
Yasuo Ohnishi

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy1261049yyasuovohnishivpublicationsvbyvyearxpdf

Version:h2024v04v10h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

157
papers

5,116
citations

38
h-index

66
g-index

172
ext. papers

5,823
ext. citations

4.7
avg, IF

5.45
L-index



k Paper IF Citations

157 rompleteIqiosyntheticIPathwayIofIplazopeptinUIaITripeptideIronsistingIofITwoIβoleculesIofI
eVsiazoVdVoxoVlVnorleucineIandIOneIβoleculeIofIplanineWIAngewandteaChemieUI2021UIZbbUIZYcYfVZYcZb 3.6 0

156
rompleteIqiosyntheticIPathwayIofIplazopeptinUIaITripeptideIronsistingIofITwoIβoleculesIofI
eVsiazoVdVoxoVlVnorleucineIandIOneIβoleculeIofIplanineWIAngewandteaChemieaoaInternationalaEditionUI
2021UIeYUIZYbZhVZYbad

16.4 2

155 StructuralIandIuunctionalIpnalysesIofItheITridomainVγonribosomalIPeptideISynthetaseIumopbIforI
cVβethyloxazolineIRingIuormationWIAngewandteaChemieUI2021UIZbbUIZcefdVZcegb 3.6

154 StructuralIandIuunctionalIpnalysesIofItheITridomainVγonribosomalIPeptideISynthetaseIumopbIforI
cVβethyloxazolineIRingIuormationWIAngewandteaChemieaoaInternationalaEditionUI2021UIeYUIZcddcVZcdea 16.4 5

153 xnvolvementIofIanIuγRVlikeIoxygenIsensorIinIzomagataeibacterImedellinensisIforIsurvivalIunderI
oxygenIdepletionWIBiosciencenaBiotechnologyaandaBiochemistryUI2021UIgdUIaYedVaYfd 2.1

152 UltrahighIThermoresistantIαightweightIqioplasticsIsevelopedIfromIuermentationIProductsIofI
rellulosicIueedstockWIAdvancedaSustainableaSystemsUI2021UIdUIaYYYZhb 5.9 7

151 siscoveryIofItheIaUcPVsihydroxyVbPVmethoxypropiophenoneIqiosynthesisIvenesIinIpspergillusI
oryzaeWIChemBioChemUI2021UIaaUIaYbVaZZ 3.8

150 tnantioselectiveIsynthesisIandIstereochemicalIdeterminationIofItheIhighlyIreducedIpolyketideI
ishigamideWIBiosciencenaBiotechnologyaandaBiochemistryUI2021UIgdUIZcgVZdb 2.1

149
RapidIevaluationIofItheIsubstrateIspecificityIofIbVnitrobenzoicIacidIdioxygenaseIβnbpqIviaI
colorimetricIdetectionIusingISaltzmanIreagentWIJournalaofaIndustrialaMicrobiologyaandaBiotechnologyUI
2021UI

4.2 1

148 tnhancedIproductionIofI˛‡VaminoIacidIbVaminoVcVhydroxybenzoicIacidIbyIrecombinantI
rorynebacteriumIglutamicumIunderIoxygenIlimitationWWIMicrobialaCellaFactoriesUI2021UIaYUIaag 6.4

147 StructuralIbasisIforIselectivityIinIaIhighlyIreducingItypeIxxIpolyketideIsynthaseWINatureaChemicala
BiologyUI2020UIZeUIffeVfga 11.7 15

146 xnvolvementIofIthreeIulipVfamilyIsigmaIfactorsIinItheIsporangiumIformationUIsporeIdormancyIandI
sporangiumIdehiscenceIinIpctinoplanesImissouriensisWIMolecularaMicrobiologyUI2020UIZZbUIZZfYVZZgg 4.1 2

145
tfficientIheterologousIproductionIofIatrochrysoneIcarboxylicIacidVrelatedIpolyketidesIinIanI
pspergillusIoryzaeIhostIwithIenhancedImalonylVcoenzymeIpIsupplyWIJournalaofaGeneralaandaApplieda
MicrobiologyUI2020UIeeUIZhdVZhh

1.5 1

144 siscoveryIofIKheatIshockImetabolitesKIproducedIbyIthermotolerantIactinomycetesIinI
highVtemperatureIcultureWIJournalaofaAntibioticsUI2020UIfbUIaYbVaZY 3.7 6

143 rharacterizationIofIZoosporeITypeIxVIPiliIinIpctinoplanesImissouriensisWIJournalaofaBacteriologyUI
2019UIaYZUI 3.5 5

142 ProductionIofItheIplantIpolyketideIcurcuminIinIiIstrengtheningImalonylVropIsupplyIforIyieldI
improvementWIBiosciencenaBiotechnologyaandaBiochemistryUI2019UIgbUIZbfaVZbgZ 2.1 14

141 PhenolicIαipidsISynthesizedIbyITypeIxxxIPolyketideISynthasesI2019UIZbhVZch
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140 SwitchingItheIαigandISpecificityIofItheIqiosensorIXylSIfromItoIVToluicIpcidIthroughIsirectedI
tvolutionItxploitingIaIsualISelectionISystemWIACSaSyntheticaBiologyUI2019UIgUIaefhVaegh 5.7 5

139 xdentificationIandIrharacterizationIofIaIrellIWallIwydrolaseIforISporangiosporeIβaturationIinI
pctinoplanesImissouriensisWIJournalaofaBacteriologyUI2019UIaYZUI 3.5 1

138 PreparationIofIZoosporesIandIpssayIforITheirIpdherenceItoISolidISurfacesWIBiooprotocolUI2019UIhUIebcdg 0.9 1

137
uormationIofIdVIorIeVβemberedIRingIviaIγitreneIuormationIandIpdditionIbyIaIrytochromeIPcdYIinI
qenzastatinIqiosynthesisWIYukiaGoseiaKagakuaKyokaishirJournalaofaSyntheticaOrganicaChemistryUI2019UI
ffUIhZaVhZh

0.2

136 TypeIxxxIPolyketideISynthasesIResponsibleIforIPhenolicIαipidISynthesisI2019UIcbdVccb

135 xnvolvementIofI˛†VplkylationIβachineryIandITwoISetsIofIzetosynthaseVrhainVαengthIuactorsIinItheI
qiosynthesisIofIuogacinIPolyketidesIinIpctinoplanesImissouriensisWIChemBioChemUI2019UIaYUIZYbhVZYdY 3.8 5

134 pbIforesightInetworkIonInaturalIproductsWIJournalaofaIndustrialaMicrobiologyaandaBiotechnologyUI
2019UIceUIbZbVbZf 4.2

133 venomeIengineeringIforImicrobialInaturalIproductIdiscoveryWICurrentaOpinionainaMicrobiologyUI2018UI
cdUIdbVeY 7.9 20

132 rrystalIstructureIofItheInitrosuccinateIlyaseIrresIinIcomplexIwithIfumarateIprovidesIinsightsIintoI
theIcatalyticImechanismIforInitrousIacidIeliminationWIFEBSaJournalUI2018UIagdUIZdcYVZddd 5.7 7

131 RegulationIofIsporangiumIformationIbyItheIorphanIresponseIregulatorITcrpIinItheIrareI
actinomyceteIpctinoplanesImissouriensisWIMolecularaMicrobiologyUI2018UIZYfUIfZgVfbb 4.1 8

130 ReconstitutionIofIaITypeIxxIPolyketideISynthaseIthatIratalyzesIPolyeneIuormationWIAngewandtea
ChemieUI2018UIZbYUIZhfaVZhfd 3.6 4

129 ReconstitutionIofIaITypeIxxIPolyketideISynthaseIthatIratalyzesIPolyeneIuormationWIAngewandtea
ChemieaoaInternationalaEditionUI2018UIdfUIZhdcVZhdf 16.4 29

128 UnprecedentedIryclizationIratalyzedIbyIaIrytochromeIPcdYIinIqenzastatinIqiosynthesisWIJournalaofa
theaAmericanaChemicalaSocietyUI2018UIZcYUIeebZVeebh 16.4 51

127 γovelIdesferrioxamineIderivativesIsynthesizedIusingItheIsecondaryImetabolismVspecificInitrousI
acidIbiosyntheticIpathwayIinIStreptomycesIdavawensisWIJournalaofaAntibioticsUI2018UIfZUIhZZVhZh 3.7 10

126 raffeicIacidIproductionIbyIsimultaneousIsaccharificationIandIfermentationIofIkraftIpulpIusingI
recombinantItscherichiaIcoliWIAppliedaMicrobiologyaandaBiotechnologyUI2017UIZYZUIdafhVdahY 5.7 27

125 qifunctionalityIofIpctxVIasIaIryclaseVThioesteraseIRevealedIbyIinIVitroIReconstitutionIofI
pctinorhodinIqiosynthesisIinIStreptomycesIcoelicolorIpbQaRWIChemBioChemUI2017UIZgUIbZeVbab 3.8 16

124 RegulationIofISporangiumIuormationIbyIqldsIinItheIRareIpctinomyceteIpctinoplanesImissouriensisWI
JournalaofaBacteriologyUI2017UIZhhUI 3.5 19

123 ProteinIacetylationIinvolvedIinIstreptomycinIbiosynthesisIinIStreptomycesIgriseusWIJournalaofa
ProteomicsUI2017UIZddUIebVfa 3.9 17

(2017-2019)
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122 xdentificationIandIcharacterizationIofIaIbacterialIcytochromeIPcdYImonooxygenaseIcatalyzingItheI
bVnitrationIofItyrosineIinIrufomycinIbiosynthesisWIJournalaofaBiologicalaChemistryUI2017UIahaUIZdgdhVZdgeh5.4 29

121 PhenolicIαipidsISynthesizedIbyITypeIxxxIPolyketideISynthasesI2017UIZVZZ 2

120 TypeIxxxIPolyketideISynthasesIResponsibleIforIPhenolicIαipidISynthesisI2017UIZVh 1

119 PhenolicIαipidsISynthesizedIbyITypeIxxxIPolyketideISynthasesI2017UIZVZZ

118 qiosyntheticIveneIrlusterIforISurugamideIpItncompassesIanIUnrelatedIsecapeptideUI
SurugamideIuWIChemBioChemUI2016UIZfUIZfYhVZa 3.8 30

117 veneticIandITranscriptionalIpnalysesIofItheIulagellarIveneIrlusterIinIpctinoplanesImissouriensisWI
JournalaofaBacteriologyUI2016UIZhgUIaaZhVaf 3.5 12

116 pInitrousIacidIbiosyntheticIpathwayIforIdiazoIgroupIformationIinIbacteriaWINatureaChemicalaBiologyUI
2016UIZaUIfbVd 11.7 49

115 PhenolicIαipidsISynthesizedIbyITypeIxxxIPolyketideISynthasesI2016UIZVZZ

114 TypeIxxxIPolyketideISynthasesIResponsibleIforIPhenolicIαipidISynthesisI2016UIZVh

113 xnvolvementIofItheIqaeyerVVilligerIβonooxygenaseIxfnQIinItheIqiosynthesisIofI
xsofuranonaphthoquinoneIScaffoldIofIyqxRVfeIandIVffWIChemBioChemUI2016UIZfUIZYaZVg 3.8 7

112 ProductionIofIaIγovelIpmideVrontainingIPolyeneIbyIpctivatingIaIrrypticIqiosyntheticIveneIrlusterI
inIStreptomycesIspWIβSrYhYaZbytYgWIChemBioChemUI2016UIZfUIZcecVfZ 3.8 26

111 pspartateIkinaseIinvolvedIinIcVhydroxyVbVnitrosobenzamideIbiosynthesisIinIStreptomycesI
murayamaensisWIBiosciencenaBiotechnologyaandaBiochemistryUI2016UIgYUIaaddVaaeb 2.1 2

110 UnexpectedIlinkIbetweenIpolyketideIsynthaseIandIcalciumIcarbonateIbiomineralizationWIZoologicala
LettersUI2015UIZUIb 3 18

109 bVpminoVcVhydroxybenzoicIacidIproductionIfromIsweetIsorghumIjuiceIbyIrecombinantI
rorynebacteriumIglutamicumWIBioresourceaTechnologyUI2015UIZhgUIcZYVf 11 23

108 xdentificationIandIrharacterizationIofItheIStreptazoneItIqiosyntheticIveneIrlusterIinIStreptomycesI
spWIβSrYhYaZbytYgWIChemBioChemUI2015UIZeUIabgdVhZ 3.8 18

107 xsolationIofIaInovelIplasmidIfromIrouchioplanesIcaeruleusIandIconstructionIofItwoIplasmidIvectorsI
forIgeneIexpressionIinIpctinoplanesImissouriensisWIPlasmidUI2015UIffUIbaVg 3.3 3

106 qiosynthesisIofItheIcVmethyloxazolineVcontainingInonribosomalIpeptidesUIyqxRVbcIandIVbdUIinI
StreptomycesIspWISpYgYdZbvtVabWIChemistryaandaBiologyUI2014UIaZUIhabVbc 23

105
RegioVIandIstereospecificIhydroxylationIofIvariousIsteroidsIatItheIZe˛–IpositionIofItheIsIringIbyItheI
StreptomycesIgriseusIcytochromeIPcdYIrYPZdcrbWIAppliedaandaEnvironmentalaMicrobiologyUI2014UI
gYUIZbfZVh

4.8 36
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104 xsolationUIstructuralIelucidationIandIbiosynthesisIofIbVhydroxyVeVdimethylallylindolinVaVoneUIaInovelI
prenylatedIindoleIderivativeIfromIpctinoplanesImissouriensisWIJournalaofaAntibioticsUI2014UIefUIabZVe 3.7 7

103 TwoIglycineIriboswitchesIactivateItheIglycineIcleavageIsystemIessentialIforIglycineIdetoxificationIinI
StreptomycesIgriseusWIJournalaofaBacteriologyUI2014UIZheUIZbehVfe 3.5 21

102 PredictiveImodelIforIepoxideIhydrolaseVgeneratedIstereochemistryIinItheIbiosynthesisIofI
nineVmemberedIenediyneIantitumorIantibioticsWIBiochemistryUI2013UIdaUIdaZfVac 3.2 7

101 pnIalternativeIsigmaIfactorIgovernsItheIprincipalIsigmaIfactorIinIStreptomycesIgriseusWIMoleculara
MicrobiologyUI2013UIgfUIZaabVbe 4.1 13

100 cVwydroxyVbVmethylVeVQZVmethylVaVoxoalkylRpyranVaVoneIsynthesisIbyIaItypeIxxxIpolyketideIsynthaseI
fromIRhodospirillumIcentenumWIChemBioChemUI2013UIZcUIZYYeVZb 3.8 17

99
StructuralIbasisIforIcyclizationIspecificityIofItwoIpzotobacterItypeIxxxIpolyketideIsynthasesiIaIsingleI
aminoIacidIsubstitutionIreversesItheirIcyclizationIspecificityWIJournalaofaBiologicalaChemistryUI2013UI
aggUIbcZceVbcZdf

5.4 22

98
romplexIstructureIofItheIsγpVbindingIdomainIofIpdppUItheIglobalItranscriptionIfactorIinI
StreptomycesIgriseusUIandIaItargetIduplexIsγpIrevealsItheIstructuralIbasisIofIitsItolerantIsγpI
sequenceIspecificityWIJournalaofaBiologicalaChemistryUI2013UIaggUIbZYZhVah

5.4 15

97
PurificationUIcrystallizationIandIpreliminaryIXVrayIanalysisIofItheIsγpVbindingIdomainIofIpdppUItheI
centralItranscriptionIfactorIinItheIpVfactorIregulatoryIcascadeIinItheIfilamentousIbacteriumI
StreptomycesIgriseusUIinIcomplexIwithIaIduplexIsγpWIActaaCrystallographicaaSectionaF:aStructurala
BiologyaCommunicationsUI2012UIegUIhceVh

4

96
PurificationUIcrystallizationIandIpreliminaryIXVrayIanalysisIofISvReYdcUIaIStreptomycesIhomologueI
ofItheImycobacterialIintegrationIhostIfactorImxwuWIActaaCrystallographicaaSectionaF:aStructurala
BiologyaCommunicationsUI2012UIegUIZYgdVg

95 xdentificationIofItheISvReYedIgeneIproductIasIaIsesquiterpeneIcyclaseIinvolvedIinIQTRVepicubenolI
biosynthesisIinIStreptomycesIgriseusWIJournalaofaAntibioticsUI2012UIedUIddZVg 3.7 31

94 ProteomicIanalysisIofItheIStreptomycesIgriseusIribosomalIfractionWIBiosciencenaBiotechnologyaanda
BiochemistryUI2012UIfeUIaaefVfc 2.1 2

93 TypeIxxxIpolyketideIsynthasesIinImicroorganismsWIMethodsainaEnzymologyUI2012UIdZdUIbdhVff 1.7 37

92 SubstrateIrecognitionImechanismIandIsubstrateVdependentIconformationalIchangesIofIanIROzI
familyIglucokinaseIfromIStreptomycesIgriseusWIJournalaofaBacteriologyUI2012UIZhcUIeYfVZe 3.5 20

91 TheIOVmethyltransferaseISrsqIcatalyzesItheIdecarboxylativeImethylationIofIalkylresorcylicIacidI
duringIphenolicIlipidIbiosynthesisIbyIStreptomycesIgriseusWIJournalaofaBacteriologyUI2012UIZhcUIZdccVdZ 3.5 18

90
StructureXfunctionIcorrelationsIamongIcoupledIbinuclearIcopperIproteinsIthroughIspectroscopicI
andIreactivityIstudiesIofIγspuWIProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesa
ofaAmericaUI2012UIZYhUIZYfhbVf

11.5 31

89
venomeVwideIdistributionIofIpdppUIaIglobalIregulatorIforIsecondaryImetabolismIandI
morphologicalIdifferentiationIinIStreptomycesUIrevealedItheIextentIandIcomplexityIofItheIpdppI
regulatoryInetworkWIDNAaResearchUI2012UIZhUIadhVfb

4.5 68

88 rompleteIgenomeIsequenceIofItheImotileIactinomyceteIpctinoplanesImissouriensisIcbZQTRIQlI
γqRrIZYabebQTRRWIStandardsainaGenomicaSciencesUI2012UIfUIahcVbYb 18

87 rharacterizationIofIaIthermostableIadenosineIdPVmonophosphateIdeaminaseIgeneIinIStreptomycesI
murinusWIJournalaofaGeneralaandaAppliedaMicrobiologyUI2012UIdgUIedVfY 1.5 0

(2012-2014)
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86 rharacterizationIofIaInovelIsesquiterpeneIcyclaseIinvolvedIinIQTRVcaryolanVZVolIbiosynthesisIinI
StreptomycesIgriseusWIJournalaofaBiologicalaChemistryUI2011UIageUIafhgYVf 5.4 55

85 γaphthoquinoneVlikeIpolyketideIisolatedIfromIStreptomycesIspWIRxVffIandIitsIpredictedI
biosyntheticIpathwayWIJournalaofaNaturalaProductsUI2011UIfcUIadggVhZ 4.9 5

84 nnnnnnnnnnnnnnnnnnnnnnnnWIKagakuaToaSeibutsuUI2011UIchUIabcVaca 0 1

83
StrictIregulationIofImorphologicalIdifferentiationIandIsecondaryImetabolismIbyIaIpositiveIfeedbackI
loopIbetweenItwoIglobalIregulatorsIpdppIandIqldpIinIStreptomycesIgriseusWIMoleculara
MicrobiologyUI2011UIgZUIZeYfVaa

4.1 49

82 rontrolIofIaerialImyceliumIformationIbyItheIqldzIoligopeptideIpqrItransporterIinIStreptomycesI
griseusWIFEMSaMicrobiologyaLettersUI2011UIbZdUIdcVea 2.9 12

81 SubstrateIspecificityIofIbenzamideIsynthetaseIinvolvedIinIcVhydroxyVbVnitrosobenzamideI
biosynthesisWIJournalaofaAntibioticsUI2011UIecUIhbVe 3.7 1

80
PurificationUIcrystallizationIandIpreliminaryIXVrayIanalysisIofIglucokinaseIfromIStreptomycesIgriseusI
inIcomplexIwithIglucoseWIActaaCrystallographicaaSectionaF:aStructuralaBiologyaCommunicationsUI2011UI
efUIhZcVe

1

79 rrystalIstructureIofIcurcuminoidIsynthaseIrUSIfromIOryzaIsativaWIProteins:aStructurenaFunctionaanda
BioinformaticsUI2011UIfhUIeehVfb 4.2 6

78
rharacterizationIofItheIbiosynthesisIgeneIclusterIforI
alkylVOVdihydrogeranylVmethoxyhydroquinonesIinIpctinoplanesImissouriensisWIChemBioChemUI2011UI
ZaUIcbhVcg

3.8 37

77 xdentificationIofItheIfirstIbacterialImonoterpeneIcyclaseUIaIZUgVcineoleIsynthaseUIthatIcatalyzesItheI
directIconversionIofIgeranylIdiphosphateWIChemBioChemUI2011UIZaUIZhggVhZ 3.8 50

76 uattyIacylVpβPIligaseIinvolvementIinItheIproductionIofIalkylresorcylicIacidIbyIaIβyxococcusI
xanthusItypeIxxxIpolyketideIsynthaseWIChemBioChemUI2011UIZaUIaZeeVfe 3.8 37

75 venomeIminingIrevealsItwoInovelIbacterialIsesquiterpeneIcyclasesiIQVRVgermacradienVcVolIandI
QVRVepiV˛–VbisabololIsynthasesIfromIStreptomycesIcitricolorWIChemBioChemUI2011UIZaUIaafZVd 3.8 42

74 xdentificationIandIcharacterizationIofItheIlinaloolXnerolidolIsynthaseIfromIStreptomycesI
clavuligerusWIChemBioChemUI2011UIZaUIacYbVf 3.8 38

73 StructuralIandIbiochemicalIelucidationIofImechanismIforIdecarboxylativeIcondensationIofI
betaVketoIacidIbyIcurcuminIsynthaseWIJournalaofaBiologicalaChemistryUI2011UIageUIeedhVeg 5.4 20

72 rharacterizationIofIpctinoplanesImissouriensisIsporeIflagellaWIAppliedaandaEnvironmentala
MicrobiologyUI2011UIffUIaddhVea 4.8 19

71 pIcopperVcontainingIoxidaseIcatalyzesIrVnitrosationIinInitrosobenzamideIbiosynthesisWINaturea
ChemicalaBiologyUI2010UIeUIecZVb 11.7 32

70 venomeIsequenceIofIzitasatosporaIsetaeIγqRrIZcaZeTiIanIevolutionaryIsnapshotIofItheIfamilyI
StreptomycetaceaeWIDNAaResearchUI2010UIZfUIbhbVcYe 4.5 55

69 PrecursorVdirectedIbiosynthesisIofIcurcuminIanalogsIinItscherichiaIcoliWIBiosciencenaBiotechnologya
andaBiochemistryUI2010UIfcUIecZVd 2.1 36
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68
ProductionIofIdehydrogingerdioneIderivativesIinItscherichiaIcoliIbyIexploitingIaIcurcuminoidI
synthaseIfromIOryzaIsativaIandIaI˛†VoxidationIpathwayIfromISaccharomycesIcerevisiaeWI
ChemBioChemUI2010UIZZUIaYbcVcZ

3.8 5

67 ronditionalItffectIofItheIseletionIofIeshpIonIStreptomycinIProductionIinIStreptomycesIgriseusI
xuOZbbdYWINihonaHosenkinaGakkaiaShia=aActinomycetologicaUI2010UIacUIcdVdY 1

66 sγpImicroarrayIanalysisIofIglobalIgeneIregulationIbyIpVfactorIinIStreptomycesIgriseusWI
MicrobiologyaiUnitedaKingdomkUI2009UIZddUIaZhfVaaZY 2.9 42

65 rebRIasIaImasterIregulatorIforIcelluloseXcellooligosaccharideIcatabolismIaffectsImorphologicalI
developmentIinIStreptomycesIgriseusWIJournalaofaBacteriologyUI2009UIZhZUIdhbYVcY 3.5 27

64 xdentificationIandIgeneIdisruptionIofIsmallInoncodingIRγpsIinIStreptomycesIgriseusWIJournalaofa
BacteriologyUI2009UIZhZUIcgheVhYc 3.5 23

63 synamicIchangesIinItheIextracellularIproteomeIcausedIbyIabsenceIofIaIpleiotropicIregulatorIpdppI
inIStreptomycesIgriseusWIMolecularaMicrobiologyUI2009UIfbUIghgVhZa 4.1 34

62 xdentificationIandIcharacterizationIofItargetIgenesIofItheIvinxXvinRIquorumVsensingIsystemIinI
vluconacetobacterIintermediusWIMicrobiologyaiUnitedaKingdomkUI2009UIZddUIbYaZVbYba 2.9 18

61 nnnnnnnnnnnnnnnnnnWIKagakuaToaSeibutsuUI2009UIcfUIcZhVcae 0 2

60 venomeIsequenceIofItheIstreptomycinVproducingImicroorganismIStreptomycesIgriseusIxuOIZbbdYWI
JournalaofaBacteriologyUI2008UIZhYUIcYdYVeY 3.5 462

59 rhitinaseIinhibitorIallosamidinIpromotesIchitinaseIproductionIofIStreptomycesIgenerallyWI
InternationalaJournalaofaBiologicalaMacromoleculesUI2008UIcbUIZbVh 7.9 13

58 pnIOmppIfamilyIproteinUIaItargetIofItheIvinxXvinRIquorumVsensingIsystemIinIvluconacetobacterI
intermediusUIcontrolsIaceticIacidIfermentationWIJournalaofaBacteriologyUI2008UIZhYUIdYYhVZh 3.5 12

57 ronditionallyIpositiveIeffectIofItheITetRVfamilyItranscriptionalIregulatorIptrpIonIstreptomycinI
productionIbyIStreptomycesIgriseusWIMicrobiologyaiUnitedaKingdomkUI2008UIZdcUIhYdVhZc 2.9 39

56 rontrolIofIaceticIacidIfermentationIbyIquorumIsensingIviaIγVacylhomoserineIlactonesIinI
vluconacetobacterIintermediusWIJournalaofaBacteriologyUI2008UIZhYUIadceVdd 3.5 38

55
pInovelIpairIofIterminalIproteinIandItelomereVassociatedIproteinIforIreplicationIofItheIlinearI
chromosomeIofIStreptomycesIgriseusIxuOZbbdYWIBiosciencenaBiotechnologyaandaBiochemistryUI2008UI
faUIahfbVgY

2.1 10

54 vrirIandIvrisIconstituteIaIcarboxylicIacidIreductaseIinvolvedIinIgrixazoneIbiosynthesisIinI
StreptomycesIgriseusWIJournalaofaAntibioticsUI2007UIeYUIbgYVf 3.7 21

53 tvolutionIofIgammaVbutyrolactoneIsynthasesIandIreceptorsIinIStreptomycesWIEnvironmentala
MicrobiologyUI2007UIhUIZhgeVhc 5.2 68

52 prylamineIγVacetyltransferaseIresponsibleIforIacetylationIofIaVaminophenolsIinIStreptomycesI
griseusWIJournalaofaBacteriologyUI2007UIZghUIaZddVh 3.5 24

51
qiosynthesisIofIgammaVbutyrolactoneIautoregulatorsIthatIswitchIonIsecondaryImetabolismIandI
morphologicalIdevelopmentIinIStreptomycesWIProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaUI2007UIZYcUIabfgVgb

11.5 165

(2007-2010)
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50 pVfactorIandIphosphateIdepletionIsignalsIareItransmittedItoItheIgrixazoneIbiosynthesisIgenesIviaI
theIpathwayVspecificItranscriptionalIactivatorIvriRWIJournalaofaBacteriologyUI2007UIZghUIbdZdVac 3.5 29

49 pfsRIrecruitsIRγpIpolymeraseItoItheIafsSIpromoteriIaImodelIforItranscriptionalIactivationIbyI
SpRPsWIJournalaofaMolecularaBiologyUI2007UIbehUIbaaVbb 6.5 74

48 rombinatorialIbiosynthesisIofIflavonesIandIflavonolsIinItscherichiaIcoliWIAppliedaMicrobiologyaanda
BiotechnologyUI2006UIfZUIdbVg 5.7 119

47 rontrolIofItheIStreptomycesISubtilisinIinhibitorIgeneIbyIpdppIinItheIpVfactorIregulatoryIcascadeIinI
StreptomycesIgriseusWIJournalaofaBacteriologyUI2006UIZggUIeaYfVZe 3.5 34

46 γovelIbenzeneIringIbiosynthesisIfromIrQbRIandIrQcRIprimaryImetabolitesIbyItwoIenzymesWIJournala
ofaBiologicalaChemistryUI2006UIagZUIbehccVdZ 5.4 55

45 pInovelIoVaminophenolIoxidaseIresponsibleIforIformationIofItheIphenoxazinoneIchromophoreIofI
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