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107
yeglycosylationNbyNsmallNintestinalNepithelialNcellNbetaaglucosidasesNisNaNcriticalNstepNinNtheN
absorptionNandNmetabolismNofNdietaryNflavonoidNglycosidesNinNhumansbNEuropeanhJournalhofhNutrition
ZN2003ZNhfZNfnahf

5.2 495

106 αβeeNxylanasesoNStructurecfunctioncpropertiesNrelationshipsNandNapplicationsbNBiotechnologyh
AdvancesZN2012ZNgdZNikhanf 17.8 276

105 LyticNxylanNoxidasesNfromNwoodadecayNfungiNunlockNbiomassNdegradationbNNaturehChemicalhBiologyZN
2018ZNehZNgdkaged 11.7 183

104 zffectsNofNgrindingNprocessesNonNenzymaticNdegradationNofNwheatNstrawbNBioresourcehTechnologyZN
2012ZNedgZNenfafdd 11 181

103 —ungalNznzymesNforNwioaProductsNfromNSustainableNandNWasteNwiomassbNTrendshinhBiochemicalh
SciencesZN2016ZNheZNkggakhi 10.3 172

102 SubstrateNspecificityNandNregioselectivityNofNfungalNvvnNlyticNpolysaccharideNmonooxygenasesN
secretedNbyNPodosporaNanserinabNBiotechnologyhforhBiofuelsZN2015ZNmZNnd 7.8 169

101
xelloaoligosaccharideNoxidationNrevealsNdifferencesNbetweenNtwoNlyticNpolysaccharideN
monooxygenasesNVfamilyNαβkeWNfromNPodosporaNanserinabNAppliedhandhEnvironmentalhMicrobiologyZN
2013ZNlnZNhmmank

4.8 132

100 LyticNpolysaccharideNmonooxygenasesNdisruptNtheNcelluloseNfibersNstructurebNScientifichReportsZN2017
ZNlZNhdfkf 4.9 126

99 PostagenomicNanalysesNofNfungalNlignocellulosicNbiomassNdegradationNrevealNtheNunexpectedN
potentialNofNtheNplantNpathogenNUstilagoNmaydisbNBMChGenomicsZN2012ZNegZNil 4.5 109

98 InteractionsNdefiningNtheNspecificityNbetweenNfungalNxylanasesNandNtheNxylanaseainhibitingNproteinN
XIPaINfromNwheatbNBiochemicalhJournalZN2002ZNgkiZNllgame 3.8 101

97 vvekZNaNnewNlyticNpolysaccharideNmonooxygenaseNfamilyNidentifiedNinNfungalNsecretomesbN
BiotechnologyhforhBiofuelsZN2019ZNefZNii 7.8 96

96 xloningZNexpressionNinNPichiaNpastorisZNandNcharacterizationNofNaNthermostableNαβiNmannanN
endoaeZhabetaamannosidaseNfromNvspergillusNnigerNwKdebNMicrobialhCellhFactoriesZN2009ZNmZNin 6.4 95

95
PurificationNandNbiochemicalNcharacterizationNofNaNnovelN˛–aamylaseNfromNwacillusNlicheniformisNNβeoN
xloningZNnucleotideNsequenceNandNexpressionNofNamyNNgeneNinNzscherichiaNcolibNProcesshBiochemistry
ZN2008ZNhgZNhnnaied

4.8 91

94 PodosporaNanserinaNhemicellulasesNpotentiateNtheNTrichodermaNreeseiNsecretomeNforN
saccharificationNofNlignocellulosicNbiomassbNAppliedhandhEnvironmentalhMicrobiologyZN2011ZNllZNfglahk 4.8 86

93 SingleadomainNflavoenzymesNtriggerNlyticNpolysaccharideNmonooxygenasesNforNoxidativeN
degradationNofNcellulosebNScientifichReportsZN2016ZNkZNfmflk 4.9 82

92 βighalevelNproductionNofNrecombinantNfungalNendoabetaaeZhaxylanaseNinNtheNmethylotrophicNyeastN
PichiaNpastorisbNProteinhExpressionhandhPurificationZN2000ZNenZNelnaml 2 71

91 —ungalNStrategiesNforNLigninNyegradationbNAdvanceshinhBotanicalhResearchZN2012ZNkeZNfkgagdm 2.2 68
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90
StructuralNandNbiochemicalNanalysesNofNglycosideNhydrolaseNfamiliesNiNandNfkN˛†aVeZhWamannanasesN
fromNPodosporaNanserinaNrevealNdifferencesNuponNmannoaoligosaccharideNcatalysisbNJournalhofh
BiologicalhChemistryZN2013ZNfmmZNehkfhaehkgi

5.4 67

89 —actorsNaffectingNxylanaseNfunctionalityNinNtheNdegradationNofNarabinoxylansbNBiotechnologyhLettersZN
2008ZNgdZNeegnaid 3 65

88 SubstrateNVaglyconeWNspecificityNofNhumanNcytosolicNbetaaglucosidasebNBiochemicalhJournalZN2003ZN
glgZNheam 3.8 65

87 SpecificNcharacterizationNofNsubstrateNandNinhibitorNbindingNsitesNofNaNglycosylNhydrolaseNfamilyNeeN
xylanaseNfromNvspergillusNnigerbNJournalhofhBiologicalhChemistryZN2002ZNfllZNhhdgiahg 5.4 65

86 xharacterizationNofNsaltaadaptedNsecretedNlignocellulolyticNenzymesNfromNtheNmangroveNfungusN
PestalotiopsisNspbNNaturehCommunicationsZN2013ZNhZNemed 17.4 64

85 —unctionalNexpressionNofNhumanNliverNcytosolicNbetaaglucosidaseNinNPichiaNpastorisbNInsightsNintoNitsN
roleNinNtheNmetabolismNofNdietaryNglucosidesbNFEBShJournalZN2002ZNfknZNfhnaim 58

84 RecentNinsightsNintoNlyticNpolysaccharideNmonooxygenasesNVLPMOsWbNBiochemicalhSocietyh
TransactionsZN2018ZNhkZNehgeaehhl 5.1 58

83 —usariumNverticillioidesNsecretomeNasNaNsourceNofNauxiliaryNenzymesNtoNenhanceNsaccharificationNofN
wheatNstrawbNBioresourcehTechnologyZN2012ZNeehZNimnank 11 57

82 StressNinducesNtheNexpressionNofNvtNvyKaeZNaNgeneNencodingNaNNvyVβWNkinaseNinNvrabidopsisN
thalianabNMolecularhGeneticshandhGenomicsZN2005ZNflgZNedan 3.1 56

81 StructureafunctionNcharacterizationNrevealsNnewNcatalyticNdiversityNinNtheNgalactoseNoxidaseNandN
glyoxalNoxidaseNfamilybNNaturehCommunicationsZN2015ZNkZNedenl 17.4 55

80 βeterologousNexpressionNofNPycnoporusNcinnabarinusNcellobioseNdehydrogenaseNinNPichiaNpastorisN
andNinvolvementNinNsaccharificationNprocessesbNMicrobialhCellhFactoriesZN2011ZNedZNeeg 6.4 53

79 vutomatedNassayNforNscreeningNtheNenzymaticNreleaseNofNreducingNsugarsNfromNmicronizedNbiomassbN
MicrobialhCellhFactoriesZN2010ZNnZNim 6.4 53

78 βydrolysisNofNsoftwoodNbyNvspergillusNmannanaseoNroleNofNaNcarbohydrateabindingNmodulebNJournalh
ofhBiotechnologyZN2010ZNehmZNekgald 3.7 53

77 znhancedNdegradationNofNsoftwoodNversusNhardwoodNbyNtheNwhitearotNfungusNPycnoporusN
coccineusbNBiotechnologyhforhBiofuelsZN2015ZNmZNfek 7.8 52

76 zxploringNtheNnaturalNfungalNbiodiversityNofNtropicalNandNtemperateNforestsNtowardNimprovementNofN
biomassNconversionbNAppliedhandhEnvironmentalhMicrobiologyZN2012ZNlmZNkhmgand 4.8 49

75 TheNcrystalNstructureNofNhumanNcytosolicNbetaaglucosidaseNunravelsNtheNsubstrateNaglyconeN
specificityNofNaNfamilyNeNglycosideNhydrolasebNJournalhofhMolecularhBiologyZN2007ZNgldZNnkhali 6.5 43

74
—astNsolubilizationNofNrecalcitrantNcellulosicNbiomassNbyNtheNbasidiomyceteNfungusNLaetisariaNarvalisN
involvesNsuccessiveNsecretionNofNoxidativeNandNhydrolyticNenzymesbNBiotechnologyhforhBiofuelsZN2014ZN
lZNehg

7.8 41

73
SubstrateNandNproductNhydrolysisNspecificityNinNfamilyNeeNglycosideNhydrolasesoNanNanalysisNofN
PenicilliumNfuniculosumNandNPenicilliumNgriseofulvumNxylanasesbNAppliedhMicrobiologyhandh
BiotechnologyZN2007ZNlhZNeddeaed

5.7 41
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72 SaltaresponsiveNlyticNpolysaccharideNmonooxygenasesNfromNtheNmangroveNfungusNPestalotiopsisNspbN
NxikbNBiotechnologyhforhBiofuelsZN2016ZNnZNedm 7.8 41

71 —ungalNsecretomicsNtoNprobeNtheNbiologicalNfunctionsNofNlyticNpolysaccharideNmonooxygenasesbN
CarbohydratehResearchZN2017ZNhhmZNeiiaekd 2.9 38

70 TheNintegrativeNomicsNofNwhitearotNfungusNPycnoporusNcoccineusNrevealsNcoaregulatedNxvZymesNforN
orchestratedNlignocelluloseNbreakdownbNPLoShONEZN2017ZNefZNedeliifm 3.7 38

69 LyticNpolysaccharideNmonooxygenasesNVLPMOsWNfacilitateNcelluloseNnanofibrilsNproductionbN
BiotechnologyhforhBiofuelsZN2019ZNefZNeik 7.8 37

68
—unctionalNanalysisNofNfamilyNαβgkN˛–agalactosidasesNfromNRuminococcusNgnavusNzeoNinsightsNintoN
theNmetabolismNofNaNplantNoligosaccharideNbyNaNhumanNgutNsymbiontbNAppliedhandhEnvironmentalh
MicrobiologyZN2012ZNlmZNllfdagf

4.8 37

67 TheNlyticNpolysaccharideNmonooxygenaseNLPMOnβNcatalyzesNoxidativeNcleavageNofNdiverseNplantNcellN
wallNmatrixNglycansbNBiotechnologyhforhBiofuelsZN2017ZNedZNkg 7.8 36

66 InsightsNintoNexoaNandNendoglucanaseNactivitiesNofNfamilyNkNglycosideNhydrolasesNfromNPodosporaN
anserinabNAppliedhandhEnvironmentalhMicrobiologyZN2013ZNlnZNhffdan 4.8 36

65 αβkfNarabinofuranosidasesoNStructureZNfunctionNandNapplicationsbNBiotechnologyhAdvancesZN2017ZNgiZNlnfamdh17.8 36

64 TheNyeastNencodesNfunctionalNlyticNpolysaccharideNmonooxygenasesbNBiotechnologyhforhBiofuelsZN
2017ZNedZNfei 7.8 33

63 xomparativeNanalysesNofNPodosporaNanserinaNsecretomesNrevealNaNlargeNarrayNofN
lignocelluloseaactiveNenzymesbNAppliedhMicrobiologyhandhBiotechnologyZN2014ZNnmZNlhilakn 5.7 33

62 xharacterizationNofNaNbroadaspecificityN˛†aglucanaseNactingNonN˛†aVeZgWaZN˛†aVeZhWaZNandN˛†aVeZkWaglucansN
thatNdefinesNaNnewNglycosideNhydrolaseNfamilybNAppliedhandhEnvironmentalhMicrobiologyZN2012ZNlmZNmihdak 4.8 33

61 vNthermostableNαβhiNendoglucanaseNfromNyeastoNimpactNofNitsNatypicalNmultimodularityNonNactivitybN
MicrobialhCellhFactoriesZN2011ZNedZNedg 6.4 33

60 vNfungalNfamilyNofNlyticNpolysaccharideNmonooxygenasealikeNcopperNproteinsbNNaturehChemicalh
BiologyZN2020ZNekZNghiagid 11.7 33

59 —irstNstructuralNinsightsNintoN˛–aLaarabinofuranosidasesNfromNtheNtwoNαβkfNglycosideNhydrolaseN
subfamiliesbNJournalhofhBiologicalhChemistryZN2014ZNfmnZNifkealg 5.4 32

58 InfluenceNofNtheNcarbohydrateabindingNmoduleNonNtheNactivityNofNaNfungalNvvnNlyticNpolysaccharideN
monooxygenaseNonNcellulosicNsubstratesbNBiotechnologyhforhBiofuelsZN2019ZNefZNfdk 7.8 31

57 TheNectomycorrhizalNbasidiomyceteNLaccariaNbicolorNreleasesNaNsecretedN˛†aeZhNendoglucanaseNthatN
playsNaNkeyNroleNinNsymbiosisNdevelopmentbNNewhPhytologistZN2018ZNffdZNegdnaegfe 9.8 26

56 MolecularNdeterminantsNofNsubstrateNandNinhibitorNspecificitiesNofNtheNPenicilliumNgriseofulvumN
familyNeeNxylanasesbNBiochimicahEthBiophysicahActahxhProteinshandhProteomicsZN2009ZNelnhZNhgmahi 4 26

55 znzymaticNsynthesisNofNmodelNsubstratesNrecognizedNbyNglucuronoylNesterasesNfromNPodosporaN
anserinaNandNMyceliophthoraNthermophilabNAppliedhMicrobiologyhandhBiotechnologyZN2014ZNnmZNiidlaek 5.7 25

Jean-guy Berrin

4



54 xharacterizationNofNaNnewNarylaalcoholNoxidaseNsecretedNbyNtheNphytopathogenicNfungusNUstilagoN
maydisbNAppliedhMicrobiologyhandhBiotechnologyZN2016ZNeddZNknlaldk 5.7 24

53 PlantNbiomassNdegradingNabilityNofNtheNcoprophilicNascomyceteNfungusNPodosporaNanserinabN
BiotechnologyhAdvancesZN2016ZNghZNnlkanmg 17.8 24

52 RecombinantNproteinNproductionNfacilityNforNfungalNbiomassadegradingNenzymesNusingNtheNyeastN
PichiaNpastorisbNFrontiershinhMicrobiologyZN2015ZNkZNeddf 5.7 24

51 VisualNxomparativeNOmicsNofN—ungiNforNPlantNwiomassNyeconstructionbNFrontiershinhMicrobiologyZN
2016ZNlZNeggi 5.7 24

50 yynamicNandN—unctionalNProfilingNofNXylanayegradingNznzymesNinNSecretomesNUsingNvctivityawasedN
ProbesbNACShCentralhScienceZN2019ZNiZNedklaedlm 16.8 23

49 MolecularNengineeringNofNfungalNαβiNandNαβfkNbetaaVeZhWamannanasesNtowardNimprovementNofN
enzymeNactivitybNPLoShONEZN2013ZNmZNelnmdd 3.7 23

48 xellasurfaceNdisplayNtechnologyNandNmetabolicNengineeringNofNSaccharomycesNcerevisiaeNforN
enhancingNxylitolNproductionNfromNwoodyNbiomassbNGreenhChemistryZN2019ZNfeZNelniaemdm 10 22

47 RationalNyesignNofNMechanismawasedNInhibitorsNandNvctivityawasedNProbesNforNtheNIdentificationNofN
RetainingN˛–alavrabinofuranosidasesbNJournalhofhthehAmericanhChemicalhSocietyZN2020ZNehfZNhkhmahkkf 16.4 20

46 UseNofNxellulasesNfromNTrichodermaNreeseiNinNtheNTwentya—irstNxenturyâ��PartNIN2014ZNfhiafke 20

45 vNnewNsynergisticNrelationshipNbetweenNxylanaactiveNLPMONandNxylobiohydrolaseNtoNtackleN
recalcitrantNxylanbNBiotechnologyhforhBiofuelsZN2020ZNegZNehf 7.8 20

44 InsightsNintoNanNunusualNvuxiliaryNvctivityNnNfamilyNmemberNlackingNtheNhistidineNbraceNmotifNofNlyticN
polysaccharideNmonooxygenasesbNJournalhofhBiologicalhChemistryZN2019ZNfnhZNeleelaelegd 5.4 19

43 InvestigationNofNtheNbindingNpropertiesNofNaNmultiamodularNαβhiNcellulaseNusingNbioinspiredNmodelN
assembliesbNBiotechnologyhforhBiofuelsZN2016ZNnZNef 7.8 19

42 vctionNofNlyticNpolysaccharideNmonooxygenaseNonNplantNtissueNisNgovernedNbyNcellularNtypebNScientifich
ReportsZN2017ZNlZNellnf 4.9 18

41 xomparisonNofNfungalNcarbohydrateNesterasesNofNfamilyNxzekNonNartificialNandNnaturalNsubstratesbN
JournalhofhBiotechnologyZN2016ZNfggZNffmagk 3.7 16

40
LavenderaNandNlavandinadistilledNstrawsoNanNuntappedNfeedstockNwithNgreatNpotentialNforNtheN
productionNofNhighaaddedNvalueNcompoundsNandNfungalNenzymesbNBiotechnologyhforhBiofuelsZN2018ZN
eeZNfel

7.8 16

39 IdentificationNofNtheNzincNbindingNligandsNandNtheNcatalyticNresidueNinNhumanNaspartoacylaseZNanN
enzymeNinvolvedNinNxanavanNdiseasebNFEBShLettersZN2006ZNimdZNimnnandh 3.8 15

38 yiscoveryNofNfungalNoligosaccharideaoxidisingNflavoaenzymesNwithNpreviouslyNunknownNsubstratesZN
redoxaactivityNprofilesNandNinterplayNwithNLPMOsbNNaturehCommunicationsZN2021ZNefZNfegf 17.4 15

37 TrackingNofNenzymaticNbiomassNdeconstructionNbyNfungalNsecretomesNhighlightsNmarkersNofN
lignocelluloseNrecalcitrancebNBiotechnologyhforhBiofuelsZN2019ZNefZNlk 7.8 14
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36 xonservedNwhitearotNenzymaticNmechanismNforNwoodNdecayNinNtheNwasidiomycotaNgenusN
PycnoporusbNDNAhResearchZN2020ZNflZN 4.5 13

35 StructureabasedNmutagenesisNofNPenicilliumNgriseofulvumNxylanaseNusingNcomputationalNdesignbN
Proteins:hStructurewhFunctionhandhBioinformaticsZN2008ZNlfZNefnmagdl 4.2 13

34 vNuniqueNxzekNacetylNesteraseNfromNPodosporaNanserinaNactiveNonNpolymericNxylanbNAppliedh
MicrobiologyhandhBiotechnologyZN2015ZNnnZNedieiafk 5.7 12

33 znzymeNvctivitiesNofNTwoNRecombinantNβemeaxontainingNPeroxidasesZNyyPeNandNVPfZNIdentifiedN
fromNtheNSecretomeNofNTrametesNversicolorbNAppliedhandhEnvironmentalhMicrobiologyZN2018ZNmhZN 4.8 11

32 InactivationNofNxellobioseNyehydrogenasesNModifiesNtheNxelluloseNyegradationNMechanismNofN
PodosporaNanserinabNAppliedhandhEnvironmentalhMicrobiologyZN2017ZNmgZN 4.8 11

31 xomprehensiveNInsightsNintoNtheNProductionNofNLongNxhainNvliphaticNvldehydesNUsingNaN
xopperaRadicalNvlcoholNOxidaseNasNwiocatalystbNACShSustainablehChemistryhandhEngineeringZN2021ZNnZNhheeahhfe8.3 11

30 —ungalNznzymaticNyegradationNofNxellulosebNGreenhEnergyhandhTechnologyZN2016ZNeggaehk 0.6 9

29 wiocatalyticNoxidationNofNfattyNalcoholsNintoNaldehydesNforNtheNflavorsNandNfragrancesNindustrybN
BiotechnologyhAdvancesZN2021ZNedllml 17.8 9

28 xharacterizationNofNaNmycobacterialNcellulaseNandNitsNimpactNonNbiofilmaNandNdrugainducedNcelluloseN
productionbNGlycobiologyZN2017ZNflZNgnfagnn 5.8 8

27 wroadaspecificityNαβegeN˛†aglucanasesNareNaNhallmarkNofNfungiNandNoomycetesNthatNcolonizeNplantsbN
EnvironmentalhMicrobiologyZN2019ZNfeZNflfhaflgn 5.2 8

26 OnNtheNexpansionNofNbiologicalNfunctionsNofNlyticNpolysaccharideNmonooxygenasesbbNNewhPhytologistZN
2021ZN 9.8 8

25 TheNQuaternaryNStructureNofNaNαlycosideNβydrolaseNyictatesNSpecificityNtowardN˛†aαlucansbNJournalhofh
BiologicalhChemistryZN2016ZNfneZNlemganh 5.4 8

24 zvaluationNofNtheNznzymaticNvrsenalNSecretedNbyNyuringNαrowthNonNSugarcaneNwagasseNWithNaN
—ocusNonNLPMOsbNFrontiershinhBioengineeringhandhBiotechnologyZN2020ZNmZNedfm 5.8 7

23 IdentificationNofNtheNmolecularNdeterminantsNdrivingNtheNsubstrateNspecificityNofNfungalNlyticN
polysaccharideNmonooxygenasesNVLPMOsWbNJournalhofhBiologicalhChemistryZN2021ZNfnkZNedddmk 5.4 7

22 znzymesNtoNunravelNbioproductsNarchitecturebNBiotechnologyhAdvancesZN2020ZNheZNedlihk 17.8 6

21 —unctionalNcharacterizationNofNPenicilliumNoccitanisNPolkNandNPenicilliumNfuniculosumNαβeeN
xylanasesbNProteinhExpressionhandhPurificationZN2013ZNndZNeniafde 2 6

20 —ungalNLyticNPolysaccharideNMonooxygenasesNVLPMOsWoNwiologicalNImportanceNandNvpplicationsN
2021ZNfmeafnh 6

19 StructuralNinsightsNintoNaNfamilyNgnNglycosideNhydrolaseNfromNtheNgutNsymbiontNwacteroidesN
cellulosilyticusNWβfbNJournalhofhStructuralhBiologyZN2017ZNenlZNfflafgi 3.4 5
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18 NMRNanalysisNofNtheNbindingNmodeNofNtwoNfungalNendoa˛†aeZhamannanasesNfromNαβiNandNαβfkN
familiesbNOrganichandhBiomolecularhChemistryZN2016ZNehZNgehaff 3.9 5

17 —romNfungalNsecretomesNtoNenzymesNcocktailsoNTheNpathNforwardNtoNbioeconomybNBiotechnologyh
AdvancesZN2021ZNifZNedlmgg 17.8 5

16 TheNSaccharificationNStepoNTheNMainNznzymaticNxomponentsN2013ZNngaeed 4

15 TheNSecretomesNofNandNSupplementNtheNRovabioNznzymeNxocktailNforNtheNyegradationNofNSoybeanN
MealNforNvnimalN—eedbNJournalhofhFungihsBaselwhSwitzerlandtZN2021ZNlZN 5.6 4

14 LargeascaleNphenotypingNofNeZdddNfungalNstrainsNforNtheNdegradationNofNnonanaturalZNindustrialN
compoundsbNCommunicationshBiologyZN2021ZNhZNmle 6.7 4

13 InhibitionNofNlyticNpolysaccharideNmonooxygenaseNbyNnaturalNplantNextractsbNNewhPhytologistZN2021ZN
fgfZNegglaeghn 9.8 4

12 UseNofNxellulasesNfromNTrichodermaNreeseiNinNtheNTwentya—irstNxenturyâ��PartNIIoNOptimizationNofN
xellulolyticNxocktailsNforNSaccharificationNofNLignocellulosicN—eedstocksN2014ZNfkgafmd 3

11 TunableNProductionNofNVWaNorNVWaxitronellalNfromNαeraniolNviaNaNwienzymaticNxascadeNUsingNaNxopperN
RadicalNvlcoholNOxidaseNandNOldNYellowNznzymebbNACShCatalysisZN2022ZNefZNeeeeaeeek 13.1 3

10 wioinformaticNvnalysisNofNLyticNPolysaccharideNMonooxygenasesNRevealsNtheNPana—amiliesN
OccurrenceNofNIntrinsicallyNyisorderedNxaTerminalNzxtensionsbNBiomoleculesZN2021ZNeeZN 5.9 3

9 UnravellingNtheNroleNofNalcoholNcopperNradicalNoxidasesNinNfungalNplantNpathogens 3

8 TheNectomycorrhizalNbasidiomyceteNLaccariaNbicolorNreleasesNaNαβfmNpolygalacturonaseNthatNplaysNaN
keyNroleNinNsymbiosisNestablishmentbbNNewhPhytologistZN2021ZN 9.8 2

7 vNsurveyNofNsubstrateNspecificityNamongNvuxiliaryNvctivityN—amilyNiNcopperNradicalNoxidasesNbNCellularh
andhMolecularhLifehSciencesZN2021ZNlmZNmemlamfdm 10.3 2

6
IdentificationNofNxopperaxontainingNOxidoreductasesNinNtheNSecretomesNofNThreeNSpeciesNwithNaN
—ocusNonNxopperNRadicalNOxidasesNforNtheNwiocatalyticNProductionNofN—attyNvldehydesbNAppliedhandh
EnvironmentalhMicrobiologyZN2021ZNmlZNedeifkfe

4.8 2

5 vctivityabasedNproteinNprofilingNrevealsNdynamicNsubstrateaspecificNcellulaseNsecretionNbyN
saprotrophicNbasidiomycetesbN2022ZNeiZNk 0

4 PlantNwastesNandNsustainableNrefineriesoNwhatNcanNweNlearnNfromNfungitbNCurrenthOpinionhinhGreenh
andhSustainablehChemistryZN2022ZNghZNeddkdf 7.9 0

3
vnalysisNofNtheNsubstrateNspecificityNofN˛–aLaarabinofuranosidasesNbyNyNvNsequenceraaidedN
fluorophoreaassistedNcarbohydrateNelectrophoresisbNAppliedhMicrobiologyhandhBiotechnologyZN2018ZN
edfZNeddneaededf

5.7 0

2 LessNWastageNinNaNwottlebNTrendshinhChemistryZN2020ZNfZNkmkakmm 14.8

1 zxploringNtheNimpactNofNVerticilliumNwiltNdiseaseNonNtheNmechanicalNpropertiesNofNelementaryNflaxN
VLinumNusitatissimumNLbWNfibresbNIndustrialhCropshandhProductsZN2022ZNemfZNeehndd 5.9

(2022-2016)
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