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l Paper IF Citations

153 xisentanglingMgeneticMvariationMforMresistanceMandMtoleranceMtoMinfectiousMdiseasesMinManimalsbM
ScienceYM2007YMgelYMlefah 33.3 514

152 xecomposingMhealthnMtoleranceMandMresistanceMtoMparasitesMinManimalsbMPhilosophicalhTransactionshofh
thehRoyalhSocietyhB:hBiologicalhSciencesYM2009YMgjhYMgkahm 5.8 513

151 ImperfectMvaccinesMandMtheMevolutionMofMpathogenMvirulencebMNatureYM2001YMhehYMkieaj 50.4 455

150 HostMdensitiesMasMdeterminantsMofMabundanceMinMparasiteMcommunitiesbMProceedingshofhthehRoyalh
SocietyhB:hBiologicalhSciencesYM1998YMfjiYMeflgaeflm 4.4 381

149 InfluenceMofMclimateMonMmalariaMtransmissionMdependsMonMdailyMtemperatureMvariationbMProceedingsh
ofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2010YMedkYMeiegiam 11.5 349

148 VirulenceMandMcompetitiveMabilityMinMgeneticallyMdiverseMmalariaMinfectionsbMProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2005YMedfYMkjfhal 11.5 297

147 UnderstandingMtheMlinkMbetweenMmalariaMriskMandMclimatebMProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaYM2009YMedjYMeglhham 11.5 287

146 yvolutionaryMwausesMandMwonsequencesMofMImmunopathologybMAnnualhReviewhofhEcologywhEvolutionwh
andhSystematicsYM2005YMgjYMgkgagmk 13.5 263

145 zungalMpathogenMreducesMpotentialMforMmalariaMtransmissionbMScienceYM2005YMgdlYMejglahe 33.3 247

144 InsecticideMcontrolMofMvectoraborneMdiseasesnMwhenMisMinsecticideMresistanceMaMproblemsbMPLoSh
PathogensYM2010YMjYMeeddeddd 7.6 228

143 wanMfungalMbiopesticidesMcontrolMmalariasbMNaturehReviewshMicrobiologyYM2007YMiYMgkkalg 22.2 205

142 ImperfectMVaccinationMwanMynhanceMtheMTransmissionMofMHighlyMVirulentMPathogensbMPLoShBiologyYM
2015YMegYMeeddfeml 9.7 197

141
WITHINaHOSTMwOMPyTITIONMINM’yNyTIwuLLYMxIVyRSyMMuLuRIuMINzywTIONSnMPuRuSITyM
VIRULyNwyMuNxMwOMPyTITIVyMSUwwySSbMEvolution;hInternationalhJournalhofhOrganichEvolutionYM2006
YMjdYMegilaegke

3.8 188

140 TheMevolutionMofMdrugMresistanceMandMtheMcuriousMorthodoxyMofMaggressiveMchemotherapybM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2011YMedlMSupplMfYMedlkeak11.5 187

139 HowMtoMmakeMevolutionaproofMinsecticidesMforMmalariaMcontrolbMPLoShBiologyYM2009YMkYMeeddddil 9.7 185

138 TheMeffectMofMtemperatureMonMunophelesMmosquitoMpopulationMdynamicsMandMtheMpotentialMforM
malariaMtransmissionbMPLoShONEYM2013YMlYMekmfkj 3.7 175

137 WhyMisMtheMeffectMofMmalariaMparasitesMonMmosquitoMsurvivalMstillMunresolvedsbMTrendshinhParasitologyYM
2002YMelYMfijaje 6.4 167
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136 xynamicsMofMmultipleMinfectionMandMwithinahostMcompetitionMinMgeneticallyMdiverseMmalariaM
infectionsbMAmericanhNaturalistYM2005YMejjYMigeahf 3.7 167

135 ’yNyTIwMRyLuTIONSHIPSMvyTWyyNMPuRuSITyMVIRULyNwyMuNxMTRuNSMISSIONMINMTHyMROxyNTM
MuLuRIuMPLuSMOxIUMMwHuvuUxIbMEvolution;hInternationalhJournalhofhOrganichEvolutionYM1999YMigYMjlmakdg3.8 152

134 unimalMdefensesMagainstMinfectiousMagentsnMisMdamageMcontrolMmoreMimportantMthanMpathogenM
controlbMPLoShBiologyYM2008YMjYMeh 9.7 148

133
wompetitiveMreleaseMandMfacilitationMofMdrugaresistantMparasitesMafterMtherapeuticMchemotherapyMinMaM
rodentMmalariaMmodelbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaYM2007YMedhYMemmeham

11.5 132

132 ImperfectMvaccinationnMsomeMepidemiologicalMandMevolutionaryMconsequencesbMProceedingshofhtheh
RoyalhSocietyhB:hBiologicalhSciencesYM2003YMfkdYMeefmagj 4.4 122

131 ImmunityMpromotesMvirulenceMevolutionMinMaMmalariaMmodelbMPLoShBiologyYM2004YMfYMyfgd 9.7 117

130 WithinahostMcompetitionMinMgeneticallyMdiverseMmalariaMinfectionsnMparasiteMvirulenceMandM
competitiveMsuccessbMEvolution;hInternationalhJournalhofhOrganichEvolutionYM2006YMjdYMegilake 3.8 111

129 TheMroleMofMimmuneamediatedMapparentMcompetitionMinMgeneticallyMdiverseMmalariaMinfectionsbM
AmericanhNaturalistYM2006YMejlYMheaig 3.7 110

128 IdentifyingMgeneticMmarkersMofMadaptationMforMsurveillanceMofMviralMhostMjumpsbMNaturehReviewsh
MicrobiologyYM2010YMlYMldfaeg 22.2 109

127 untibioticMresistanceMmanagementbMEvolutionwhMedicinehandhPublichHealthYM2014YMfdehYMehk 3 108

126 MalariaainducedMchangesMinMhostModorsMenhanceMmosquitoMattractionbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2014YMeeeYMeedkmalh 11.5 102

125 MalariaMinMIndianMtheMcenterMforMtheMstudyMofMcomplexMmalariaMinMIndiabMActahTropicaYM2012YMefeYMfjkakg 3.2 97

124 HostMheterogeneityMisMaMdeterminantMofMcompetitiveMexclusionMorMcoexistenceMinMgeneticallyMdiverseM
malariaMinfectionsbMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesYM2004YMfkeYMedkgald 4.4 97

123 womplexMeffectsMofMtemperatureMonMmosquitoMimmuneMfunctionbMProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencesYM2012YMfkmYMggikajj 4.4 93

122
yxposingMmalariaMinahostMdiversityMandMestimatingMpopulationMdiversityMbyMcapturearecaptureMusingM
massivelyMparallelMpyrosequencingbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaYM2010YMedkYMfdeglahg

11.5 92

121 udaptiveMchangesMinMPlasmodiumMtransmissionMstrategiesMfollowingMchloroquineMchemotherapybM
ProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesYM1997YMfjhYMiigam 4.4 90

120 xoesMHighaxoseMuntimicrobialMwhemotherapyMPreventMtheMyvolutionMofMResistancesbMPLoSh
ComputationalhBiologyYM2016YMefYMeeddhjlm 5 87

119 MixedagenotypeMinfectionsMofMmalariaMparasitesnMwithinahostMdynamicsMandMtransmissionMsuccessMofM
competingMclonesbMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesYM1997YMfjhYMmfkagi 4.4 86
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118 VIRULyNwyMOzMMIXyxawLONyMuNxMSIN’LyawLONyMINzywTIONSMOzMTHyMROxyNTMMuLuRIuM
PLuSMOxIUMMwHuvuUxIbMEvolution;hInternationalhJournalhofhOrganichEvolutionYM1998YMifYMilgaime 3.8 84

117 untibioticMresistancenMaMprimerMandMcallMtoMactionbMHealthhCommunicationYM2015YMgdYMgdmaeh 3.2 78

116 xoMmalariaMparasitesMmanipulateMmosquitoessbMTrendshinhParasitologyYM2012YMflYMhjjakd 6.4 78

115 TManipulationTMwithoutMtheMparasitenMalteredMfeedingMbehaviourMofMmosquitoesMisMnotMdependentMonM
infectionMwithMmalariaMparasitesbMProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesYM2013YMfldYMfdegdkee4.4 77

114 HowMtoMUseMaMwhemotherapeuticMugentMWhenMResistanceMtoMItMThreatensMtheMPatientbMPLoShBiologyYM
2017YMeiYMefddeeed 9.7 72

113 WhyMdoesMdrugMresistanceMreadilyMevolveMbutMvaccineMresistanceMdoesMnotsbMProceedingshofhthehRoyalh
SocietyhB:hBiologicalhSciencesYM2017YMflhYM 4.4 71

112 yvolutionaryMhistoryMandMattenuationMofMmyxomaMvirusMonMtwoMcontinentsbMPLoShPathogensYM2012YMlYMeeddfmid7.6 71

111 TowardsMevolutionaproofMmalariaMcontrolMwithMinsecticidesbMEvolutionaryhApplicationsYM2009YMfYMhjmald 4.8 69

110 LethalMandMprealethalMeffectsMofMaMfungalMbiopesticideMcontributeMtoMsubstantialMandMrapidMcontrolMofM
malariaMvectorsbMPLoShONEYM2011YMjYMefgime 3.7 66

109 TheMpathMofMleastMresistancenMaggressiveMorMmoderateMtreatmentsbMProceedingshofhthehRoyalhSocietyhB:h
BiologicalhSciencesYM2014YMfleYMfdehdijj 4.4 63

108 LessonsMfromMagricultureMforMtheMsustainableMmanagementMofMmalariaMvectorsbMPLoShMedicineYM2012YM
mYMeeddefjf 11.6 63

107 wompetitiveMreleaseMofMdrugMresistanceMfollowingMdrugMtreatmentMofMmixedMPlasmodiumMchabaudiM
infectionsbMMalariahJournalYM2004YMgYMgg 3.6 61

106 PotentialMdriversMofMvirulenceMevolutionMinMaquaculturebMEvolutionaryhApplicationsYM2016YMmYMghhaih 4.8 59

105 VaccinationMandMreducedMcohortMdurationMcanMdriveMvirulenceMevolutionnMMarekTsMdiseaseMvirusMandM
industrializedMagriculturebMEvolution;hInternationalhJournalhofhOrganichEvolutionYM2013YMjkYMlieajd 3.8 59

104 IsMselectionMrelevantMinMtheMevolutionaryMemergenceMofMdrugMresistancesbMTrendshinhMicrobiologyYM
2015YMfgYMefjagg 12.4 58

103 uggressiveMchemotherapyMandMtheMselectionMofMdrugMresistantMpathogensbMPLoShPathogensYM2013YMmYMeeddgikl7.6 58

102 whemotherapyYMwithinahostMecologyMandMtheMfitnessMofMdrugaresistantMmalariaMparasitesbMEvolution;h
InternationalhJournalhofhOrganichEvolutionYM2010YMjhYMfmifajl 3.8 58

101 RealatimeMquantitativeMPwRMforManalysisMofMgeneticallyMmixedMinfectionsMofMmalariaMparasitesnM
techniqueMvalidationMandMapplicationsbMMolecularhandhBiochemicalhParasitologyYM2003YMegeYMlgame 1.9 57
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100 SexMallocationMandMpopulationMstructureMinMapicomplexanMUprotozoaVMparasitesbMProceedingshofhtheh
RoyalhSocietyhB:hBiologicalhSciencesYM2000YMfjkYMfikajg 4.4 54

99 TheMimportanceMofMtemperatureMfluctuationsMinMunderstandingMmosquitoMpopulationMdynamicsMandM
malariaMriskbMRoyalhSocietyhOpenhScienceYM2017YMhYMejdmjm 3.3 53

98 UnderstandingMandMpredictingMstrainaspecificMpatternsMofMpathogenesisMinMtheMrodentMmalariaM
PlasmodiumMchabaudibMAmericanhNaturalistYM2008YMekfYMfehagl 3.7 53

97 MyxomaMvirusMandMtheMLeporipoxvirusesnManMevolutionaryMparadigmbMVirusesYM2015YMkYMedfdaje 6.2 52

96 HOSTMIMMUNyMSTuTUSMxyTyRMINySMSyXUuLITYMINMuMPuRuSITIwMNyMuTOxybMEvolution;h
InternationalhJournalhofhOrganichEvolutionYM1997YMieYMgmgahde 3.8 52

95 WhyMtheMevolutionMofMvaccineMresistanceMisMlessMofMaMconcernMthanMtheMevolutionMofMdrugMresistancebM
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2018YMeeiYMeflklaefllj11.5 51

94 yvolutionaryMbiologyMandMtheMavoidanceMofMantimicrobialMresistancebMEvolutionaryhApplicationsYM2009YM
fYMhdaie 4.8 49

93 RealatimeMquantitativeMPwRMforManalysisMofMcandidateMfungalMbiopesticidesMagainstMmalarianMtechniqueM
validationMandMfirstMapplicationsbMJournalhofhInvertebratehPathologyYM2009YMeddYMejdal 2.6 48

92 PlasmodiumMchabaudinMeffectMofMantimalarialMdrugsMonMgametocytogenesisbMExperimentalh
ParasitologyYM1999YMmgYMhiaih 2.1 43

91 ulterationsMinMmosquitoMbehaviourMbyMmalariaMparasitesnMpotentialMimpactMonMforceMofMinfectionbM
MalariahJournalYM2014YMegYMejh 3.6 41

90 TheMeffectMofMpartialMhostMimmunityMonMtheMtransmissionMofMmalariaMparasitesbMProceedingshofhtheh
RoyalhSocietyhB:hBiologicalhSciencesYM2001YMfjlYMfgfiagd 4.4 41

89
ResourceMlimitationMpreventsMtheMemergenceMofMdrugMresistanceMbyMintensifyingMwithinahostM
competitionbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2017YM
eehYMegkkhaegkkm

11.5 40

88 TheMeffectsMofMageYMexposureMhistoryMandMmalariaMinfectionMonMtheMsusceptibilityMofMunophelesM
mosquitoesMtoMlowMconcentrationsMofMpyrethroidbMPLoShONEYM2011YMjYMefhmjl 3.7 40

87
NextMstepMinMtheMongoingMarmsMraceMbetweenMmyxomaMvirusMandMwildMrabbitsMinMuustraliaMisMaMnovelM
diseaseMphenotypebMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM
2017YMeehYMmgmkamhdf

11.5 38

86 TheMevolutionaryMconsequencesMofMbloodastageMvaccinationMonMtheMrodentMmalariaMPlasmodiumM
chabaudibMPLoShBiologyYM2012YMedYMeeddegjl 9.7 37

85 MonitorMforMwOVIxaemMvaccineMresistanceMevolutionMduringMclinicalMtrialsbMPLoShBiologyYM2020YMelYMegddeddd9.7 36

84 VolatileMbiomarkersMofMsymptomaticMandMasymptomaticMmalariaMinfectionMinMhumansbMProceedingshofh
thehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2018YMeeiYMikldaikli 11.5 35

83 MicrobialMevolutionMUwommunicationMarisingVnMuntitoxinMvaccinesMandMpathogenMvirulencebMNatureYM
2002YMhekYMjedajed 50.4 32
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82 TheMthreatMUorMnotVMofMinsecticideMresistanceMforMmalariaMcontrolbMProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM2016YMeegYMlmddaf 11.5 32

81 uMdeepMsequencingMtoolMforMpartitioningMclearanceMratesMfollowingMantimalarialMtreatmentMinM
polyclonalMinfectionsbMEvolutionwhMedicinehandhPublichHealthYM2016YMfdejYMfeagj 3 31

80 ReductionMinMhostafindingMbehaviourMinMfungusainfectedMmosquitoesMisMcorrelatedMwithMreductionMinM
olfactoryMreceptorMneuronMresponsivenessbMMalariahJournalYM2011YMedYMfem 3.6 30

79 ImmuneMresponseMandMinsulinMsignallingMalterMmosquitoMfeedingMbehaviourMtoMenhanceMmalariaM
transmissionMpotentialbMScientifichReportsYM2015YMiYMeemhk 4.9 29

78 xoesMtheMdrugMsensitivityMofMmalariaMparasitesMdependMonMtheirMvirulencesbMMalariahJournalYM2008YMkYMfik 3.6 28

77 zungalMbioinsecticideMwithMaMstingbMNaturehBiotechnologyYM2007YMfiYMegjkal 44.5 28

76 QuantitativeManalysisMofMimmuneMresponseMandMerythropoiesisMduringMrodentMmalarialMinfectionbMPLoSh
ComputationalhBiologyYM2010YMjYMeedddmhj 5 27

75 uMnutrientMmediatesMintraspecificMcompetitionMbetweenMrodentMmalariaMparasitesbMProceedingshofhtheh
RoyalhSocietyhB:hBiologicalhSciencesYM2017YMflhYM 4.4 25

74 ynhancedMtransmissionMofMdrugaresistantMparasitesMtoMmosquitoesMfollowingMdrugMtreatmentMinM
rodentMmalariabMPLoShONEYM2012YMkYMegkekf 3.7 25

73 ’enomeMscaleMevolutionMofMmyxomaMvirusMrevealsMhostapathogenMadaptationMandMrapidMgeographicM
spreadbMJournalhofhVirologyYM2013YMlkYMefmddaei 6.6 23

72 IndustryaWideMSurveillanceMofMMarekTsMxiseaseMVirusMonMwommercialMPoultryMzarmsbMAvianhDiseasesYM
2017YMjeYMeigaejh 1.6 23

71 RapidMresponseMtoMselectionYMcompetitiveMreleaseMandMincreasedMtransmissionMpotentialMofM
artesunateaselectedMPlasmodiumMchabaudiMmalariaMparasitesbMPLoShPathogensYM2014YMedYMeeddhdem 7.6 23

70 xrugsMandMparasitesnMglobalMexperimentsMinMlifeMhistoryMevolutionsbMEcologyhLettersYM1998YMeYMedaef 10 23

69 untibioticsMcanMbeMusedMtoMcontainMdrugaresistantMbacteriaMbyMmaintainingMsufficientlyMlargeMsensitiveM
populationsbMPLoShBiologyYM2020YMelYMegdddkeg 9.7 22

68 yvaluatingMtheMlethalMandMprealethalMeffectsMofMaMrangeMofMfungiMagainstMadultMunophelesMstephensiM
mosquitoesbMMalariahJournalYM2012YMeeYMgji 3.6 22

67 PlasmodiumMchabaudinMreverseMtranscriptionMPwRMforMtheMdetectionMandMquantificationMofM
transmissionMstageMmalariaMparasitesbMExperimentalhParasitologyYM2006YMeefYMegafd 2.1 22

66 wausesMofMvariationMinMmalariaMinfectionMdynamicsnMinsightsMfromMtheoryMandMdatabMAmericanh
NaturalistYM2011YMeklYMyekhayell 3.7 21

65 wlinicalMmanagementMofMresistanceMevolutionMinMaMbacterialMinfectionnMuMcaseMstudybMEvolutionwh
MedicinehandhPublichHealthYM2015YMfdeiYMfleal 3 20
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64 ProspectiveMmalariaMcontrolMusingMentomopathogenicMfunginMcomparativeMevaluationMofMimpactMonM
transmissionMandMselectionMforMresistancebMMalariahJournalYM2012YMeeYMglg 3.6 20

63 StorageMandMpersistenceMofMaMcandidateMfungalMbiopesticideMforMuseMagainstMadultMmalariaMvectorsbM
MalariahJournalYM2012YMeeYMgih 3.6 20

62 RelationshipMbetweenMlevelsMofMveryMvirulentMMxVMinMpoultryMdustMandMinMfeatherMtipsMfromM
vaccinatedMchickensbMAvianhDiseasesYM2013YMikYMhhdak 1.6 20

61 vystanderMSelectionMforMuntimicrobialMResistancenMImplicationsMforMPatientMHealthbMTrendshinh
MicrobiologyYM2019YMfkYMljhalkk 12.4 18

60 SynchronyMinMmalariaMinfectionsnMhowMintensifyingMwithinahostMcompetitionMcanMbeMadaptivebM
AmericanhNaturalistYM2014YMelgYMygjahm 3.7 18

59 PredictingMoptimalMtransmissionMinvestmentMinMmalariaMparasitesbMEvolution;hInternationalhJournalhofh
OrganichEvolutionYM2016YMkdYMeihfail 3.8 18

58 wancerMtherapynMuttemptMcureMorMmanageMdrugMresistancesbMEvolutionaryhApplicationsYM2020YMegYMejjdaejkf4.8 17

57 yxistingMInfectionMzacilitatesMystablishmentMandMxensityMofMMalariaMParasitesMinMTheirMMosquitoM
VectorbMPLoShPathogensYM2015YMeeYMeeddiddg 7.6 17

56 ModellingMMarekTsMdiseaseMvirusMUMxVVMinfectionnMparameterMestimatesMforMmortalityMrateMandM
infectiousnessbMBMChVeterinaryhResearchYM2011YMkYMkd 2.7 17

55 MicrobiologybMMosquitoesMcutMshortbMScienceYM2009YMgfgYMieaf 33.3 17

54 IdentifyingMkeyMquestionsMinMtheMecologyMandMevolutionMofMcancerbMEvolutionaryhApplicationsYM2021YM
ehYMlkkalmf 4.8 17

53 zitnessMconsequencesMofMalteredMfeedingMbehaviorMinMimmuneachallengedMmosquitoesbMParasiteshandh
VectorsYM2016YMmYMeeg 4 16

52 QuantifyingMTransmissionMInvestmentMinMMalariaMParasitesbMPLoShComputationalhBiologyYM2016YMefYMeeddhkel5 16

51 wxhXTMcellsMdoMnotMmediateMwithinahostMcompetitionMbetweenMgeneticallyMdiverseMmalariaMparasitesbM
ProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesYM2008YMfkiYMeekeam 4.4 14

50 TheMimpactMofMimmunizationMonMcompetitionMwithinMPlasmodiumMinfectionsbMEvolution;hInternationalh
JournalhofhOrganichEvolutionYM2008YMjfYMfgimake 3.8 14

49 ’enomicMandMphenotypicMcharacterizationMofMmyxomaMvirusMfromM’reatMvritainMrevealsMmultipleM
evolutionaryMpathwaysMdistinctMfromMthoseMinMuustraliabMPLoShPathogensYM2017YMegYMeeddjfif 7.6 14

48 ModelingMMarekTsMdiseaseMvirusMtransmissionnMuMframeworkMforMevaluatingMtheMimpactMofMfarmingM
practicesMandMevolutionbMEpidemicsYM2018YMfgYMliami 5.1 12

47 xNuMfromMxustnMwomparativeM’enomicsMofMLargeMxNuMVirusesMinMzieldMSurveillanceMSamplesbM
MSphereYM2016YMeYM 5 12
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46 TheMeffectivenessMofMmassMvaccinationMonMMarekTsMdiseaseMvirusMUMxVVMoutbreaksMandMdetectionM
withinMaMbroilerMbarnnMaMmodelingMstudybMEpidemicsYM2013YMiYMfdlaek 5.1 12

45 ModifyingMudaptiveMTherapyMtoMynhanceMwompetitiveMSuppressionbMCancersYM2020YMefYM 6.6 10

44 uMMurineMModelMtoMStudyMypilepsyMandMSUxyPMInducedMbyMMalariaMInfectionbMScientifichReportsYM2017YM
kYMhgjif 4.9 9

43 VancomycinaResistantMucquisitionMinMaMTertiaryMwareMHospitalnMTestingMtheMRolesMofMuntibioticMUseYM
ProtonMPumpMInhibitorMUseYMandMwolonizationMPressurebMOpenhForumhInfectioushDiseasesYM2019YMjYMofzegm 1 9

42
ImpactMofManMuntimicrobialMStewardshipMInterventionMonMWithinaMandMvetweenaPatientMxaptomycinM
ResistanceMyvolutionMinMVancomycinaResistantMynterococcusMfaeciumbMAntimicrobialhAgentshandh
ChemotherapyYM2019YMjgYM

5.9 8

41
unMobservationalMstudyMofMtheMtemporalMandMspatialMpatternsMofMMarekTsadiseaseaassociatedMleukosisM
condemnationMofMyoungMchickensMinMtheMUnitedMStatesMofMumericabMPreventivehVeterinaryhMedicineYM
2015YMefdYMgflagi

3.1 8

40 UnderstandingMgeneticMvariationMinMinMvivoMtoleranceMtoMartesunatenMimplicationsMforMtreatmentM
efficacyMandMresistanceMmonitoringbMEvolutionaryhApplicationsYM2015YMlYMfmjagdh 4.8 8

39 PunctuatedMyvolutionMofMMyxomaMVirusnMRapidMandMxisjunctMyvolutionMofMaMRecentMViralMLineageMinM
uustraliabMJournalhofhVirologyYM2019YMmgYM 6.6 7

38 SexMratiosMofMmalariaMparasitesMandMrelatedMprotozoaM2002YMgehaggf 7

37
InstitutionawideMandMWithinaPatientMyvolutionMofMxaptomycinMSusceptibilityMinM
VancomycinaResistantMynterococcusMfaeciumMvloodstreamMInfectionsbMInfectionhControlhandhHospitalh
EpidemiologyYM2018YMgmYMffjaffl

2 6

36 TheMimpactMofMwithinahostMecologyMonMtheMfitnessMofMaMdrugaresistantMparasitebMEvolutionwhMedicineh
andhPublichHealthYM2018YMfdelYMefkaegk 3 6

35
ReverseMyngineeringMzieldMIsolatesMofMMyxomaMVirusMxemonstratesMthatMSomeM’eneMxisruptionsMorM
LossesMofMzunctionMxoMNotMyxplainMVirulenceMwhangesMObservedMinMtheMzieldbMJournalhofhVirologyYM
2017YMmeYM

6.6 5

34 ImmuneamediatedMcompetitionMinMrodentMmalariaMisMmostMlikelyMcausedMbyMinducedMchangesMinMinnateM
immuneMclearanceMofMmerozoitesbMPLoShComputationalhBiologyYM2014YMedYMeeddghej 5 5

33 yffectMofMdrugMdoseMandMtimingMofMtreatmentMonMtheMemergenceMofMdrugMresistanceMinMaMmalariaM
modelbMEvolutionwhMedicinehandhPublichHealthYM2020YMfdfdYMemjafed 3 5

32
TheMcontributionMofMhostMcelladirectedMvsbMparasiteadirectedMimmunityMtoMtheMdiseaseMandMdynamicsM
ofMmalariaMinfectionsbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaYM2019YMeejYMffgljaffgmf

11.5 5

31 yvolutionaryMconsequencesMofMfeedbacksMbetweenMwithinahostMcompetitionMandMdiseaseMcontrolbM
EvolutionwhMedicinehandhPublichHealthYM2020YMfdfdYMgdagh 3 4

30 untitoxinMvaccinesMandMpathogenMvirulencebMNatureYM2002YMhekYMjedajed 50.4 4

29 unMadjunctiveMtherapyMadministeredMwithManMantibioticMpreventsMenrichmentMofMantibioticaresistantM
clonesMofMaMcolonizingMopportunisticMpathogenbMELifeYM2020YMmYM 8.9 4
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28 MolecularMepidemiologyMofMMarekTsMdiseaseMvirusMinMcentralMPennsylvaniaYMUSubMVirushEvolutionYM2019YM
iYMveydhf 3.7 3

27 zactorsMassociatedMwithMantibioticMprescribingMforMacuteMbronchitisMatMaMuniversityMhealthMcenterbMBMCh
InfectioushDiseasesYM2020YMfdYMekk 4 3

26 xaptomycinMtreatmentMimpactsMresistanceMinMoffatargetMpopulationsMofMvancomycinaresistantM
ynterococcusMfaeciumbMPLoShBiologyYM2020YMelYMegdddmlk 9.7 3

25 RelevanceMofMundetectablyMrareMresistantMmalariaMparasitesMinMtreatmentMfailurenMexperimentalM
evidenceMfromMPlasmodiumMchabaudibMAmericanhJournalhofhTropicalhMedicinehandhHygieneYM2015YMmfYMefehafe3.2 2

24 HuLxuNyTSMwOINwIxyNwynMuMRyPLYMTOMvROOKzIyLxbMEvolution;hInternationalhJournalhofhOrganich
EvolutionYM1993YMhkYMelllaellm 3.8 2

23 TheMeconomicsMofMmanagingMevolutionbMPLoShBiologyYM2021YMemYMegddehdm 9.7 2

22 untibioticsMcanMbeMusedMtoMcontainMdrugaresistantMbacteriaMbyMmaintainingMsufficientlyMlargeMsensitiveMpopulations2

21 SuRSawoVafMSeroprevalenceMinMaMUniversityMwommunitynMuMLongitudinalMStudyMofMtheMImpactMofM
StudentMReturnMtoMwampusMonMInfectionMRiskMumongMwommunityMMembersM2021YM 2

20 TheMPLOSMviologyMXVMwollectionnMeiMYearsMofMyxceptionalMScienceMHighlightedMacrossMefMMonthsbM
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pathogennMaMcaseacontrolMstudy 1

18 IndustryawideMsurveillanceMofMMarekâ��sMdiseaseMvirusMonMcommercialMpoultryMfarms 1

17 PunctuatedMevolutionMofMmyxomaMvirusnMrapidMandMdisjunctMevolutionMofMaMrecentMviralMlineageMinMuustralia 1

16 TheMselfishMgermbMPLoShBiologyYM2017YMeiYMefddgfid 9.7

15 ycologyYMyvolutionYMandMtheMwancerMPatientM2017YMfiiafik

14 yvolutionaryMimmunologysbMJournalhofhEvolutionaryhBiologyYM2000YMegYMeieaeif 2.3

13 ’eorgeMwMWilliamsMPrizeMfdeibMEvolutionwhMedicinehandhPublichHealthYM2016YMfdejYMfefag 3
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6 xaptomycinMtreatmentMimpactsMresistanceMinMoffatargetMpopulationsMofMvancomycinaresistantM
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