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44 zancerNzonformationalNLandscapeNShapeNTumorigenesiseeNJournalvofvProteomevResearchcN2022cN 5.6 1

43 InteractomeNanalysisNillustratesNdiverseNgeneNregulatoryNprocessesNassociatedNwithNLINioxNinN
humanNiPSNcelldderivedNneuralNprogenitorNcellseNISciencecN2021cNikcNhgjjih 6.1

42 xlteredNnetworkNandNrescueNofNhumanNneuronsNderivedNfromNindividualsNwithNearlydonsetNgeneticN
epilepsyeNMolecularvPsychiatrycN2021cN 15.1 11

41 ProteinNβootprintingNviaNzovalentNProteinNPaintingNRevealsNStructuralNzhangesNofNtheNProteomeNinN
xlzheimerUsN∆iseaseeNJournalvofvProteomevResearchcN2021cNigcNinmidinnh 5.6 9

40 TemporalNQuantitativeNProfilingNofNNewlyNSynthesizedNProteinsNduringNx˛†NxccumulationeNJournalvofv
ProteomevResearchcN2021cNigcNnmjdnnl 5.6 3

39 ∆eGlyPHαRqNxnNUltrasensitiveNMethodNforNtheNxnalysisNofNViralNSpikeNdGlycoformseNAnalyticalv
ChemistrycN2021cNpjcNhjmlhdhjmln 7.8 2

38 ImpactNofNtheNIdentificationNStrategyNonNtheNReproducibilityNofNtheN∆∆xNandN∆IxNResultseNJournalvofv
ProteomevResearchcN2020cNhpcNjhljdjhmh 5.6 14

37 ImprovingNProteomicsN∆ataNReproducibilityNwithNaN∆ualdSearchNStrategyeNAnalyticalvChemistrycN2020cN
picNhmpndhngh 7.8 3

36 QuantitativeNanalysisNofNglobalNproteinNstabilityNratesNinNtissueseNScientificvReportscN2020cNhgcNhlpoj 4.9 5

35 ProteomicsNINTegratorNVPINTXqNxnNOnlineNToolNToNStorecNQuerycNandNVisualizeNLargeNProteomicsN
αxperimentNResultseNJournalvofvProteomevResearchcN2019cNhocNipppdjggo 5.6

34 IdentificationNofNnewNtransmembraneNproteinsNconcentratedNatNtheNnuclearNenvelopeNusingN
organellarNproteomicsNofNmesenchymalNcellseNNucleuscN2019cNhgcNhimdhkj 3.9 13

33
zomparisonNofNzRISPRNGenomicNTaggingNforNxffinityNPurificationNandNαndogenousN
ImmunoprecipitationNzoupledNwithNQuantitativeNMassNSpectrometryNToNIdentifyNtheN∆ynamicN
xMPK˛–iNInteractomeeNJournalvofvProteomevResearchcN2019cNhocNjngjdjnhk

5.6 3

32 UnderstandingNmolecularNmechanismsNofNdiseaseNthroughNspatialNproteomicseNCurrentvOpinionvinv
ChemicalvBiologycN2019cNkocNhpdil 9.7 11

31 IncreasedNproteomicNcomplexityNinNhybridsNduringNdevelopmenteNSciencevAdvancescN2018cNkcNeaaojkik 14.3 8

30 PxzOMqNxNVersatileNToolNforNIntegratingcNβilteringcNVisualizingcNandNzomparingNMultipleNLargeNMassN
SpectrometryNProteomicsN∆ataNSetseNJournalvofvProteomevResearchcN2018cNhncNhlkndhllo 5.6 6

29 StructuralNxnalysisNofNHippocampalNKinaseNSignalNTransductioneNACSvChemicalvNeurosciencecN2018cNpcNjgnidjgol5.7 2

28 ∆educingNtheNpresenceNofNproteinsNandNproteoformsNinNquantitativeNproteomicseNNaturev
CommunicationscN2018cNpcNijig 17.4 13
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27 ValidationNofNInNVivoNProteinNSurfaceNxccessibilityNMethodeNFASEBvJournalcN2018cNjicNogiehi 0.9

26 xmyloidNxccumulationN∆rivesNProteomedwideNxlterationsNinNMouseNModelsNofNxlzheimerUsN
∆iseasedlikeNPathologyeNCellvReportscN2017cNihcNimhkdimin 10.6 35

25 TheNmzIdentMLN∆ataNStandardNVersionNheicNSupportingNxdvancesNinNProteomeNInformaticseN
MolecularvandvCellularvProteomicscN2017cNhmcNhinldhiol 7.6 37

24 GlobalNquantitativeNanalysisNofNphosphorylationNunderlyingNphencyclidineNsignalingNandN
sensorimotorNgatingNinNtheNprefrontalNcortexeNMolecularvPsychiatrycN2016cNihcNigldhl 15.1 11

23
QuantitativeNProteomicsNofNHumanNβibroblastsNwithNIhgmhTNMutationNinNNiemanndPickNzhNVNPzhXN
ProteinNProvidesNInsightsNintoNtheN∆iseaseNPathogenesiseNMolecularvandvCellularvProteomicscN2015cN
hkcNhnjkdkp

7.6 33

22 PulsedNxzidohomoalanineNLabelingNinNMammalsNVPxLMXN∆etectsNzhangesNinNLiverdSpecificNLKyhN
KnockoutNMiceeNJournalvofvProteomevResearchcN2015cNhkcNkohldii 5.6 48

21 â��βlgoNzβTRNinteractomeNremodellingNpromotesNrescueNofNcysticNfibrosiseNNaturecN2015cNliocNlhgdm 50.4 163

20 βromNrawNdataNtoNbiologicalNdiscoveriesqNaNcomputationalNanalysisNpipelineNforNmassN
spectrometrydbasedNproteomicseNJournalvofvthevAmericanvSocietyvforvMassvSpectrometrycN2015cNimcNhoigdm3.5 11

19
MulticenterNexperimentNforNqualityNcontrolNofNpeptidedcentricNLzdMSfMSNanalysisNdNxNlongitudinalN
performanceNassessmentNwithNnLzNcoupledNtoNorbitrapNMSNanalyzerseNJournalvofvProteomicscN2015cN
hincNimkdnk

3.9 12

18 ProteomeXchangeNprovidesNgloballyNcoordinatedNproteomicsNdataNsubmissionNandNdisseminationeN
NaturevBiotechnologycN2014cNjicNiijdm 44.5 2053

17 SurfingNtranscriptomicNlandscapeseNxNstepNbeyondNtheNannotationNofNchromosomeNhmNproteomeeN
JournalvofvProteomevResearchcN2014cNhjcNhlodni 5.6 24

16 xNstandardizedNframingNforNreportingNproteinNidentificationsNinNmzIdentMLNheieNProteomicscN2014cN
hkcNijopdpp 4.8 16

15 TheNMinimalNInformationNaboutNaNProteomicsNαxperimentNVMIxPαXNfromNtheNProteomicsNStandardsN
InitiativeeNMethodsvinvMolecularvBiologycN2014cNhgnicNnmldog 1.4 23

14 SpanishNhumanNproteomeNprojectqNdissectionNofNchromosomeNhmeNJournalvofvProteomevResearchcN
2013cNhicNhhidii 5.6 17

13 GuidelinesNforNreportingNquantitativeNmassNspectrometryNbasedNexperimentsNinNproteomicseNJournalv
ofvProteomicscN2013cNplcNokdo 3.9 37

12 ToolsNVViewercNLibraryNandNValidatorXNthatNfacilitateNuseNofNtheNpeptideNandNproteinNidentificationN
standardNformatcNtermedNmzIdentMLeNMolecularvandvCellularvProteomicscN2013cNhicNjgimdjl 7.6 28

11 xN∆IGαNstudyNonNtheNeffectsNofNsalbutamolNonNtheNratNmuscleNproteomeNdNanNexemplarNofNbestN
practiceNforNdataNsharingNinNproteomicseNBMCvResearchvNotescN2011cNkcNom 2.3 4

10 TheNProteoRedNMIxPαNwebNtoolkitqNaNuserdfriendlyNframeworkNtoNconnectNandNshareNproteomicsN
standardseNMolecularvandvCellularvProteomicscN2011cNhgcNMhhheggojjk 7.6 19

(2011-2018)

3



9 GuidelinesNforNreportingNtheNuseNofNgelNimageNinformaticsNinNproteomicseNNaturevBiotechnologycN2010
cNiocNmlldm 44.5 21

8 RelevanceNofNproteomicsNstandardsNforNtheNProteoRedNSpanishNorganizationeNJournalvofvProteomicscN
2010cNnjcNhgmhdm 3.9 10

7 SemidautomaticNtoolNtoNdescribecNstoreNandNcompareNproteomicsNexperimentsNbasedNonNMIxPαN
compliantNreportseNProteomicscN2010cNhgcNhilmdmg 4.8 13

6 TheNgelNelectrophoresisNmarkupNlanguageNVGelMLXNfromNtheNProteomicsNStandardsNInitiativeeN
ProteomicscN2010cNhgcNjgnjdoh 4.8 16

5 PropertiesNofNaverageNscoreNdistributionsNofNSαQUαSTqNtheNprobabilityNratioNmethodeNMolecularvandv
CellularvProteomicscN2008cNncNhhjldkl 7.6 96

4 QuantitativeNproteomicsNusingNhmOfhoONlabelingNandNlinearNionNtrapNmassNspectrometryeNProteomics
cN2006cNmNSupplNhcNSkdhh 4.8 52

3 StatisticalNmodelNforNlargedscaleNpeptideNidentificationNinNdatabasesNfromNtandemNmassNspectraN
usingNSαQUαSTeNAnalyticalvChemistrycN2004cNnmcNmoljdmg 7.8 95

2 xNTemporalNQuantitativeNProfilingNofNNewlyNSynthesizedNProteinsNduringNx˛†Nxccumulation 1

1 zovalentNProteinNPaintingNRevealsNStructuralNzhangesNinNtheNProteomeNinNxlzheimerN∆isease 2
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