47

papers

48

all docs

236925

3,618 25
citations h-index
48 48
docs citations times ranked

223800
46

g-index

5095

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

An Aboriginal Australian Genome Reveals Separate Human Dispersals into Asia. Science, 2011, 334, 94-98.

A genomic history of Aboriginal Australia. Nature, 2016, 538, 207-214. 27.8 439

Genomic analyses inform on migration events during the peopling of Eurasia. Nature, 2016, 538,
238-242.

A recent bottleneck of Y chromosome diversity coincides with a global change in culture. Genome 5.5 348
Research, 2015, 25, 459-466. )

Pig Domestication and Human-Mediated Dispersal in Western Eurasia Revealed through Ancient DNA
and Geometric Morphometrics. Molecular Biology and Evolution, 2013, 30, 824-832.

Multiple Deeply Divergent Denisovan Ancestries in Papuans. Cell, 2019, 177, 1010-1021.e32. 28.9 181

Ancient DNA reveals male diffusion through the Neolithic Mediterranean route. Proceedings of the
National Academy of Sciences of the United States of America, 2011, 108, 9788-9791.

Ancient DNA suggests the leading role played by men in the Neolithic dissemination. Proceedings of 71 103
the National Academy of Sciences of the United States of America, 2011, 108, 18255-18259. :

Ancient pigs reveal a near-complete genomic turnover followindg their introduction to Europe.
Proceedings of the National Academy of Sciences of the United States of America, 2019, 116, 17231-17238.

Genomic landscape of human diversity across Madagascar. Proceedings of the National Academy of 71 -
Sciences of the United States of America, 2017, 114, E6498-E6506. )

Genome-wide evidence of Austronesiand€“Bantu admixture and cultural reversion in a hunter-gatherer
group of Madagascar. Proceedings of the National Academy of Sciences of the United States of
America, 2014, 111, 936-941.

Selective sweep on human amylase genes postdates the split with Neanderthals. Scientific Reports, 3.3 7
2016, 6,37198. )

Malagasy Genetic Ancestry Comes from an Historical Malay Trading Post in Southeast Borneo.
Molecular Biology and Evolution, 2016, 33, 2396-2400.

Mitochondrial DNA and the Y chromosome suggest the settlement of Madagascar by Indonesian sea

nomad populations. BMC Genomics, 2015, 16, 191. 2.8 61

STR-genotyping from human medieval tooth and bone samples. Forensic Science International, 2005,
151, 31-35.

Strong selection during the last millennium for African ancestry in the admixed population of

Madagascar. Nature Communications, 2018, 9, 932. 12.8 57

Population structure of modern-day Italians reveals patterns of ancient and archaic ancestries in

Southern Europe. Science Advances, 2019, 5, eaaw3492.

Multi-layered population structure in Island Southeast Asians. European Journal of Human Genetics, 0.8 50
2016, 24,1605-1611. ’



20

22

24

26

28

30

32

34

36

FRANASOIS XAVIER RICAUT

ARTICLE IF CITATIONS
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network. Scientific Reports, 2017, 7, 2919. 3.3 13
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