLexternalLvalidationLofLriskLcalculatorsLinLb_LinternationalL
cohorts[LBreasthCancerhResearchhandhTreatmentYL2020YLahaYLdbcZdcd 4.4 7

139 SystematicLmetaZanalysesYLfieldLsynopsisLandLglobalLassessmentLofLtheLevidenceLofLgeneticL
associationLstudiesLinLcolorectalLcancer[LGutYL2020YLfiYLadf_Zadga 19.2 11

138 qssociationLofLwenomicLtomainsLinLandLwithLProstateLsancerLRiskLandLqggressiveness[LCancerh
ResearchYL2020YLh_YLfbdZfch 10.1 22

137 PhysicalLactivityLandLrisksLofLbreastLandLcolorectalLcancerjLaLMendelianLrandomisationLanalysis[L
NaturehCommunicationsYL2020YLaaYLeig 17.4 36

136 vineZmappingLofLae_LbreastLcancerLriskLregionsLidentifiesLaiaLlikelyLtargetLgenes[LNaturehGeneticsYL
2020YLebYLefZgc 36.3 56

135 sumulativeLrurdenLofLsolorectalLsancerZqssociatedLweneticLVariantsLysLMoreLStronglyLqssociatedL
WithLuarlyZOnsetLvsLLateZOnsetLsancer[LGastroenterologyYL2020YLaehYLabgdZabhf[eab 13.3 47

134
sirculatingLLevelsLofLynsulinZlikeLwrowthLvactorLaLandLynsulinZlikeLwrowthLvactorLrindingLProteinLcL
qssociateLWithLRiskLofLsolorectalLsancerLrasedLonLSerologicLandLMendelianLRandomizationL
qnalyses[LGastroenterologyYL2020YLaehYLac__Zacab[eb_

13.3 45

133 ydentificationLofLNovelLLociLandLNewLRiskLVariantLinL nownLLociLforLsolorectalLsancerLRiskLinLuastL
qsians[LCancerhEpidemiologyhBiomarkershandhPreventionYL2020YLbiYLdggZdhf 4 4

(2020-2021)

3



132 wenomeZwideLModelingLofLPolygenicLRiskLScoreLinLsolorectalLsancerLRisk[LAmericanhJournalhofh
HumanhGeneticsYL2020YLa_gYLdcbZddd 11 31

131 rreastLsancerLPolygenicLRiskLScoreLandLsontralateralLrreastLsancerLRisk[LAmericanhJournalhofh
HumanhGeneticsYL2020YLa_gYLhcgZhdh 11 12

130 sirculatingLbilirubinLlevelsLandLriskLofLcolorectalLcancerjLserologicalLandLMendelianLrandomizationL
analyses[LBMChMedicineYL2020YLahYLbbi 11.4 11

129 qdiposityYLmetabolitesYLandLcolorectalLcancerLriskjLMendelianLrandomizationLstudy[LBMChMedicineYL
2020YLahYLcif 11.4 17

128 sancerLrisksLbyLgeneYLageYLandLgenderLinLfce_LcarriersLofLpathogenicLmismatchLrepairLvariantsjL
findingsLfromLtheLProspectiveLLynchLSyndromeLtatabase[LGeneticshinhMedicineYL2020YLbbYLaeZbe 8.1 164

127 SharedLheritabilityLandLfunctionalLenrichmentLacrossLsixLsolidLcancers[LNaturehCommunicationsYL2019
YLa_YLdca 17.4 45

126 LinkageLanalysisLrevealedLriskLlociLonLfpbaLandLahpaa[bZqaa[bLinLfamilialLcolonLandLrectalLcancerYL
respectively[LEuropeanhJournalhofhHumanhGeneticsYL2019YLbgYLabhfZabie 5.3 1

125 wenomeZwideLassociationLstudyLofLgermlineLvariantsLandLbreastLcancerZspecificLmortality[LBritishh
JournalhofhCancerYL2019YLab_YLfdgZfeg 8.7 28

124 NovelLsommonLweneticLSusceptibilityLLociLforLsolorectalLsancer[LJournalhofhthehNationalhCancerh
InstituteYL2019YLaaaYLadfZaeg 9.7 67

123 weneticLanalysesLsupportingLcolorectalYLgastricYLandLprostateLcancerLsyndromes[LGenesh
ChromosomeshandhCancerYL2019YLehYLggeZghb 5 3

122 uxomeLsequencingLinLeaLearlyLonsetLnonZfamilialLsRsLcases[LMolecularhGeneticshoamp;hGenomich
MedicineYL2019YLgYLef_e 2.3 10

121 weneticLvariantLpredictorsLofLgeneLexpressionLprovideLnewLinsightLintoLriskLofLcolorectalLcancer[L
HumanhGeneticsYL2019YLachYLc_gZcbf 6.3 17

120 PredictionLandLclinicalLutilityLofLaLcontralateralLbreastLcancerLriskLmodel[LBreasthCancerhResearchYL
2019YLbaYLadd 8.3 11

119 PolygenicLRiskLScoresLforLPredictionLofLrreastLsancerLandLrreastLsancerLSubtypes[LAmericanh
JournalhofhHumanhGeneticsYL2019YLa_dYLbaZcd 11 363

118 MendelianLrandomizationLanalysisLofLsZreactiveLproteinLonLcolorectalLcancerLrisk[LInternationalh
JournalhofhEpidemiologyYL2019YLdhYLgfgZgh_ 7.8 18

117 tiscoveryLofLcommonLandLrareLgeneticLriskLvariantsLforLcolorectalLcancer[LNaturehGeneticsYL2019YLeaYLgfZhg36.3 177

116 TheLrRsqbLc[fhZgT´ n´ qLvariantLisLnotLpathogenicjLqLmodelLforLclinicalLcalibrationLofLspliceogenicity[L
HumanhMutationYL2018YLciYLgbiZgda 4.7 16

115 weneticLoverlapLbetweenLendometriosisLandLendometrialLcancerjLevidenceLfromLcrossZdiseaseL
geneticLcorrelationLandLwWqSLmetaZanalyses[LCancerhMedicineYL2018YLgYLaighZaihg 4.8 40
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114 xaplotypeLanalysisLsuggestLthatLtheLMLxaLc[b_eisLnLTLmutationLisLaLSwedishLfounderLmutation[L
FamilialhCancerYL2018YLagYLecaZecg 3 2

113 sancerLriskLandLsurvivalLinLcarriersLbyLgeneLandLgenderLupLtoLgeLyearsLofLagejLaLreportLfromLtheL
ProspectiveLLynchLSyndromeLtatabase[LGutYL2018YLfgYLac_fZacaf 19.2 259

112 ydentificationLofLnineLnewLsusceptibilityLlociLforLendometrialLcancer[LNaturehCommunicationsYL2018YL
iYLcaff 17.4 70

111 wenomeZwideLscanLofLtheLeffectLofLcommonLnsSNPsLonLcolorectalLcancerLsurvivalLoutcome[LBritishh
JournalhofhCancerYL2018YLaaiYLihhZiic 8.7 4

110 RecurrentYLlowZfrequencyLcodingLvariantsLcontributingLtoLcolorectalLcancerLinLtheLSwedishL
population[LPLoShONEYL2018YLacYLe_aicedg 3.7 3

109 TwoLnovelLcolorectalLcancerLriskLlociLinLtheLregionLonLchromosomeLiqbb[cb[LOncotargetYL2018YLiYLaaag_Zaaagi3.3 2

108 sancerLRisksLforLPMSbZqssociatedLLynchLSyndrome[LJournalhofhClinicalhOncologyYL2018YLcfYLbifaZbifh 2.2 102

107 TestingLstrategiesLtoLreduceLmorbidityLandLmortalityLfromLLynchLsyndrome[LScandinavianhJournalhofh
GastroenterologyYL2018YLecYLaeceZaed_ 2.4 3

106 qLretrospectiveLstudyLofLextracolonicYLnonZendometrialLcancerLinLSwedishLLynchLsyndromeLfamilies[L
HereditaryhCancerhinhClinicalhPracticeYL2018YLafYLaf 2.3 8

105 MendelianLrandomisationLstudyLofLageLatLmenarcheLandLageLatLmenopauseLandLtheLriskLofL
colorectalLcancer[LBritishhJournalhofhCancerYL2018YLaahYLafciZafdg 8.7 7

104
sancerLincidenceLandLsurvivalLinLLynchLsyndromeLpatientsLreceivingLcolonoscopicLandL
gynaecologicalLsurveillancejLfirstLreportLfromLtheLprospectiveLLynchLsyndromeLdatabase[LGutYL2017YL
ffYLdfdZdgb

19.2 291

103 uvaluationLofLcopyZnumberLvariantsLasLmodifiersLofLbreastLandLovarianLcancerLriskLforLrRsqaL
pathogenicLvariantLcarriers[LEuropeanhJournalhofhHumanhGeneticsYL2017YLbeYLdcbZdch 5.3 15

102 xypomorphicLMissenseLVariantsLsonferLModerateLRisksLofLrreastLsancer[LCancerhResearchYL2017YL
ggYLbghiZbgii 10.1 49

101 yncidenceLofLandLsurvivalLafterLsubsequentLcancersLinLcarriersLofLpathogenicLMMRLvariantsLwithL
previousLcancerjLaLreportLfromLtheLprospectiveLLynchLsyndromeLdatabase[LGutYL2017YLffYLafegZaffd 19.2 87

100 qssociationLanalysisLidentifiesLfeLnewLbreastLcancerLriskLloci[LNatureYL2017YLeeaYLibZid 50.4 643

99 ydentificationLofLtenLvariantsLassociatedLwithLriskLofLestrogenZreceptorZnegativeLbreastLcancer[L
NaturehGeneticsYL2017YLdiYLagfgZaggh 36.3 186

98 weneticLanticipationLinLSwedishLLynchLsyndromeLfamilies[LPLoShGeneticsYL2017YLacYLea__g_ab 6 9

97 solorectalLcancerLincidenceLinLcarriersLsubjectedLtoLdifferentLfollowZupLprotocolsjLaLProspectiveL
LynchLSyndromeLtatabaseLreport[LHereditaryhCancerhinhClinicalhPracticeYL2017YLaeYLah 2.3 27

(2017-2018)
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96 ReproductiveLprofilesLandLriskLofLbreastLcancerLsubtypesjLaLmultiZcenterLcaseZonlyLstudy[LBreasth
CancerhResearchYL2017YLaiYLaai 8.3 26

95 weneticLmodifiersLofLsxu bWaa__delsZassociatedLbreastLcancerLrisk[LGeneticshinhMedicineYL2017YLaiYLeiiZf_c8.1 51

94 rodyLmassLindexLandLbreastLcancerLsurvivaljLaLMendelianLrandomizationLanalysis[LInternationalh
JournalhofhEpidemiologyYL2017YLdfYLahadZahbb 7.8 27

93 TPecZbasedLinteractionLanalysisLidentifiesLcisZeQTLLvariantsLforLTPecrPbYLvrXObhYLandLvqMecqL
thatLassociateLwithLsurvivalLandLtreatmentLoutcomeLinLbreastLcancer[LOncotargetYL2017YLhYLahchaZahcih 3.3 7

92 ZLaLnovelLcandidateLbreastLcancerLsusceptibilityLlocusLonLfqad[a[LOncotargetYL2017YLhYLa_bgfiZa_bghb 3.3 3

91 sancerLriskLsusceptibilityLlociLinLaLSwedishLpopulation[LOncotargetYL2017YLhYLaa_c__Zaa_ca_ 3.3 5

90 tefiningLNewLsolorectalLsancerLSyndromesLinLaLPopulationZbasedLsohortLofLtheLtisease[L
AnticancerhResearchYL2017YLcgYLahcaZahce 2.3 6

89 ParentLofLOriginLandLPrognosisLinLvamilialLrreastLsancerLinLSweden[LAnticancerhResearchYL2017YLcgYLabegZabfb2.3

88 TheLeffectLofLgenotypesLandLparentLofLoriginLonLcancerLriskLandLageLofLcancerLdevelopmentLinLPMSbL
mutationLcarriers[LGeneticshinhMedicineYL2016YLahYLd_eZi 8.1 12

87 NoLclinicalLutilityLofL RqSLvariantLrsfagfdcg_LforLovarianLorLbreastLcancer[LGynecologichOncologyYL
2016YLadaYLchfZd_a 4.9 15

86 qnLintergenicLriskLlocusLcontainingLanLenhancerLdeletionLinLbqceLmodulatesLbreastLcancerLriskLbyL
deregulatingLywvrPeLexpression[LHumanhMolecularhGeneticsYL2016YLbeYLchfcZchgf 5.6 24

85
weneticLRiskLScoreLMendelianLRandomizationLShowsLthatLObesityLMeasuredLasLrodyLMassLyndexYL
butLnotLWaistjxipLRatioYLysLsausalLforLundometrialLsancer[LCancerhEpidemiologyhBiomarkershandh
PreventionYL2016YLbeYLae_cZaea_

4 42

84 wenomeZWideLMetaZqnalysesLofLrreastYLOvarianYLandLProstateLsancerLqssociationLStudiesLydentifyL
MultipleLNewLSusceptibilityLLociLSharedLbyLatLLeastLTwoLsancerLTypes[LCancerhDiscoveryYL2016YLfYLa_ebZfg24.4 104

83 ydentificationLofLfourLnovelLsusceptibilityLlociLforLoestrogenLreceptorLnegativeLbreastLcancer[LNatureh
CommunicationsYL2016YLgYLaacge 17.4 64

82 vunctionalLmechanismsLunderlyingLpleiotropicLriskLallelesLatLtheLaipac[aLbreastZovarianLcancerL
susceptibilityLlocus[LNaturehCommunicationsYL2016YLgYLabfge 17.4 53

81 vineLscaleLmappingLofLtheLagqbbLbreastLcancerLlocusLusingLdenseLSNPsYLgenotypedLwithinLtheL
sollaborativeLOncologicalLweneZunvironmentLStudyLTsOwsV[LScientifichReportsYL2016YLfYLcbeab 4.9 16

80 qgeZLandLTumorLSubtypeZSpecificLrreastLsancerLRiskLustimatesLforLsxu bWaa__delsLsarriers[L
JournalhofhClinicalhOncologyYL2016YLcdYLbge_Zf_ 2.2 107

79 uxomeLsequencingLinLoneLfamilyLwithLgastricZLandLrectalLcancer[LBMChGeneticsYL2016YLagYLda 2.6 26
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78 sYPaiqaLfineZmappingLandLMendelianLrandomizationjLestradiolLisLcausalLforLendometrialLcancer[L
EndocrinewRelatedhCancerYL2016YLbcYLggZia 5.7 41

77
sombinedLgeneticLandLsplicingLanalysisLofLrRsqaLc[[eidZbqnskLfdaqnw]LhighlightsLtheLrelevanceLofL
naturallyLoccurringLinZframeLtranscriptsLforLdevelopingLdiseaseLgeneLvariantLclassificationL
algorithms[LHumanhMolecularhGeneticsYL2016YLbeYLbbefZbbfh

5.6 55

76 NoLevidenceLthatLproteinLtruncatingLvariantsLinLrRyPaLareLassociatedLwithLbreastLcancerLriskjL
implicationsLforLgeneLpanelLtesting[LJournalhofhMedicalhGeneticsYL2016YLecYLbihZc_i 5.8 83

75 rreastLcancerLriskLvariantsLatLfqbeLdisplayLdifferentLphenotypeLassociationsLandLregulateLuSRaYL
RMNtaLandLsstsag_[LNaturehGeneticsYL2016YLdhYLcgdZhf 36.3 93

74 RqtearLinLvamilialLrreastLsancer[LPLoShONEYL2016YLaaYLe_aecghh 3.7 18

73 qssociationLofLbreastLcancerLriskLwithLgeneticLvariantsLshowingLdifferentialLallelicLexpressionjL
ydentificationLofLaLnovelLbreastLcancerLsusceptibilityLlocusLatLdqba[LOncotargetYL2016YLgYLh_ad_Zh_afc 3.3 21

72 weneticallyLPredictedLrodyLMassLyndexLandLrreastLsancerLRiskjLMendelianLRandomizationLqnalysesL
ofLtataLfromLadeY___LWomenLofLuuropeanLtescent[LPLoShMedicineYL2016YLacYLea__ba_e 11.6 80

71 vineZMappingLofLtheLapaa[bLrreastLsancerLSusceptibilityLLocus[LPLoShONEYL2016YLaaYLe_af_caf 3.7 11

70 vineZscaleLmappingLofLhqbdLlocusLidentifiesLmultipleLindependentLriskLvariantsLforLbreastLcancer[L
InternationalhJournalhofhCancerYL2016YLaciYLac_cZacag 7.5 26

69 PqLrbYLsxu bLandLqTMLrareLvariantsLandLcancerLriskjLdataLfromLsOwS[LJournalhofhMedicalhGeneticsYL
2016YLecYLh__Zhaa 5.8 121

68 ydentificationLofLindependentLassociationLsignalsLandLputativeLfunctionalLvariantsLforLbreastLcancerL
riskLthroughLfineZscaleLmappingLofLtheLabpaaLlocus[LBreasthCancerhResearchYL2016YLahYLfd 8.3 25

67 MismatchLrepairLgeneLmutationLspectrumLinLtheLSwedishLLynchLsyndromeLpopulation[LOncologyh
ReportsYL2016YLcfYLbhbcZbhce 3.5 25

66 weneticLpredispositionLtoLductalLcarcinomaLinLsituLofLtheLbreast[LBreasthCancerhResearchYL2016YLahYLbb 8.3 31

65 qssociationLofLgeneticLsusceptibilityLvariantsLforLtypeLbLdiabetesLwithLbreastLcancerLriskLinLwomenL
ofLuuropeanLancestry[LCancerhCauseshandhControlYL2016YLbgYLfgiZic 2.8 15

64 viveLendometrialLcancerLriskLlociLidentifiedLthroughLgenomeZwideLassociationLanalysis[LNatureh
GeneticsYL2016YLdhYLffgZfgd 36.3 56

63
uvidenceLthatLtheLepabLVariantLrsa_idafgiLsonfersLSusceptibilityLtoLustrogenZReceptorZPositiveL
rreastLsancerLthroughLvwva_LandLMRPSc_LRegulation[LAmericanhJournalhofhHumanhGeneticsYL2016YL
iiYLi_cZiaa

11 43

62 wenomeZwideLassociationLanalysisLofLmoreLthanLab_Y___LindividualsLidentifiesLaeLnewLsusceptibilityL
lociLforLbreastLcancer[LNaturehGeneticsYL2015YLdgYLcgcZh_ 36.3 406

61
ScreeningLforLgermlineLphosphataseLandLtensinLhomologZmutationsLinLsuspectedLsowdenL
syndromeLandLsowdenLsyndromeZlikeLfamiliesLamongLuterineLcancerLpatients[LOncologyhLettersYL
2015YLiYLaghbZaghf

2.6 3

(2015-2016)
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60 PolymorphismsLinLaLPutativeLunhancerLatLtheLa_qba[bLrreastLsancerLRiskLLocusLRegulateLNRrvbL
uxpression[LAmericanhJournalhofhHumanhGeneticsYL2015YLigYLbbZcd 11 26

59 xeightLandLrreastLsancerLRiskjLuvidenceLvromLProspectiveLStudiesLandLMendelianLRandomization[L
JournalhofhthehNationalhCancerhInstituteYL2015YLa_gYL 9.7 74

58 somprehensiveLgeneticLassessmentLofLtheLuSRaLlocusLidentifiesLaLriskLregionLforLendometrialL
cancer[LEndocrinewRelatedhCancerYL2015YLbbYLheaZfa 5.7 19

57 vineZscaleLmappingLofLtheLdqbdLlocusLidentifiesLtwoLindependentLlociLassociatedLwithLbreastLcancerL
risk[LCancerhEpidemiologyhBiomarkershandhPreventionYL2015YLbdYLafh_Zia 4 17

56 TheLgynecologicalLsurveillanceLofLwomenLwithLLynchLsyndromeLinLSweden[LGynecologichOncologyYL
2015YLachYLgagZbb 4.9 15

55 LynchLsyndromeLcausedLbyLgermlineLPMSbLmutationsjLdelineatingLtheLcancerLrisk[LJournalhofhClinicalh
OncologyYL2015YLccYLcaiZbe 2.2 137

54 MetaZanalysisLofLgenomeZwideLassociationLstudiesLidentifiesLcommonLsusceptibilityLpolymorphismsL
forLcolorectalLandLendometrialLcancerLnearLSxbrcLandLTSxZa[LScientifichReportsYL2015YLeYLagcfi 4.9 27

53 TumourLspectrumLinLnonZrRsqLhereditaryLbreastLcancerLfamiliesLinLSweden[LHereditaryhCancerhinh
ClinicalhPracticeYL2015YLacYLae 2.3 10

52 qnLoriginalLphylogeneticLapproachLidentifiedLmitochondrialLhaplogroupLTaaaLasLinverselyL
associatedLwithLbreastLcancerLriskLinLrRsqbLmutationLcarriers[LBreasthCancerhResearchYL2015YLagYLfa 8.3 16

51 PredictionLofLbreastLcancerLriskLbasedLonLprofilingLwithLcommonLgeneticLvariants[LJournalhofhtheh
NationalhCancerhInstituteYL2015YLa_gYL 9.7 324

50 RegulatorLofLshromosomeLsondensationLbLydentifiesLxighZRiskLPatientsLwithinLrothLMajorL
PhenotypesLofLsolorectalLsancer[LClinicalhCancerhResearchYL2015YLbaYLcgeiZg_ 12.9 27

49 vineZscaleLmappingLofLtheLeqaa[bLbreastLcancerLlocusLrevealsLatLleastLthreeLindependentLriskL
variantsLregulatingLMqPc a[LAmericanhJournalhofhHumanhGeneticsYL2015YLifYLeZb_ 11 59

48 TheLSNPLrsfe__hdcLinLafpac[cLisLassociatedLwithLsurvivalLspecificallyLamongLchemotherapyZtreatedL
breastLcancerLpatients[LOncotargetYL2015YLfYLgci_Zd_g 3.3 14

47 WholeZgenomeLLinkageLqnalysisLandLSequenceLqnalysisLofLsandidateLLociLinLvamilialLrreastLsancer[L
AnticancerhResearchYL2015YLceYLcaeeZfe 2.3 4

46 PredictingLOutcomeLinLsolonoscopicLxighZriskLSurveillance[LAnticancerhResearchYL2015YLceYLdhacZi 2.3 4

45 ParentZofZoriginZspecificLallelicLassociationsLamongLa_fLgenomicLlociLforLageLatLmenarche[LNatureYL
2014YLeadYLibZig 50.4 401

44 ydentificationLofLsusceptibilityLlociLforLcolorectalLcancerLinLaLgenomeZwideLmetaZanalysis[LHumanh
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