
Gavin Ha

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/1234597/gavinxhaxpublicationsxbyxcitationsypdf

Version:i2024x04x23i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

96
papers

25,190
citations

63
h-index

128
g-index

128
ext. papers

35,531
ext. citations

20
avg, IF

7.18
L-index



l Paper IF Citations

96 TheMgenomicMandMtranscriptomicMarchitectureMofMfYdddMbreastMtumoursMrevealsMnovelMsubgroupsbM
NatureYM2012YMhljYMghjaif 50.4 3479

95 TheMImmuneMLandscapeMofMwancerbMImmunityYM2018YMhlYMlefalgdbeeh 32.3 1754

94 TheMclonalMandMmutationalMevolutionMspectrumMofMprimaryMtripleanegativeMbreastMcancersbMNatureYM
2012YMhljYMgmiam 50.4 1417

93 uRIxeuMmutationsMinMendometriosisaassociatedMovarianMcarcinomasbMNewpEnglandpJournalpofp
MedicineYM2010YMgjgYMeigfahg 59.2 1208

92 OncogenicMSignalingMPathwaysMinMTheMwancerMβenomeMutlasbMCellYM2018YMekgYMgfeaggkbeed 56.2 1124

91 unMIntegratedMTwβuMPanawancerMwlinicalMxataMResourceMtoMxriveMHighaQualityMSurvivalMOutcomeM
unalyticsbMCellYM2018YMekgYMhddahejbeee 56.2 1072

90 wellaofaOriginMPatternsMxominateMtheMMolecularMwlassificationMofMedYdddMTumorsMfromMggMTypesMofM
wancerbMCellYM2018YMekgYMfmeagdhbej 56.2 888

89 womprehensiveMwharacterizationMofMwancerMxriverMβenesMandMMutationsbMCellYM2018YMekgYMgkeaglibeel 56.2 854

88 PanacancerManalysisMofMwholeMgenomesbMNatureYM2020YMiklYMlfamg 50.4 840

87 PywlonenMstatisticalMinferenceMofMclonalMpopulationMstructureMinMcancerbMNaturepMethodsYM2014YMeeYMgmjal 21.6 584

86 MachineMLearningMIdentifiesMStemnessMzeaturesMussociatedMwithMOncogenicMxedifferentiationbMCellYM
2018YMekgYMgglagihbeei 56.2 560

85 xynamicsMofMgenomicMclonesMinMbreastMcancerMpatientMxenograftsMatMsingleacellMresolutionbMNatureYM
2015YMielYMhffaj 50.4 451

84 dezusenManMalgorithmMforMgeneMfusionMdiscoveryMinMtumorMRNuaSeqMdatabMPLoSpComputationalpBiologyYM
2011YMkYMeeddeegl 5 409

83 βenomicMandMMolecularMLandscapeMofMxNuMxamageMRepairMxeficiencyMacrossMTheMwancerMβenomeM
utlasbMCellpReportsYM2018YMfgYMfgmafihbej 10.6 405

82 PatientaderivedMxenograftsMundergoMmouseaspecificMtumorMevolutionbMNaturepGeneticsYM2017YMhmYMeijkaeiki36.3 384

81 βeneticMandMtranscriptionalMevolutionMaltersMcancerMcellMlineMdrugMresponsebMNatureYM2018YMijdYMgfiaggd 50.4 379

80 βenomicMandMzunctionalMupproachesMtoMUnderstandingMwancerMuneuploidybMCancerpCellYM2018YMggYMjkjajlmbeg24.3 377
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79 SpatialMOrganizationMandMMolecularMworrelationMofMTumoraInfiltratingMLymphocytesMUsingMxeepM
LearningMonMPathologyMImagesbMCellpReportsYM2018YMfgYMeleaemgbek 10.6 366

78 βenomicMwopyMNumberMxictatesMaMβeneaIndependentMwellMResponseMtoMwRISPRcwasmMTargetingbM
CancerpDiscoveryYM2016YMjYMmehafm 24.4 343

77 PathogenicMβermlineMVariantsMinMedYglmMudultMwancersbMCellYM2018YMekgYMgiiagkdbeeh 56.2 342

76 RecurrentMsomaticMxIwyReMmutationsMinMnonepithelialMovarianMcancersbMNewpEnglandpJournalpofp
MedicineYM2012YMgjjYMfghahf 59.2 332

75 womprehensiveMunalysisMofMulternativeMSplicingMucrossMTumorsMfromMlYkdiMPatientsbMCancerpCellYM
2018YMghYMfeeaffhbej 24.3 327

74 ScalableMOpenMScienceMupproachMforMMutationMwallingMofMTumorMyxomesMUsingMMultipleMβenomicM
PipelinesbMCellpSystemsYM2018YMjYMfkeaflebek 10.6 320

73 ScalableMwholeaexomeMsequencingMofMcellafreeMxNuMrevealsMhighMconcordanceMwithMmetastaticM
tumorsbMNaturepCommunicationsYM2017YMlYMegfh 17.4 314

72 TheMwancerMβenomeMutlasMwomprehensiveMMolecularMwharacterizationMofMRenalMwellMwarcinomabMCellp
ReportsYM2018YMfgYMgegagfjbei 10.6 295

71 xistinctMevolutionaryMtrajectoriesMofMprimaryMhighagradeMserousMovarianMcancersMrevealedMthroughM
spatialMmutationalMprofilingbMJournalpofpPathologyYM2013YMfgeYMfeagh 9.4 292

70 uMwomprehensiveMPanawancerMMolecularMStudyMofMβynecologicMandMvreastMwancersbMCancerpCellYM2018
YMggYMjmdakdibem 24.3 277

69 lncRNuMypigeneticMLandscapeMunalysisMIdentifiesMyPIweMasManMOncogenicMlncRNuMthatMInteractsMwithM
MYwMandMPromotesMwellawycleMProgressionMinMwancerbMCancerpCellYM2018YMggYMkdjakfdbem 24.3 275

68 xriverMzusionsMandMTheirMImplicationsMinMtheMxevelopmentMandMTreatmentMofMHumanMwancersbMCellp
ReportsYM2018YMfgYMffkafglbeg 10.6 235

67 womparativeMMolecularMunalysisMofMβastrointestinalMudenocarcinomasbMCancerpCellYM2018YMggYMkfeakgibel 24.3 228

66 TITuNnMinferenceMofMcopyMnumberMarchitecturesMinMclonalMcellMpopulationsMfromMtumorM
wholeagenomeMsequenceMdatabMGenomepResearchYM2014YMfhYMelleamg 9.7 218

65 xivergentMmodesMofMclonalMspreadMandMintraperitonealMmixingMinMhighagradeMserousMovarianMcancerbM
NaturepGeneticsYM2016YMhlYMkilajk 36.3 209

64 SomaticMMutationalMLandscapeMofMSplicingMzactorMβenesMandMTheirMzunctionalMwonsequencesMacrossM
ggMwancerMTypesbMCellpReportsYM2018YMfgYMflfafmjbeh 10.6 188

63
IntegrativeManalysisMofMgenomeawideMlossMofMheterozygosityMandMmonoallelicMexpressionMatM
nucleotideMresolutionMrevealsMdisruptedMpathwaysMinMtripleanegativeMbreastMcancerbMGenomep
ResearchYM2012YMffYMemmiafddk

9.7 181

62 SNVMixnMpredictingMsingleMnucleotideMvariantsMfromMnextagenerationMsequencingMofMtumorsbM
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61 PerspectiveMonMOncogenicMProcessesMatMtheMyndMofMtheMveginningMofMwancerMβenomicsbMCellYM2018YM
ekgYMgdiagfdbeed 56.2 166

60 βenomicMHeterogeneityMasMaMvarrierMtoMPrecisionMMedicineMinMβastroesophagealMudenocarcinomabM
CancerpDiscoveryYM2018YMlYMgkahl 24.4 162

59 PanacancerMulterationsMofMtheMMYwMOncogeneMandMItsMProximalMNetworkMacrossMtheMwancerMβenomeM
utlasbMCellpSystemsYM2018YMjYMflfagddbef 10.6 159

58 xriverNetnMuncoveringMtheMimpactMofMsomaticMdriverMmutationsMonMtranscriptionalMnetworksMinM
cancerbMGenomepBiologyYM2012YMegYMRefh 18.3 156

57 StructuralMulterationsMxrivingMwastrationaResistantMProstateMwancerMRevealedMbyMLinkedaReadM
βenomeMSequencingbMCellYM2018YMekhYMhggahhkbeem 56.2 155

56 womprehensiveMMolecularMwharacterizationMofMtheMHippoMSignalingMPathwayMinMwancerbMCellpReportsYM
2018YMfiYMegdhaegekbei 10.6 152

55 TheMIntegratedMβenomicMLandscapeMofMThymicMypithelialMTumorsbMCancerpCellYM2018YMggYMfhhafilbeed 24.3 150

54 PanawancerMunalysisMofMlncRNuMRegulationMSupportsMTheirMTargetingMofMwancerMβenesMinMyachMTumorM
wontextbMCellpReportsYM2018YMfgYMfmkagefbeef 10.6 147

53 βenomicYMPathwayMNetworkYMandMImmunologicMzeaturesMxistinguishingMSquamousMwarcinomasbMCellp
ReportsYM2018YMfgYMemhafefbej 10.6 146

52 βenomicMconsequencesMofMaberrantMxNuMrepairMmechanismsMstratifyMovarianMcancerMhistotypesbM
NaturepGeneticsYM2017YMhmYMlijalji 36.3 141

51 JointSNVMixnMaMprobabilisticMmodelMforMaccurateMdetectionMofMsomaticMmutationsMinMnormalctumourM
pairedMnextagenerationMsequencingMdatabMBioinformaticsYM2012YMflYMmdkaeg 7.2 136

50 uMPanawancerMunalysisMofMynhancerMyxpressionMinMNearlyMmdddMPatientMSamplesbMCellYM2018YMekgYMgljagmmbeef56.2 133

49 SystematicMunalysisMofMSpliceaSiteawreatingMMutationsMinMwancerbMCellpReportsYM2018YMfgYMfkdaflebeg 10.6 121

48 ussociationMofMwellazreeMxNuMTumorMzractionMandMSomaticMwopyMNumberMulterationsMWithMSurvivalMinM
MetastaticMTripleaNegativeMvreastMwancerbMJournalpofpClinicalpOncologyYM2018YMgjYMihgaiig 2.2 113

47 MolecularMwharacterizationMandMwlinicalMRelevanceMofMMetabolicMyxpressionMSubtypesMinMHumanM
wancersbMCellpReportsYM2018YMfgYMfiiafjmbeh 10.6 112

46 WholeaexomeMsequencingMofMcellafreeMxNuMandMcirculatingMtumorMcellsMinMmultipleMmyelomabMNaturep
CommunicationsYM2018YMmYMejme 17.4 103

45 βeneticMinterrogationMofMcirculatingMmultipleMmyelomaMcellsMatMsingleacellMresolutionbMSciencep
TranslationalpMedicineYM2016YMlYMgjgraehk 17.5 93

44 MultifocalMendometrioticMlesionsMassociatedMwithMcancerMareMclonalMandMcarryMaMhighMmutationM
burdenbMJournalpofpPathologyYM2015YMfgjYMfdeam 9.4 92
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43 uMPanawancerMunalysisMRevealsMHighazrequencyMβeneticMulterationsMinMMediatorsMofMSignalingMbyMtheM
Tβza˛†MSuperfamilybMCellpSystemsYM2018YMkYMhffahgkbek 10.6 85

42 SystematicManalysisMofMsomaticMmutationsMimpactingMgeneMexpressionMinMefMtumourMtypesbMNaturep
CommunicationsYM2015YMjYMliih 17.4 71

41 TheMMutationalMLandscapeMofMwirculatingMTumorMwellsMinMMultipleMMyelomabMCellpReportsYM2017YMemYMfelaffh10.6 67

40 SomaticMSuperenhancerMxuplicationsMandMHotspotMMutationsMLeadMtoMOncogenicMuctivationMofMtheM
KLziMTranscriptionMzactorbMCancerpDiscoveryYM2018YMlYMedlaefi 24.4 67

39 MachineMLearningMxetectsMPanacancerMRasMPathwayMuctivationMinMTheMwancerMβenomeMutlasbMCellp
ReportsYM2018YMfgYMekfaeldbeg 10.6 66

38 TumorMgrowthMinhibitionMbyMolaparibMinMvRwufMgermlineamutatedMpatientaderivedMovarianMcancerM
tissueMxenograftsbMClinicalpCancerpResearchYM2011YMekYMklgame 12.9 64

37 βenomeawideMcellafreeMxNuMmutationalMintegrationMenablesMultraasensitiveMcancerMmonitoringbM
NaturepMedicineYM2020YMfjYMeeehaeefh 50.5 63

36 ProstateMcancerMreactivatesMdevelopmentalMepigenomicMprogramsMduringMmetastaticMprogressionbM
NaturepGeneticsYM2020YMifYMkmdakmm 36.3 62

35 wharacterizingMgeneticMintraatumorMheterogeneityMacrossMfYjilMhumanMcancerMgenomesbMCellYM2021YM
elhYMffgmaffihbegm 56.2 57

34 IntegratedMβenomicMunalysisMofMtheMUbiquitinMPathwayMacrossMwancerMTypesbMCellpReportsYM2018YMfgYMfegaffjbeg10.6 56

33 βenomicMandMimmuneMprofilingMofMpreainvasiveMlungMadenocarcinomabMNaturepCommunicationsYM2019YM
edYMihkf 17.4 56

32 wombinedMTPigMandMRveMLossMPromotesMProstateMwancerMResistanceMtoMaMSpectrumMofMTherapeuticsM
andMwonfersMVulnerabilityMtoMReplicationMStressbMCellpReportsYM2020YMgeYMedkjjm 10.6 55

31 TumorMfractionMinMcellafreeMxNuMasMaMbiomarkerMinMprostateMcancerbMJCIpInsightYM2018YMgYM 9.9 49

30 xetectionMofMcirculatingMtumourMxNuMisMassociatedMwithMinferiorMoutcomesMinMywingMsarcomaMandM
osteosarcomanMaMreportMfromMtheMwhildrenTsMOncologyMβroupbMBritishpJournalpofpCancerYM2018YMeemYMjeiajfe8.7 47

29 TheMlandscapeMofMchromosomalMaberrationsMinMbreastMcancerMmouseMmodelsMrevealsMdriveraspecificM
routesMtoMtumorigenesisbMNaturepCommunicationsYM2016YMkYMefejd 17.4 36

28 xetectionMofMSomaticMStructuralMVariantsMynablesMQuantificationMandMwharacterizationMofMwirculatingM
TumorMxNuMinMwhildrenMWithMSolidMTumorsbMJCOpPrecisionpOncologyYM2018YMfdelYM 3.6 36

27 SensitiveMxetectionMofMMinimalMResidualMxiseaseMinMPatientsMTreatedMforMyarlyaStageMvreastMwancerbM
ClinicalpCancerpResearchYM2020YMfjYMfiijafijh 12.9 32

26 UsingMnextagenerationMsequencingMforMtheMdiagnosisMofMrareMdisordersnMaMfamilyMwithMretinitisM
pigmentosaMandMskeletalMabnormalitiesbMJournalpofpPathologyYM2011YMffiYMefal 9.4 26
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25 aMutatedMProstateMwancernMwlinicalMOutcomesMWithMStandardMTherapiesMandMImmuneMwheckpointM
vlockadebMJCOpPrecisionpOncologyYM2020YMhYMglfagmf 3.6 26

24 βenomicMdiscoveryMandMclonalMtrackingMinMmultipleMmyelomaMbyMcellafreeMxNuMsequencingbMLeukemiaYM
2018YMgfYMelglaelhe 10.7 24

23 xetectionMofMwirculatingMTumorMxNuMinMPatientsMWithMLeiomyosarcomaMWithMProgressiveMxiseasebM
JCOpPrecisionpOncologyYM2019YMfdemYM 3.6 22

22 βeneticMuncestryMwontributesMtoMSomaticMMutationsMinMLungMwancersMfromMudmixedMLatinMumericanM
PopulationsbMCancerpDiscoveryYM2021YMeeYMimeaiml 24.4 20

21 ReMixTnMcloneaspecificMgenomicMstructureMestimationMinMcancerbMGenomepBiologyYM2017YMelYMehd 18.3 18

20 unMRwOReMlossaassociatedMgeneMexpressionMsignatureMidentifiesMaMprognosticallyMsignificantMxLvwLM
subgroupbMBloodYM2015YMefiYMmimajj 2.2 18

19 βenomicMdistinctionsMbetweenMmetastaticMlowerMandMupperMtractMurothelialMcarcinomaMrevealedM
throughMrapidMautopsybMJCIpInsightYM2019YMiYM 9.9 14

18 TheMMetastaticMvreastMwancerMUMvwVMprojectnMucceleratingMtranslationalMresearchMthroughMdirectM
patientMengagementbbMJournalpofpClinicalpOncologyYM2017YMgiYMedkjaedkj 2.2 8

17 WholeayxomeMSequencingMandMTargetedMxeepMSequencingMofMcfxNuMynablesMaMwomprehensiveM
MutationalMProfilingMofMMultipleMMyelomabMBloodYM2016YMeflYMemkaemk 2.2 7

16 xistinguishingMsomaticMandMgermlineMcopyMnumberMeventsMinMcancerMpatientMxNuMhybridizedMtoM
wholeagenomeMSNPMgenotypingMarraysbMMethodspinpMolecularpBiologyYM2013YMmkgYMgiiakf 1.4 5

15 MutationMdiscoveryMinMregionsMofMsegmentalMcancerMgenomeMamplificationsMwithMwoNunaSNVnMaM
mixtureMmodelMforMnextMgenerationMsequencingMofMtumorsbMPLoSpONEYM2012YMkYMeheiie 3.7 4

14 LiquidMbiopsyMdetectionMofMgenomicMalterationsMinMpediatricMbrainMtumorsMfromMcellafreeMxNuMinM
peripheralMbloodYMwSzYMandMurinebbMNeuro-OncologyYM2022YM 1 4

13 MultiplexedMfunctionalMgenomicManalysisMofMiTMuntranslatedMregionMmutationsMacrossMtheMspectrumM
ofMprostateMcancerbMNaturepCommunicationsYM2021YMefYMhfek 17.4 4

12 ubstractMgfhknMβenomeawideMcellafreeMxNuMmutationMintegrationMforMsensitiveMcancerMdetectionM
2018YM 3

11 PatientaderivedMxenograftsMundergoMmurineaspecificMtumorMevolution 3

10 HaplotypearesolvedMgermlineMandMsomaticMalterationsMinMrenalMmedullaryMcarcinomasbMGenomep
MedicineYM2021YMegYMeeh 14.4 2

9 wombinedMtumorMandMimmuneMsignalsMfromMgenomesMorMtranscriptomesMpredictMoutcomesMofM
checkpointMinhibitionMinMmelanomabbMCellpReportspMedicineYM2022YMgYMeddidd 18 2

8 βyNyadkbMLIQUIxMvIOPSYMxyTywTIONMOzMβyNOMIwMuLTyRuTIONSMINMPyxIuTRIwMvRuINMTUMORSM
zROMMwyLLazRyyMxNuMINMPyRIPHyRuLMvLOOxYMwSzYMuNxMURINybMNeuro-OncologyYM2019YMfeYMiilfaiilf 1 1
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7 TumorMfractionMinMcirculatingMfreeMxNuMasMaMbiomarkerMofMdiseaseMdynamicsMinMmetastaticMprostateM
cancerbbMJournalpofpClinicalpOncologyYM2018YMgjYMemiaemi 2.2 1

6 βenomicMattributesMofMhomologyadirectedMxNuMrepairMdeficiencyMinMmetastaticMprostateMcancerbMJCIp
InsightYM2021YMjYM 9.9 1

5 xNuabasedMcopyMnumberManalysisMconfirmsMgenomicMevolutionMofMPxXMmodelsbbMNpjpPrecisionp
OncologyYM2022YMjYMgd 9.8 1

4 ModelingMclonalMstructureMoverMnarrowMtimeMframesMviaMcirculatingMtumorMxNuMinMmetastaticMbreastM
cancerbMGenomepMedicineYM2021YMegYMlm 14.4 0

3 wirculatingMtumorMxNuMisMreadilyMdetectableMamongMβhanaianMbreastMcancerMpatientsMsupportingM
nonainvasiveMcancerMgenomicMstudiesMinMufricabMNpjpPrecisionpOncologyYM2021YMiYMlg 9.8 0

2 βenomeawideMcopyMnumberManalysisMofMcellafreeMxNuMfromMpatientsMwithMchemotherapyaresistantM
metastaticMtripleanegativeMbreastMcancerbbMJournalpofpClinicalpOncologyYM2017YMgiYMedmfaedmf 2.2

1
LargeaScaleMHighMResolutionMIntegrationMofMwopyMNumberMandMβeneMyxpressionMinMxLvwLMRevealsM
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