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Ecological proteomics: is the field ripe for integrating proteomics into evolutionary ecology

research?. Journal of Proteomics, 2016, 135, 1-3

Is Hybridization a Source of Adaptive Venom Variation in Rattlesnakes? A Test, Using a Crotalus

349 scutulatus Wiridis Hybrid Zone in Southwestern New Mexico. Toxins, 2016, 8, 49 20
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339 neutralize the venom of the carpet viper, Echis ocellatus, from Mali, Cameroon, and Nigeria. Toxicon 2.8 21
,2015, 106, 97-107

Constructing comprehensive venom proteome reference maps for integrative venomics. Expert
Review of Proteomics, 2015, 12, 557-73

The proteome quest to understand biology and disease (HUPO 2014). Journal of Proteomics, 2015,
337 127,223-4 39

Snake venomics of Micrurus alleni and Micrurus mosquitensis from the Caribbean region of Costa
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Quaternary structure of Dioclea grandiflora lectin assessed by equilibrium sedimentation and 3
335 crystallographic analysis of recombinant mutants. FEBS Letters, 2015, 589, 2290-6 3 9

Arid environments: Opportunities for studying co-evolutionary patterns of scorpion venoms in
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