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i Paper IF Citations

170 TranscriptomeManalysisMbasedMonMdietaryMbetaZcaroteneMsupplementMrevealsMgenesMpotentiallyM
involvedMinMcarotenoidMmetabolismMinMvrassostreaMgigasaaMGeneYM2022YMkdkYMdgieei 3.8 1

169
TheMvlamMvyclinaMsinensisMUzmelinVMPhylogeographyMStudyMwithMekSMrRNtMzeneMandMPotentialMofM
NuclearMrRNtMzenesMinMzeneticMtssessmentsMofMMolluscsaMJournalhofhOceanhUniversityhofhChinaYM2022YM
edYMflhZfll

1

168 tMnuclearMreceptorMheterodimerYMvgPPtReZvgRXRYMactsMasMaMregulatorMofMcarotenoidMmetabolismMinM
vrassostreaMgigasaaMGeneYM2022YMkejYMdgigjf 3.8 0

167 MitogenomicsMrevealsMphylogeneticMrelationshipsMofMPatellogastropodaMUMolluscaYMzastropodaVMandM
dynamicMgeneMrearrangementsaMZoologicahScriptaYM2022YMhdYMdgjZdic 2.5 0

166 IntegratedMtnalysisMofMvodingMzenesMandMNonZcodingMRNtsMtssociatedMwithMShellMvolorMinMtheM
PacificMOysterMUvrassostreaMgigasVaMMarinehBiotechnologyYM2021YMefYMgdjZgel 3.4 1

165
yirstMdeMnovoMtranscriptomeMassemblyMofMIwagakiMoysterYMvrassostreaMnipponaYMandMcomparativeM
evolutionaryManalysisMofMsalinityZstressMresponseMgenesMinMvrassostreaMoystersaMMarinehGenomicsYM
2021YMhiYMdcckch

1.9 1

164 QTLMmappingMforMorangeMshellMcolorMandMsexMinMtheMPacificMoysterMUvrassostreaMgigasVaMAquacultureYM
2021YMhfcYMjfhjkd 4.4 4

163 MitogenomicMphylogenyMofMTrochoideaMUzastropodamMVetigastropodaVmMNewMinsightsMfromMincreasedM
completeMgenomesaMZoologicahScriptaYM2021YMhcYMgfZhj 2.5 0

162 PhylogenyMofMVeneridaeMUuivalviaVMbasedMonMmitochondrialMgenomesaMZoologicahScriptaYM2021YMhcYMhkZjc 2.5 3

161 zeneticMparametersMofMgrowthMandMsurvivalMinMtheMPacificMoysterMvrassostreaMgigasaMAquacultureh
ResearchYM2021YMheYMekeZelc 1.9 4

160 MolecularMIdentificationMofMwriedMShellfishMProductsMSoldMonMtheMMarketMUsingMwNtMuarcodingaM
JournalhofhOceanhUniversityhofhChinaYM2021YMecYMlfdZlfk 1 0

159 RelaxationMofMSelectiveMvonstraintMonMtheMUltraZLargeMMitochondrialMzenomesMofMtrcidaeMUMolluscamM
uivalviaVaMJournalhofhOceanhUniversityhofhChinaYM2021YMecYMddhjZddii 1 0

158
ShellMuiosynthesisMandMPigmentationMasMRevealedMbyMtheMxxpressionMofMTyrosinaseMandM
TyrosinaseZlikeMProteinMzenesMinMPacificMOysterMUvrassostreaMgigasVMwithMwifferentMShellMvolorsaM
MarinehBiotechnologyYM2021YMefYMjjjZjkl

3.4 3

157 –ybridizationMimprovedMstressMresistanceMinMtheMPacificMoystermMxvidenceMfromMphysiologicalMandM
immuneMresponsesaMAquacultureYM2021YMhghYMjfjeej 4.4 4

156 –ighMmacroZcollinearityMbetweenMvrassostreaMangulataMandMvaMgigasMgenomesMwasMrevealedMbyM
comparativeMgeneticMmappingMwithMtransferableMxSTZSNPMmarkersaMAquacultureYM2021YMhghYMjfjdkf 4.4

155 ReciprocalMhybridsMderivedMfromMvrassostreaMgigasMandMvaMangulataMexhibitMhighMheterosisMinMgrowthYM
survivalMandMthermotoleranceMinMnorthernMvhinaaMAquacultureYM2021YMhghYMjfjdjf 4.4 8

154 IntegratedManalysisMofMmicroRNtMandMmRNtMexpressionMprofilesMinMvrassostreaMgigasMtoMrevealM
functionalMmiRNtMandMmiRNtZtargetsMregulatingMshellMpigmentationaMScientifichReportsYM2020YMdcYMecefk 4.9 4
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153
vompleteMMitochondrialMzenomesMofMTwoMToxinZtccumulatedMNassariidsMUNeogastropodamM
NassariidaemMVMandMTheirMImplicationMforMPhylogenyaMInternationalhJournalhofhMolecularhSciencesYM2020YM
edYM

6.3 6

152
MitogenomicsMrevealsMphylogeneticMrelationshipsMofMtrcoidaMUMolluscaYMuivalviaVMandMmultipleM
independentMexpansionsMandMcontractionsMinMmitochondrialMgenomeMsizeaMMolecularhPhylogeneticsh
andhEvolutionYM2020YMdhcYMdcikhj

4.1 10

151 vrossbreedingMofMthreeMdifferentMshellMcolorMlinesMinMtheMPacificMoysterMrevealsMhighMheterosisMforM
survivalMbutMlowMheterosisMforMgrowthaMAquacultureYM2020YMhelYMjfhied 4.4 7

150 xvolutionMofMmitochondrialMgeneMarrangementsMinMtrcidaeMUuivalviamMtrcidaVMandMtheirMphylogeneticM
implicationsaMMolecularhPhylogeneticshandhEvolutionYM2020YMdhcYMdcikjl 4.1 0

149 RestrictionMsiteZassociatedMwNtMsequencingMURtwZseqVManalysisMinMPacificMoysterMvrassostreaMgigasM
basedMonMobservationMofMindividualMsexMchangesaMScientifichReportsYM2020YMdcYMlkjf 4.9 5

148 MolecularMidentificationMofMverithiidaeMUMolluscamMzastropodVMinM–ainanMislandYMvhinaaMMitochondrialh
DNAhParthA:hDNAhMappingvhSequencingvhandhAnalysisYM2020YMfdYMhjZif 1.3 1

147 wNtMbarcodingMforMidentificationMofMmarineMgastropodMspeciesMfromM–ainanMislandYMvhinaaMFisheriesh
ResearchYM2020YMeehYMdchhcg 2.3 6

146 MitogenomicMphylogenyMofMtheMNaticidaeMUzastropodamMLittorinimorphaVMrevealsMmonophylyMofMtheM
PolinicinaeaMZoologicahScriptaYM2020YMglYMelhZfci 2.5 4

145 PhylogeographyMofMtheMMarineMzastropodMReticunassaMfestivaMvomplexMUNassariidaeVMinMtheMvoastMofM
vhinaaMJournalhofhShellfishhResearchYM2020YMflYMgdl 1 1

144 xstimatingMheritabilityMforMmeatMcompositionMtraitsMinMtheMgoldenMshellMstrainMofMPacificMoysterM
UvrassostreaMgigasVaMAquacultureYM2020YMhdiYMjfghfe 4.4 4

143
vomparativeMmitogenomicManalysisMofMtheMsuperfamilyMTellinoideaMUMolluscamMuivalviaVmMInsightsMintoM
theMevolutionMofMtheMgeneMrearrangementsaMComparativehBiochemistryhandhPhysiologyhParthD:h
GenomicshandhProteomicsYM2020YMfiYMdccjfl

2 1

142
ValidationMofM–ousekeepingMzenesMforMzeneMxxpressionMtnalysisMinMIwagakiMOysterMUvrassostreaM
nipponaVMUnderMSalinityMStressMbyMQuantitativeMRealZTimeMPvRaMJournalhofhOceanhUniversityhofhChinaYM
2020YMdlYMdggdZdggi

1 0

141 yertilizationYMsurvivalMandMgrowthMofMhybridsMbetweenMvrassostreaMgigasMandMvrassostreaMsikameaaM
FisherieshScienceYM2019YMkhYMkedZkek 1.9 9

140 zeneticMvariabilityMofManMorangeZshellMlineMofMtheMPacificMoysterMvrassostreaMgigasMduringMartificialM
selectionMinferredMfromMmicrosatellitesMandMmitochondrialMvOIMsequencesaMAquacultureYM2019YMhckYMdhlZdii4.4 11

139 yertilizationYMsurvivalMandMgrowthMofMreciprocalMcrossesMbetweenMtwoMoystersYMvrassostreaMgigasMandM
vrassostreaMnipponaaMAquacultureYM2019YMhcjYMldZli 4.4 8

138 MitogenomicMphylogenyMofMNassariusMUzastropodamMNeogastropodaVaMZoologicahScriptaYM2019YMgkYMfceZfde2.5 4

137 InheritanceMofMshellMpigmentationMinMPacificMoysterMvrassostreaMgigasaMAquacultureYM2019YMhdeYMjfgegl 4.4 10

136 MassMSelectionMforMzrowthMImprovementMinMulackMShellMLineMofMPacificMOysterMvrassostreaMgigasaM
JournalhofhOceanhUniversityhofhChinaYM2019YMdkYMdgddZdgdi 1 4

(2019-2020)
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135 TheMcompleteMmitochondrialMgenomeMofM–arpagoMchiragraMandMLambisMlambisMUzastropodamM
StromboideaVmMimplicationsMonMtheMLittorinimorphaMphylogenyaMScientifichReportsYM2019YMlYMdjikf 4.9 6

134
zeneticMdiversityMandMeffectiveMpopulationMsizeMinMsuccessiveMmassMselectedMgenerationsMofMblackM
shellMstrainMPacificMoysterMUvrassostreaMgigasVMbasedMonMmicrosatellitesMandMmtwNtMdataaMAquaculture
YM2019YMhccYMffkZfgi

4.4 9

133 tnMintegratedMgeneticMmapMbasedMonMxSTZSNPsMandMQTLManalysisMofMshellMcolorMtraitsMinMPacificMoysterM
vrassostreaMgigasaMAquacultureYM2018YMgleYMeeiZefi 4.4 11

132 OocyteMmaturationMandMoriginMofMtheMgermlineMasMrevealedMbyMtheMexpressionMofMNanosZlikeMinMtheM
PacificMoysterMvrassostreaMgigasaMGeneYM2018YMiifYMgdZhc 3.8 9

131 vomparativeMmitogenomicManalysisMrevealsMcrypticMspeciesMinMReticunassaMfestivaMUNeogastropodamM
NassariidaeVaMGeneYM2018YMiieYMkkZli 3.8 10

130 TranscriptionalMprofilingMofMlongMnonZcodingMRNtsMinMmantleMofMvrassostreaMgigasMandMtheirM
associationMwithMshellMpigmentationaMScientifichReportsYM2018YMkYMdgfi 4.9 29

129 TheMcompleteMmitochondrialMgenomeMofMwosiniaMjaponicaMUuivalviamMVeneridaeVaMConservationh
GeneticshResourcesYM2018YMdcYMfjhZfjk 0.8 2

128 MultipleMreversalsMofMstrandMasymmetryMinMmolluscsMmitochondrialMgenomesYMandMconsequencesMforM
phylogeneticMinferencesaMMolecularhPhylogeneticshandhEvolutionYM2018YMddkYMeeeZefd 4.1 14

127 TheMimpactMofMsuccessiveMmassMselectionMonMpopulationMgeneticMstructureMinMtheMPacificMoysterM
UvrassostreaMgigasVMrevealedMbyMmicrosatelliteMmarkersaMAquaculturehInternationalYM2018YMeiYMddfZdeh 2.6 6

126 –eritabilityMestimateMforMmantleMedgeMpigmentationMandMcorrelationMwithMshellMpigmentationMinMtheM
whiteZshellMstrainMofMPacificMoysterYMvrassostreaMgigasaMAquacultureYM2018YMgkeYMjfZjj 4.4 19

125 uiochemicalMvompositionMandMNutritionalMValueMofMwifferentMShellMvolorMStrainsMofMPacificMOysterM
vrassostreaMgigasaMJournalhofhOceanhUniversityhofhChinaYM2018YMdjYMkljZlcg 1 17

124 IdentificationMofMSixMNassaridMSnailsMUsingvOIZuasedMRestrictionMyragmentMLengthMPolymorphismaM
JournalhofhShellfishhResearchYM2018YMfjYMeflZegf 1 1

123 wNtMmethylationMfrequencyMandMepigeneticMvariabilityMofMtheMPacificMoysterMvrassostreaMgigasMinM
relationMtoMtheMgametogenesisaMFisherieshScienceYM2018YMkgYMjklZjlj 1.9 9

122 TheMeffectMofMtemperatureMonMphysiologicalMenergeticsMofMaMfastZgrowingMselectiveMstrainMandMaM
hatcheryMpopulationMofMtheMPacificMoysterMUvrassostreaMgigasVaMAquaculturehResearchYM2018YMglYMekggZekhd1.9 4

121 xpigeneticMvariationMofMwildMpopulationsMofMtheMPacificMoysterMvrassostreaMgigasMdeterminedMbyM
methylationZsensitiveMamplifiedMpolymorphismManalysisaMFisherieshScienceYM2018YMkgYMidZjc 1.9 6

120 vrypticMgeneticMdiversityMofMNeveritaMdidymaMinMtheMcoastMofMvhinaMrevealedMbyMphylogeographicM
analysismMimplicationsMforMmanagementMandMconservationaMConservationhGeneticsYM2018YMdlYMejhZeke 2.6 6

119 vomparativeManalysesMofMtheMcompleteMmitochondrialMgenomesMofMwosiniaMclamsMandMtheirM
phylogeneticMpositionMwithinMVeneridaeaMPLoShONEYM2018YMdfYMecdligii 3.7 15

118
xstimatesMofMLinkageMwisequilibriumMandMxffectiveMPopulationMSizeMinMWildMandMSelectedMPopulationsM
ofMtheMPacificMOysterMUsingMSingleZnucleotideMPolymorphismMMarkersaMJournalhofhthehWorldh
AquaculturehSocietyYM2017YMgkYMjldZkcd

2.5 7
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117 –eritabilityMestimatesMforMshellMcolorZrelatedMtraitsMinMtheMgoldenMshellMstrainMofMPacificMoysterMUM
vrassostreaMgigasMVMusingMaMmolecularMpedigreeaMAquacultureYM2017YMgjiYMihZjd 4.4 14

116 RelationshipMbetweenMsingleMnucleotideMpolymorphismMofMglycogenMsynthaseMgeneMofMPacificMoysterM
vrassostreaMgigasMandMitsMglycogenMcontentaMJournalhofhOceanhUniversityhofhChinaYM2017YMdiYMdikZdjg 1 6

115 vompleteMmitochondrialMgenomeMsequenceMofMvucullaeaMlabiataMUtrcoidamMvucullaeidaeVMandM
phylogeneticMimplicationsaMGeneshandhGenomicsYM2017YMflYMkijZkjh 2.1 4

114 IdentificationMofMconservedMproteinsMfromMdiverseMshellMmatrixMproteomeMinMvrassostreaMgigasmM
characterizationMofMgeneticMbasesMregulatingMshellMformationaMScientifichReportsYM2017YMjYMghjhg 4.9 36

113 vomparisonMofMmicrosatellitesMandMSNPsMforMpedigreeManalysisMinMtheMPacificMoysterMvrassostreaM
gigasaMAquaculturehInternationalYM2017YMehYMdhcjZdhdl 2.6 8

112 PhylogeographyMofMbivalveMMeretrixMpetechialisMinMtheMNorthwesternMPacificMindicatedMbyM
mitochondrialMandMnuclearMwNtMdataaMPLoShONEYM2017YMdeYMecdkfeed 3.7 16

111
vrypticMdiversityMofMmarineMgastropodMMonodontaMlabioMUTrochidaeVmMdidMtheMearlyMPleistoceneMglacialM
isolationMandMseaMsurfaceMtemperatureMgradientMjointlyMdriveMdiversificationMofMsisterMspeciesMandborM
subspeciesMinMtheMNorthwesternMPacificraMMarinehEcologyYM2017YMfkYMedeggf

1.4 16

110 zeneticMdiversityMandMoutlierMlociMdetectingMofMshellMcolorMvariationMinMtheMPacificMoysterMUvrassostreaM
gigasVMbyMSNPMmarkersaMAquatichLivinghResourcesYM2017YMfcYMdc 1.5 6

109 LimitedMlocomotiveMabilityMrelaxedMselectiveMconstraintsMonMmolluscsMmitochondrialMgenomesaM
ScientifichReportsYM2017YMjYMdciek 4.9 11

108 xstimatesMofM–eritabilityMforMzrowthMandMShellMvolorMTraitsMandMTheirMzeneticMvorrelationsMinMtheM
ulackMShellMStrainMofMPacificMOysterMvrassostreaMgigasaMMarinehBiotechnologyYM2017YMdlYMgedZgel 3.4 29

107 wNtMmethylationMchangesMdetectedMbyMmethylationZsensitiveMamplifiedMpolymorphismMinMtheMPacificM
oysterMUvrassostreaMgigasVMinMresponseMtoMsalinityMstressaMGeneshandhGenomicsYM2017YMflYMddjfZddkd 2.1 7

106 xxpressionMandMwNtMmethylationMpatternMofMreproductionZrelatedMgenesMinMpartiallyMfertileMtriploidM
PacificMoystersMvrassostreaMgigasaMGeneshandhGenomicsYM2017YMflYMlljZdcci 2.1 3

105 TheMeffectMofMinterstrainMhybridizationMonMtheMproductionMperformanceMinMtheMPacificMoysterM
vrassostreaMgigasaMAquacultureYM2017YMgjeYMggZgl 4.4 16

104 vompleteMmitochondrialMgenomeMofMOstreaMdenselamellosaMUuivalviaYMOstreidaeVaMMitochondrialhDNA
YM2016YMejYMjddZe 1

103 wNtMbarcodingMofMtrueMlimpetsMUOrderMPatellogastropodaVMalongMcoastMofMvhinamMaMcaseMstudyaM
MitochondrialhDNAhParthA:hDNAhMappingvhSequencingvhandhAnalysisYM2016YMejYMefdcZg 1.3 6

102 xvaluationMofMtheMefficacyMofMtwelveMmitochondrialMproteinZcodingMgenesMasMbarcodesMforMmolluskM
wNtMbarcodingaMMitochondrialhDNAYM2016YMejYMdffiZl 2

101 zeneticMvariationMassessedMwithMmicrosatellitesMinMmassMselectionMlinesMofMtheMPacificMoysterM
UvrassostreaMgigasVMinMvhinaaMJournalhofhOceanhUniversityhofhChinaYM2016YMdhYMdcflZdcgh 1 9

100 wNtMbarcodingMrevealMpatternsMofMspeciesMdiversityMamongMnorthwesternMPacificMmolluscsaMScientifich
ReportsYM2016YMiYMfffij 4.9 20

(2016-2017)
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99 MicrosatelliteZcentromereMmappingMinMöapaneseMscallopMUPatinopectenMyessoensisVMthroughM
halfZtetradManalysisMinMgynogeneticMdiploidMfamiliesaMJournalhofhOceanhUniversityhofhChinaYM2016YMdhYMhgdZhgk1 4

98 vharacterizationYMexpressionYMandMfunctionalManalysisMofMtestisZspecificMserinebthreonineMkinaseMdM
UTsskdVMinMtheMpenMshellMttrinaMpectinataaMInvertebratehReproductionhandhDevelopmentYM2016YMicYMddkZdeh 0.7 7

97 NewMinsightMintoMtheMphylogenyMofMSinonovaculaMUuivalviamMSolecurtidaeVMrevealedMbyMcomprehensiveM
wNtMbarcodingManalysesMofMtwoMmitochondrialMgenesaMMitochondrialhDNAYM2016YMejYMdhhgZj 0

96 LinkageMdisequilibriumMinMwildMandMculturedMpopulationsMofMPacificMoysterMUvrassostreaMgigasVaM
JournalhofhOceanhUniversityhofhChinaYM2016YMdhYMfejZfff 1 2

95 wevelopmentMofMthreeMmultiplexMPvRMprimerMsetsMforMarkMshellMUScapharcaMbroughtoniiVMandMtheirM
validationMinMparentageMassignmentaMJournalhofhOceanhUniversityhofhChinaYM2016YMdhYMfddZfdj 1 4

94 InheritanceMandMVariationMofMzenomicMwNtMMethylationMinMwiploidMandMTriploidMPacificMOysterM
UvrassostreaMgigasVaMMarinehBiotechnologyYM2016YMdkYMdegZfe 3.4 18

93 zeneticMVariationMandMureedingMSignatureMinMMassMSelectionMLinesMofMtheMPacificMOysterMUvrassostreaM
gigasVMtssessedMbyMSNPMMarkersaMPLoShONEYM2016YMddYMecdhckik 3.7 11

92 –ighMthroughputMsequencingMofMsmallMRNtsMtranscriptomesMinMtwoMvrassostreaMoystersMidentifiesM
microRNtsMinvolvedMinMosmoticMstressMresponseaMScientifichReportsYM2016YMiYMeeikj 4.9 30

91 vompleteMmitochondrialMgenomesMofMTrisidosMkiyoniMandMPotiarcaMpilulamMVariedMmitochondrialM
genomeMsizeMandMhighlyMrearrangedMgeneMorderMinMtrcidaeaMScientifichReportsYM2016YMiYMffjlg 4.9 6

90 IdentificationMofMcandidateMtyLPMmarkersMforMshellMcolorMofMtheMPacificMoysterMUvrassostreaMgigasVM
underMartificialMselectionaMBiochemicalhSystematicshandhEcologyYM2016YMiiYMeclZedh 1.4 3

89 zeneMvoZxxpressionMNetworkMtnalysisMRevealsMtheMvorrelationMPatternsMtmongMzenesMinMxuryhalineM
tdaptationMofMvrassostreaMgigasaMMarinehBiotechnologyYM2016YMdkYMhfhZhgg 3.4 11

88
wevelopmentMofMzeneZderivedMSNPMMarkersMandMTheirMtpplicationMforMtheMtssessmentMofMzeneticM
wiversityMinMWildMandMvulturedMPopulationsMinMSeaMvucumberYtpostichopusMjaponicusaMJournalhofhtheh
WorldhAquaculturehSocietyYM2016YMgjYMkjfZkkk

2.5 4

87
MolecularMphylogenyMofMtrcoideaMwithMemphasisMonMtrcidaeMspeciesMUuivalviamMPteriomorphiaVMalongM
theMcoastMofMvhinamMchallengesMtoMcurrentMclassificationMofMarcoidsaMMolecularhPhylogeneticshandh
EvolutionYM2015YMkhYMdklZli

4.1 7

86 IdentificationMofMSingleZLocusMPvRZuasedMMarkersMLinkedMtoMShellMuackgroundMvolorMinMtheMPacificM
OysterMUvrassostreaMgigasVaMMarinehBiotechnologyYM2015YMdjYMihhZie 3.4 12

85 MitochondrialMphylogeographyMofMaMsurfMclamMMactraMveneriformisMinMtheMxastMvhinaMSeamMzeneticM
homogeneityMacrossMtwoMbiogeographicMboundariesaMBiochemicalhSystematicshandhEcologyYM2015YMidYMglfZhcc1.4 6

84 zeneticMvariationMandMpopulationMstructureMofMtheMPacificMoysterMvrassostreaMgigasMinMtheM
northwesternMPacificMinferredMfromMmitochondrialMvOIMsequencesaMFisherieshScienceYM2015YMkdYMdcjdZdcke 1.9 15

83
vompleteMmitochondrialMgenomeMofMtnadaraMvellicataMUuivalviamMtrcidaeVmMtMuniqueMgeneMorderMandM
largeMatypicalMnonZcodingMregionaMComparativehBiochemistryhandhPhysiologyhParthD:hGenomicshandh
ProteomicsYM2015YMdiYMjfZke

2 5

82 TheMcompleteMmitochondrialMgenomeMofMScapharcaMkagoshimensisMUuivalviamMtrcidaeVaMMitochondrialh
DNAYM2015YMeiYMlhjZk 7
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81 UtilityMofMwNtMbarcodingMforMTellinoideamMaMcomparisonMofMdistanceYMcoalescentMandMcharacterZbasedM
methodsMonMmultipleMgenesaMMarinehBiotechnologyYM2015YMdjYMhhZih 3.4 6

80 vomparativeMTranscriptomeMtnalysisMofMtheMPacificMOysterMvrassostreaMgigasMvharacterizedMbyMShellM
volorsmMIdentificationMofMzeneticMuasesMPotentiallyMInvolvedMinMPigmentationaMPLoShONEYM2015YMdcYMecdghehj3.7 60

79 TheMcompleteMmitochondrialMwNtMofMTegillarcaMgranosaMandMcomparativeMmitogenomicManalysesMofM
threeMtrcidaeMspeciesaMGeneYM2015YMhhjYMidZjc 3.8 16

78 MendelianMinheritanceMofMgoldenMshellMcolorMinMtheMPacificMoysterMvrassostreaMgigasaMAquacultureYM
2015YMggdYMedZeg 4.4 33

77 zeneticMdiversityMandMpopulationMstructureMofMtheMarkMshellMScapharcaMbroughtoniiMalongMtheMcoastMofM
vhinaMbasedMonMmicrosatellitesaMBiochemicalhSystematicshandhEcologyYM2015YMhkYMefhZegd 1.4 9

76 PopulationMsubdivisionMofMtheMsurfMclamMMactraMchinensisMinMtheMxastMvhinaMSeamMvhangjiangMRiverM
outflowMisMnotMtheMsoleMdriveraMPeerJYM2015YMfYMedegc 3.1 9

75 vomparativeMphylogeographyMinMmarginalMseasMofMtheMnorthwesternMPacificaMMolecularhEcologyYM2014
YMefYMhfgZgk 5.7 110

74 tdditionalMlinesMofMevidenceMprovideMnewMinsightsMintoMspeciesMdiversityMofMtheMPaphiaMsubgenusM
ProtapesMUMolluscaYMuivalviaYMVeneridaeVMinMseasMofMsouthMvhinaaMMarinehBiodiversityYM2014YMggYMhhZid 1.4 3

73 TheMeffectMofMchemicalMcuesMonMtheMsettlementMofMseaMcucumberMUtpostichopusMjaponicusVMlarvaeaM
JournalhofhOceanhUniversityhofhChinaYM2014YMdfYMfedZffc 1 6

72 zenomeZwideManalysisMofMsimpleMsequenceMrepeatsMinMmarineManimalsZaMcomparativeMapproachaM
MarinehBiotechnologyYM2014YMdiYMicgZdl 3.4 18

71 QTLMmappingMforMglycogenMcontentMandMshellMpigmentationMinMtheMPacificMoysterMvrassostreaMgigasM
usingMmicrosatellitesMandMSNPsaMAquaculturehInternationalYM2014YMeeYMdkjjZdkkl 2.6 30

70 MolecularMcloningMandMdifferentialMexpressionMinMtissuesMofMaMtyrosinaseMgeneMinMtheMPacificMoysterM
vrassostreaMgigasaMMolecularhBiologyhReportsYM2014YMgdYMhgcfZdd 2.8 15

69
vomparativeMassessmentMofMgenomicMSSRYMxSTâ��SSRMandMxSTâ��SNPMmarkersMforMevaluationMofMtheM
geneticMdiversityMofMwildMandMculturedMPacificMoysterYMvrassostreaMgigasMThunbergaMAquacultureYM2014YM
gecZgedYMSkhZSld

4.4 22

68 vomparativeMtranscriptomeManalysisMofMtwoMoystersYMvrassostreaMgigasMandMvrassostreaM
hongkongensisMprovidesMinsightsMintoMadaptationMtoMhypoZosmoticMconditionsaMPLoShONEYM2014YMlYMedddldh3.7 29

67 IdentificationMandMmappingMofMaMSvtRMmarkerMlinkedMtoMaMlocusMinvolvedMinMshellMpigmentationMofMtheM
PacificMoysterMUvrassostreaMgigasVaMAquacultureYM2014YMgfgYMeglZehf 4.4 18

66 zenotypingMbasedMonMtelomericMmicrosatelliteMlociMforMverifyingMtriploidyMinMtheMPacificMoysterYM
vrassostreaMgigasaMBiochemicalhSystematicshandhEcologyYM2014YMhgYMfeiZffe 1.4 3

65 tssociationMbetweenMpolymorphismMinMtheMinsulinMreceptorZrelatedMreceptorMgeneMandMgrowthMtraitsM
inMtheMPacificMoysterMvrassostreaMgigasaMBiochemicalhSystematicshandhEcologyYM2014YMhgYMdggZdgl 1.4 10

64 SNPMminingMinMvrassostreaMgigasMxSTMdatamMtransferabilityMtoMfourMotherMvrassostreaMspeciesYM
phylogeneticMinferencesMandMoutlierMSNPsMunderMselectionaMPLoShONEYM2014YMlYMedckehi 3.7 10

(2014-2015)
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63 MitogenomeMevidenceMforMtheMexistenceMofMcrypticMspeciesMinMvoelomactraMantiquataaMGeneshandh
GenomicsYM2013YMfhYMilfZjcd 2.1 9

62 IsolationMandMcharacterizationMofMefMmicrosatelliteMlociMinMtheMveinedMrapaMwhelkMURapanaMvenosaVaM
ConservationhGeneticshResourcesYM2013YMhYMdcglZdchd 0.8 5

61 IsolationMandMcharacterizationMofMdkMpolymorphicMmicrosatelliteMlociMinMtheMsurfMclamMUMactraM
veneriformisVaMConservationhGeneticshResourcesYM2013YMhYMifhZifj 0.8 1

60 IsolationMandMcharacterizationMofMdgMmicrosatelliteMlociMinMMacridiscusMsemicancellataMUβochMinM
PhilippiYMdkgfVaMConservationhGeneticshResourcesYM2013YMhYMfljZfll 0.8

59
ReproductiveMcycleMandMseasonalMvariationsMinMlipidMcontentMandMfattyMacidMcompositionMinMgonadMofM
theMcockleMyulviaMmuticaMinMrelationMtoMtemperatureMandMfoodaMJournalhofhOceanhUniversityhofhChinaYM
2013YMdeYMgejZgff

1 10

58
wevelopmentMandMValidationMofMSingleZnucleotideMPolymorphismMMarkersMinMtheMPacificMOysterYM
vrassostreaMgigasYMUsingM–ighZresolutionMMeltingMtnalysisaMJournalhofhthehWorldhAquaculturehSocietyYM
2013YMggYMghhZgih

2.5 20

57 PolymorphismMinMtheMinsulinZrelatedMpeptideMgeneMandMitsMassociationMwithMgrowthMtraitsMinMtheM
PacificMoysterMvrassostreaMgigasaMBiochemicalhSystematicshandhEcologyYM2013YMgiYMfiZgf 1.4 19

56 zeneticMpositioningMofMcentromeresMthroughMhalfZtetradManalysisMinMgynogeneticMdiploidMfamiliesMofM
theMZhikongMscallopMUvhlamysMfarreriVaMMarinehBiotechnologyYM2013YMdhYMdZdh 3.4 7

55 xstimatesMofMgeneticMparametersMforMgrowthZrelatedMtraitsMinMadultMvrassostreaMgigasaMJournalhofh
FisheryhScienceshofhChinaYM2013YMdlYMjccZjci 1.8 2

54 ThirdMgenerationMevaluationMofMtheMPacificMoysterUvrassostreaMgigasVMbreedingMlinesMselectedMforMfastM
growthaMJournalhofhFisherieshofhChinaYM2013YMfjYMdgkj 2

53 wNtMbarcodingMofMvaenogastropodaMalongMcoastMofMvhinaMbasedMonMtheMvOIMgeneaMMolecularhEcologyh
ResourcesYM2012YMdeYMeclZdk 8.4 22

52 wNtMbarcodingManalysisMofMvoleoideaMUMolluscamMvephalopodaVMfromMvhineseMwatersaMMolecularh
EcologyhResourcesYM2012YMdeYMgfjZgj 8.4 51

51 TheMcompleteMmitochondrialMgenomeMofMtheMgrandMjackknifeMclamYMSolenMgrandisMUuivalviamM
SolenidaeVmMaMnovelMgeneMorderMandMunusualMnonZcodingMregionaMMolecularhBiologyhReportsYM2012YMflYMdekjZle2.8 19

50 MultigeneMbarcodingMandMphylogenyMofMgeographicallyMwidespreadMmuricidsMUzastropodamM
NeogastropodaVMalongMtheMcoastMofMvhinaaMMarinehBiotechnologyYM2012YMdgYMedZfg 3.4 19

49 TheMcompleteMmitochondrialMgenomeMofMSolenMstrictusMUuivalviamMSolenidaeVaMMitochondrialhDNAYM
2012YMefYMddeZg 5

48 TheMcompleteMmitochondrialMgenomesMofMsixMheterodontMbivalvesMUTellinoideaMandMSolenoideaVmM
variableMgeneMarrangementsMandMphylogeneticMimplicationsaMPLoShONEYM2012YMjYMefefhf 3.7 47

47 PhylogeographyMofMbivalveMvyclinaMsinensismMtestingMtheMhistoricalMglaciationsMandMvhangjiangMRiverM
outflowMhypothesesMinMnorthwesternMPacificaMPLoShONEYM2012YMjYMeglgkj 3.7 49

46 IsolationMandMcharacterizationMofMecMmicrosatelliteMlociMinMNeveritaMdidymaMURˆ¶dingMdjlkVaM
ConservationhGeneticshResourcesYM2012YMgYMgjlZgkd 0.8 4
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45 ResponseMtoMselectionMforMfastMgrowthMinMtheMsecondMgenerationMofMPacificMoysterMUvrassostreaM
gigasVaMJournalhofhOceanhUniversityhofhChinaYM2012YMddYMgdfZgdk 1 37

44 wevelopmentMofMfourMmultiplexMPvRsMinMtheMZhikongMscallopMUvhlamysMfarreriVMandMtheirMvalidationMinM
parentageMassignmentaMBiochemicalhSystematicshandhEcologyYM2012YMggYMliZdcd 1.4 9

43 wNtMbarcodingMandMphylogenyMinMtheMfamilyMMactridaeMUuivalviamM–eterodontaVmMxvidenceMforMcrypticM
speciesaMBiochemicalhSystematicshandhEcologyYM2012YMggYMdigZdje 1.4 19

42 TaxonomyMofMMacridiscusMspeciesMUuivalviamVeneridaeVMfromMtheMwesternMPacificmMinsightMbasedMonM
molecularMevidenceYMwithMdescriptionMofMaMnewMspeciesaMJournalhofhMolluscanhStudiesYM2012YMjkYMdZdd 1.1 8

41 TranscriptomicMresponsesMtoMsalinityMstressMinMtheMPacificMoysterMvrassostreaMgigasaMPLoShONEYM2012YM
jYMegiegg 3.7 113

40 MonophylyYMdistanceMandMcharacterZbasedMmultigeneMbarcodingMrevealMextraordinaryMcrypticM
diversityMinMNassariusmMaMcomplexMandMdangerousMcommunityaMPLoShONEYM2012YMjYMegjeji 3.7 22

39 xffectsMofMTemperatureMandMSalinityMonMLarvalMzrowthYMSurvivalYMandMwevelopmentMofMtheMSeaM
vucumberMtpostichopusMjaponicusaMNorthhAmericanhJournalhofhAquacultureYM2011YMjfYMeliZfcf 1.5 7

38 MicrosatelliteZcentromereMmappingMinMseaMcucumberMUtpostichopusMjaponicusVMusingMgynogeneticM
diploidMfamiliesaMAquacultureYM2011YMfdlYMijZjd 4.4 6

37
tdditionalMgeneMdataMandMincreasedMsamplingMgiveMnewMinsightsMintoMtheMphylogeneticMrelationshipsM
ofMNeogastropodaYMwithinMtheMcaenogastropodMphylogeneticMframeworkaMMolecularhPhylogeneticsh
andhEvolutionYM2011YMidYMgehZfh

4.1 42

36 vOIZbasedMwNtMbarcodingMofMtrcoidaMspeciesMUuivalviamMPteriomorphiaVMalongMtheMcoastMofMvhinaaM
MolecularhEcologyhResourcesYM2011YMddYMgfhZgd 8.4 22

35 IdentifyingMtheMtrueMoystersMUuivalviamMOstreidaeVMwithMmitochondrialMphylogenyMandMdistanceZbasedM
wNtMbarcodingaMMolecularhEcologyhResourcesYM2011YMddYMkecZfc 8.4 59

34 MolecularMphylogenyMofMvenusMclamsMUMolluscaYMuivalviaYMVeneridaeVMwithMemphasisMonMtheM
systematicMpositionMofMtaxaMalongMtheMcoastMofMmainlandMvhinaaMZoologicahScriptaYM2011YMgcYMeicZejd 2.5 33

33 MicrosatellitesMrevealMfineZscaleMgeneticMstructureMofMtheMvhineseMsurfMclamMMactraMchinensisM
UMolluscaYMuivalviaYMMactridaeVMinMNorthernMvhinaaMMarinehEcologyYM2011YMfeYMgkkZglj 1.4 30

32 vrypticMdiversityMinMtheMpenMshellMttrinaMpectinataMUuivalviamMPinnidaeVmMhighMdivergenceMandM
hybridizationMrevealedMbyMmolecularMandMmorphologicalMdataaMMolecularhEcologyYM2011YMecYMgffeZgh 5.7 48

31 wNtMbarcodingMandMphylogeneticManalysisMofMPectinidaeMUMolluscamMuivalviaVMbasedMonMmitochondrialM
vOIMandMdiSMrRNtMgenesaMMolecularhBiologyhReportsYM2011YMfkYMeldZl 2.8 60

30 SelectionMresponseMandMrealizedMheritabilityMforMgrowthMinMthreeMstocksMofMtheMPacificMoysterM
vrassostreaMgigasaMFisherieshScienceYM2011YMjjYMigfZigk 1.9 79

29 SeasonalMchangesMofMoestradiolZdj˛†MandMtestosteroneMconcentrationsMinMtheMgonadMofMtheMrazorMclamM
SinonovaculaMconstrictaMULamarckYMdkdkVaMJournalhofhMolluscanhStudiesYM2011YMjjYMddiZdee 1.1 27

28 zametogenicMcycleMandMbiochemicalMcompositionMofMtheMclamMMactraMchinensisMUMolluscamMuivalviaVmM
ImplicationsMforMaquacultureMandMwildMstockMmanagementaMMarinehBiologyhResearchYM2011YMjYMgcjZgdh 1 21

(2011-2012)
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27 –owMwNtMbarcodesMcomplementMtaxonomyMandMexploreMspeciesMdiversitymMtheMcaseMstudyMofMaMpoorlyM
understoodMmarineMfaunaaMPLoShONEYM2011YMiYMeedfei 3.7 48

26 vomparingMtheMusefulnessMofMdistanceYMmonophylyMandMcharacterZbasedMwNtMbarcodingMmethodsMinM
speciesMidentificationmMaMcaseMstudyMofMneogastropodaaMPLoShONEYM2011YMiYMeeiidl 3.7 53

25 wiscoveryMandMevaluationMofMexonZprimedMintronZcrossingMUxPIvVZPvRMmarkersMforMtheMPacificMoysterM
UvrassostreaMgigasVaMAquaculturehResearchYM2010YMgdYMefidZefih 1.9

24 wevelopmentMandMvharacterizationMofMgjMzenicMMicrosatelliteMMarkersMofMtheMLoachYMisgurnusM
anguillicaudatusaMJournalhofhthehWorldhAquaculturehSocietyYM2010YMgdYMdifZdij 2.5 5

23 TheMxffectMofMwifferentMSubstratesMonMLarvaeMSettlementMinMSeaMvucumberYtpostichopusM
japonicusSelenkaaMJournalhofhthehWorldhAquaculturehSocietyYM2010YMgdYMdefZdfc 2.5 11

22 xffectsMofMxnvironmentalMyactorsMonMLarvalMSettlementMofMSeaMvucumberYMtpostichopusMjaponicusM
USelenkaVaMJournalhofhthehWorldhAquaculturehSocietyYM2010YMgdYMlfiZlgd 2.5 3

21 SeasonalMchangesMinMreproductiveMactivityMandMbiochemicalMcompositionMofMtheMrazorMclamM
SinonovaculaMconstrictaMULamarckMdkdkVaMMarinehBiologyhResearchYM2010YMiYMjkZkk 1 25

20
SeasonalMVariationsMinMuiochemicalMvompositionMandMReproductiveMtctivityMofMVenusMvlamvyclinaM
sinensisUzmelinVMfromMtheMYellowMRiverMweltaMinMNorthernMvhinaMinMRelationMtoMxnvironmentalM
yactorsaMJournalhofhShellfishhResearchYM2010YMelYMldZll

1 11

19 vharacterizationMofMgenicMmicrosatelliteMmarkersMderivedMfromMexpressedMsequenceMtagsMinMPacificM
abaloneMU–aliotisMdiscusMhannaiVaMChinesehJournalhofhOceanologyhandhLimnologyYM2010YMekYMgiZhg 12

18 xffectMofMstarvationMonMbiochemicalMcompositionMandMgametogenesisMinMtheMPacificMoysterM
vrassostreaMgigasaMFisherieshScienceYM2010YMjiYMjfjZjgh 1.9 22

17 IsolationMandMcharacterizationMofMdlMmicrosatelliteMmarkersMfromMtheMvhineseMsurfMclamMUMactraM
chinensisVaMConservationhGeneticshResourcesYM2010YMeYMejZfc 0.8 7

16 IsolationMandMcharacterizationMofMpolymorphicMmicrosatelliteMlociMinMtheMgrandMjackknifeMclamMSolenM
grandisMUuivalviamMVeneroidaVaMGeneshandhGenomicsYM2010YMfeYMdldZdlj 2.1 5

15 zeneticMvariationMandMdifferentiationMinMwideMrangingMpopulationsMofMrazorMclamMUSinonovaculaM
constrictaVMinferredMfromMtyLPMmarkersaMJournalhofhOceanhUniversityhofhChinaYM2010YMlYMeljZfce 1 3

14 MicrosatellitesMwithinMgenesMandMxSTsMofMtheMPacificMoysterMvrassostreaMgigasMandMtheirM
transferabilityMinMfiveMotherMvrassostreaMspeciesaMElectronichJournalhofhBiotechnologyYM2009YMdeYM 3.1 7

13 zeneticMandMmorphologicalMvariationMinMtheMvenusMclamMvyclinaMsinensisMalongMtheMcoastMofMvhinaaM
HydrobiologiaYM2009YMifhYMeejZefh 2.4 15

12 vharacterizationMofMexpressedMsequenceMtagZderivedMsingleZnucleotideMpolymorphismsMinMtheMbayM
scallopMtrgopectenMirradiansMirradiansaMFisherieshScienceYM2009YMjhYMdfklZdgcc 1.9 7

11 zeneticMevidenceMforMtheMexistenceMofMcrypticMspeciesMinManMendangeredMclamMvoelomactraM
antiquataaMMarinehBiologyYM2009YMdhiYMdhcjZdhdh 2.5 32

10 zeneticMdiversityMandMpopulationMstructureMofMtheMgoldenMcuttlefishYMSepiaMesculentaMUvephalopodamM
SepiidaeVMindicatedMbyMmicrosatelliteMwNtMvariationsaMMarinehEcologyYM2009YMfcYMggkZghg 1.4 8
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9 InheritanceMofMtyLPMmarkersMandMtheirMuseMforMgeneticMdiversityManalysisMinMwildMandMfarmedMscallopM
UvhlamysMfarreriVaMAquacultureYM2009YMekjYMijZjg 4.4 10

8 Microsatelliteâ��centromereMmappingMinMzhikongMscallopMUvhlamysMfarreriVMthroughMhalfZtetradM
analysisMinMwZshapedMlarvaeMofMgynogeneticMdiploidMfamiliesaMAquacultureYM2009YMelfYMelZfg 4.4 7

7 IdentificationMandMcharacterizationMofMmicrosatelliteMmarkersMfromMtheMstarfishMtsterinaMpectiniferaM
expressedMsequenceMtagsaMMolecularhEcologyhResourcesYM2009YMlYMdfjZl 8.4 1

6 wevelopmentMofMexpressedMsequenceMtagZderivedMmicrosatelliteMmarkersMforMtheMseaMurchinM
–emicentrotusMpulcherrimusaMMolecularhEcologyhResourcesYM2008YMkYMdheZg 8.4 5

5 tMfirstZgenerationMgeneticMmapMofMtheMöapaneseMscallopMPatinopectenMyessoensisZbasedMtyLPMandM
microsatelliteMmarkersaMAquaculturehResearchYM2008YMgcYMfhZgf 1.9 10

4 xstradiolZdj˛†MandMtestosteroneMlevelsMinMtheMcockleMyulviaMmuticaMduringMtheMannualMreproductiveM
cycleaMNewhZealandhJournalhofhMarinehandhFreshwaterhResearchYM2008YMgeYMgdjZgeg 1.3 17

3 zeneticMstructureMofMtheMveinedMrapaMwhelkMURapanaMvenosaVMpopulationsMalongMtheMcoastMofMvhinaaM
BiochemicalhGeneticsYM2008YMgiYMhflZgk 2.4 14

2 zeneticMandMmorphologicalMdifferentiationMinMtheMclamMvoelomactraMantiquataMUuivalviamMVeneroidaVM
alongMtheMcoastMofMvhinaaMJournalhofhExperimentalhMarinehBiologyhandhEcologyYM2007YMfgfYMddcZddj 2.1 20

1 zeneticMcomparisonMofMculturedMandMwildMpopulationsMofMtheMclamMvoelomactraMantiquataMUSpenglerVM
inMvhinaMusingMtyLPMmarkersaMAquacultureYM2007YMejdYMdheZdid 4.4 9
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