640

peer-reviewed
articles

667/

documents

109,236

peer-reviewed
citations

122369

doc citations

203

peer-reviewed

255

145

h-index

152

h-index

5.64

score

276551

citing authors



10

12

14

16

18

Q ALODNAANA

ARTICLE IF CITATIONS

Evidence-based criteria for identifying at-risk individuals requiring liver disease screening. Hepatology

Communications, 2025, 9, .

Associations of alcohol with the human gut microbiome and prospective health outcomes in the .4 ;
FINRISK 2002 cohort. European Journal of Nutrition, 2025, 64, . :

Cardiovascular disease outcomes in relation to 25-hydroxyvitamin D and its seasonal variation:
Results from the BiomarCaRE consortium. PLoS ONE, 2025, 20, e0319607.

Schizophrenia genetic risk and labour market outcomes in the Finnish general population: Are

schizophrenia-related traits penalised or rewarded?. Comprehensive Psychiatry, 2025, 140, 152600. 4.0 3

Regional and temporal differences in the associations between cardiovascular disease and its classic
risk factors: an analysis of 49 cohorts from 11 European countries. European Journal of Preventive
Cardiology, 2024, 31, 569-577.

Role of Gut Microbiota in Statin-Associated New-Onset Diabetes&€”A Cross-Sectional and Prospective
Analysis of the FINRISK 2002 Cohort. Arteriosclerosis, Thrombosis, and Vascular Biology, 2024, 44, 6.0 17
477-487.

X-chromosome and Ridney function: evidence from a multi-trait genetic analysis of 908,697 individuals
reveals sex-specific and sex-differential findings in genes regulated by androgen response elements.
Nature Communications, 2024, 15, .

C-reactive protein modifies lipoprotein(a)-related risk for coronary heart disease: the BiomarCaRE 9.9 53
project. European Heart Journal, 2024, 45, 1043-1054. :

Genome-wide characterization of circulating metabolic biomarkers. Nature, 2024, 628, 130-138. 37.9 237

Evidence for the additivity of rare and common variant burden throughout the spectrum of
intellectual disability. European Journal of Human Genetics, 2024, 32, 576-583.

Integration of polygenic and gut metagenomic risk prediction for common diseases. Nature Aging, 145 23
2024, 4, 584-594. )

Serum MMP-8 and TIMP-1 concentrations in a population-based cohort: effects of age, gender, and
health status. Frontiers in Dental Medicine, 2024, 5, .

Genome-wide analysis in over 1 million individuals of European ancestry yields improved polygenic risk

scores for blood pressure traits. Nature Genetics, 2024, 56, 778-791. 25.2 182

Associations of plant-based foods, red and processed meat, and dairy with gut microbiome in Finnish
adults. European Journal of Nutrition, 2024, 63, 2247-2260.

Cost-effectiveness of applying high-sensitivity troponin | to a score for cardiovascular risk prediction 9.3 3
in asymptomatic population. PLoS ONE, 2024, 19, e0307468. ’

ALT levels, alcohol use, and metabolic risk factors have prognostic relevance for liver-related

outcomes in the general population. JHEP Reports, 2024, 6, 101172.

Association of inflammatory cytokines with lung function, chronic lung diseases, and COVID-19. 35
IScience, 2024, 27, 110704. :



20

22

24

26

28

30

32

34

36

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Associations between gut microbiota and incident fractures in the FINRISK cohort. Npj Biofilms and

Microbiomes, 2024, 10, .

Divergent trends in the incidence and mortality of acute myocardial ischaemic syndrome, especially in 2.8 3
women. Evidence from Finland in 19964€°2021. Annals of Medicine, 2024, 56, . :

Inflammatory Diseases, Inflammatory Biomarkers, and Alzheimer Disease. Neurology, 2023, 100, .

Exploring the incremental utility of circulating biomarkers for robust risk prediction of incident
atrial fibrillation in European cohorts using regressions and modern machine learning methods. 2.0 18
Europace, 2023, 25, 812-819.

Cross-sectionally Calculated Metabolic Aging Does Not Relate to Longitudinal Metabolic
Changesa€”Support for Stratified Aging Models. Journal of Clinical Endocrinology and Metabolism,
2023, 108, 2099-2104.

Atlas of plasma NMR biomarkers for health and disease in 118,461 individuals from the UK Biobank.

Nature Communications, 2023, 14, . 13.7 464

Longitudinal metabolomics of increasing body-mass index and waist-hip ratio reveals two dynamic
patterns of obesity pandemic. International Journal of Obesity, 2023, 47, 453-462.

Abdominal obesity and alcohol use modify the impact of genetic risk for incident advanced liver

disease in the general population. Liver International, 2023, 43, 1035-1045. 3.9 14

Multi-ancestry genome-wide association analyses improve resolution of genes and pathways
influencing lung function and chronic obstructive pulmonary disease risk. Nature Genetics, 2023, 55,
410-422.

Biomarker-based prediction of fatal and non-fatal cardiovascular outcomes in individuals with

diabetes mellitus. European Journal of Preventive Cardiology, 2023, 30, 1218-1226. 2.0 13

Gut microbiome and atrial fibrillationd€”results from a large population-based study. EBioMedicine,
2023, 91, 104583.

Greengenes2 unifies microbial data in a single reference tree. Nature Biotechnology, 2023, 42, 715-718. 29.8 567

Decreasing national trends in diabetic complications hide regional differences: a prospective
population-based study using health care registers in Finland. Scandinavian Cardiovascular Journal,
2023, 57,.

Waist-hip ratio is superior to BMI in predicting liver-related outcomes and synergizes with harmful

alcohol use. Communications Medicine, 2023, 3, . 4.5 19

Outcomes after coronary artery bypass grafting and percutaneous coronary intervention in diabetic
and non-diabetic patients. European Heart Journal Quality of Care &amp; Clinical Outcomes, 2022, 8,
692-700.

Obesity Does Not Protect From Subarachnoid Hemorrhage: Pooled Analyses of 3 Large Prospective 5.9 1
Nordic Cohorts. Stroke, 2022, 53, 1301-1309. )

Comprehensive biomarker profiling of hypertension in 36a€5985 Finnish individuals. Journal of

Hypertension, 2022, 40, 579-587.

Interaction Testing and Polygenic Risk Scoring to Estimate the Association of Common Genetic

Variants With Treatment Resistance in Schizophrenia. JAMA Psychiatry, 2022, 79, 260. 124 100



38

40

42

44

46

48

50

52

54

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Polygenic Risk Scores for Predicting Adverse Outcomes After Coronary Revascularization. American

Journal of Cardiology, 2022, 167, 9-14.

Gut Microbiome Composition Is Predictive of Incident Type 2 Diabetes in a Population Cohort of 5,572 6.2 117
Finnish Adults. Diabetes Care, 2022, 45, 811-818. :

How Communicating Polygenic and Clinical Risk for Atherosclerotic Cardiovascular Disease Impacts
Health Behavior: an Observational Follow-up Study. Circulation Genomic and Precision Medicine,
2022, 15,.

Combined effects of host genetics and diet on human gut microbiota and incident disease in a single

population cohort. Nature Genetics, 2022, 54, 134-142. 25.2 526

Longitudinal profiling of metabolic ageing trends in two population cohorts of young adults.
International Journal of Epidemiology, 2022, 51, 1970-1983.

Elucidating the relationship between migraine risk and brain structure using genetic data. Brain, 2022, - 33
145, 3214-3224. :

Integration of questionnaire-based risk factors improves polygenic risk scores for human coronary
heart disease and type 2 diabetes. Communications Biology, 2022, 5, .

Development and validation of a model to predict incident chronic liver disease in the general

population: The CLivD score. Journal of Hepatology, 2022, 77, 302-311. 42 67

Multid€phenotype analyses of hemostatic traits with cardiovascular events reveal novel genetic
associations. Journal of Thrombosis and Haemostasis, 2022, 20, 1331-1349.

Polygenic prediction of educational attainment within and between families from genome-wide

association analyses in 3 million individuals. Nature Genetics, 2022, 54, 437-449. 25.2 600

Early prediction of incident liver disease using conventional risk factors and
gut-microbiome-augmented gradient boosting. Cell Metabolism, 2022, 34, 719-730.e4.

Phylogeny-Aware Analysis of Metagenome Community Ecology Based on Matched Reference Genomes

while Bypassing Taxonomy. MSystems, 2022, 7, . 44 121

Risk Factors, Subsequent Disease Onset, and Prognostic Impact of Myocardial Infarction and Atrial
Fibrillation. Journal of the American Heart Association, 2022, 11, .

Mapping genomic loci implicates genes and synaptic biology in schizophrenia. Nature, 2022, 604,
502-508. 37.9 2,593

Circulating Metabolic Biomarkers Are Consistently Associated With Type 2 Diabetes Risk in Asian and
European Populations. Journal of Clinical Endocrinology and Metabolism, 2022, 107, e2751-e2761.

Attribution of diabetes to the development of severe liver disease in the general population. Liver 3.9 3
International, 2022, 42, 2186-2194. :

Multi-Trait Genetic Analysis Reveals Clinically Interpretable Hypertension Subtypes. Circulation

Genomic and Precision Medicine, 2022, 15, .

Associations of the vasoactive peptides CT-proET-1 and MR-proADM with incident type 2 diabetes:

results from the BiomarCaRE Consortium. Cardiovascular Diabetology, 2022, 21, . -4 3



56

58

60

62

64

66

68

70

72

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Differential and shared genetic effects on kidney function between diabetic and non-diabetic

individuals. Communications Biology, 2022, 5, .

Abdominal obesity is key when evaluating interactions between alcohol use and obesity for liver

disease. Journal of Hepatology, 2022, 77, S80-S81. 4.2 1

Contribution of Common Genetic Variants to Risk of Early-Onset Ischemic Stroke. Neurology, 2022, 99,

Stroke genetics informs drug discovery and risk prediction across ancestries. Nature, 2022, 611, 115-123. 37.9 561

VEGF beta is a candidate biomarker for cardiovascular risk stratification. European Heart Journal,
2022, 43, .

Comparison of various strategies to define the optimal target population for liver fibrosis screening:

A populationd€based cohort study. United European Gastroenterology Journal, 2022, 10, 1020-1028. 48 1

Association of Circulating Metabolites in Plasma or Serum and Risk of Stroke. Neurology, 2021, 96, .

Endotoxemia is associated with an adverse metabolic profile. Innate Immunity, 2021, 27, 3-14. 2.7 33

Genetic analysis of obstructive sleep apnoea discovers a strong association with cardiometabolic
health. European Respiratory Journal, 2021, 57, 2003091.

Metabolic profiling of angiopoietin-like protein 3 and 4 inhibition: a drug-target Mendelian

randomization analysis. European Heart Journal, 2021, 42, 1160-1169. 2.2 69

Joint association between education and polygenic risk score for incident coronary heart disease
events: a longitudinal population-based study of 26 203 men and women. Journal of Epidemiology and
Community Health, 2021, 75, 651-657.

Low serum vitamin D level associated with incident advanced liver disease in the general population 4€“

a prospective study. Scandinavian Journal of Gastroenterology, 2021, 56, 299-303. L7 >

Sex-dimorphic genetic effects and novel loci for fasting glucose and insulin variability. Nature
Communications, 2021, 12, .

Risk prediction of atrial fibrillation in the community combining biomarkers and genetics. Europace,

2021, 23, 674-681. 2.0 31

Alcohol consumption, cardiac biomarkers, and risk of atrial fibrillation and adverse outcomes.
European Heart Journal, 2021, 42, 1170-1177.

Polygenic burden has broader impact on health, cognition, and socioeconomic outcomes than most

rare and high-risk copy number variants. Molecular Psychiatry, 2021, 26, 4884-4895. 8 15

HDL-Mediated Cholesterol Efflux Associates with Incident Kidney Disease. Clinical Chemistry, 2021, 67,

689-691.

Changes in the fine-scale genetic structure of Finland through the 20th century. PLoS Genetics, 2021,

17,e1009347. 3.2 16



74

76

78

80

82

84

86

88

90

VEIKKO SALOMAA

ARTICLE IF CITATIONS

UNSUPERVISED CLUSTER ANALYSIS OF HYPERTENSIVE INDIVIDUALS IDENTIFIES A ROBUST HIGH-RISK

SUBGROUP. Journal of Hypertension, 2021, 39, e231-e232.

Polygenic Risk Scores Predict Hypertension Onset and Cardiovascular Risk. Hypertension, 2021, 77, 6.6 125
1119-1127. )

ANGPTLS protein-truncating variant associated with lower serum triglycerides and risk of coronary
disease. PLoS Genetics, 2021, 17, e1009501.

Predictive Importance of Blood Pressure Characteristics With Increasing Age in Healthy Men and 6.6 2
Women. Hypertension, 2021, 77, 1076-1085. :

Associations of healthy food choices with gut microbiota profiles. American Journal of Clinical
Nutrition, 2021, 114, 605-616.

Genetic basis of lacunar stroke: a pooled analysis of individual patient data and genome-wide

association studies. Lancet Neurology, The, 2021, 20, 351-361. 17.9 201

Low Testosterone Concentrations and Prediction of Future Heart Failure in Men and in Women:
Evidence from the Large FINRISK97 Study. ESC Heart Failure, 2021, 8, 2485-2491.

Roles of allostatic load, lifestyle and clinical risk factors in mediating the association between
education and coronary heart disease risk in Europe. Journal of Epidemiology and Community Health, 2.9 29
2021, 75,1147-1154.

Taxonomic signatures of cause-specific mortality risk in human gut microbiome. Nature
Communications, 2021, 12, .

SCORE2 risk prediction algorithms: new models to estimate 10-year risk of cardiovascular disease in

Europe. European Heart Journal, 2021, 42, 2439-2454. 2.2 1,486

Anticoagulation Therapy After Biologic Aortic Valve Replacement. Frontiers in Cardiovascular
Medicine, 2021, 8, .

Incidence of liverd€related morbidity and mortality in a population cohort of nona€alcoholic fatty liver

disease. Liver International, 2021, 41, 2590-2600. 3.9 26

Association of the MYOC p.(GIn368Ter) Variant With Glaucoma in a Finnish Population. JAMA
Ophthalmology, 2021, 139, 762.

Predictive Accuracy of a Clinical and Genetic Risk Model for Atrial Fibrillation. Circulation Genomic

and Precision Medicine, 2021, 14, . 2.9 36

The Genomics of Heart Failure: Design and Rationale of the HERMES Consortium. ESC Heart Failure,
2021, 8,5531-5541.

Wiaist and hip circumference are independently associated with the risk of liver disease in

population&€based studies. Liver International, 2021, 41, 2903-2913. 3.9 14

Natriuretic Peptides and Risk of Type 2 Diabetes: Results From the Biomarkers for Cardiovascular Risk

Assessment in Europe (BiomarCaRE) Consortium. Diabetes Care, 2021, 44, 2527-2535.

Efficient computation of Faith's phylogenetic diversity with applications in characterizing

microbiomes. Genome Research, 2021, 31,2131-2137. 4.6 45



92

94

96

98

100

102

104

106

108

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Diabetes status-related differences in risk factors and mediators of heart failure in the general

population: results from the MORGAM|/BiomarCaRE consortium. Cardiovascular Diabetology, 2021, 20,

Links between gut microbiome composition and fatty liver disease in a large population sample. Gut 102 63
Microbes, 2021, 13, . :

The Role of Inflammatory CytoRines as Intermediates in the Pathway from Increased Adiposity to
Disease. Obesity, 2021, 29, 428-437.

Risk factors for major adverse cardiovascular events after the first acute coronary syndrome. Annals 2.8 59
of Medicine, 2021, 53, 817-823. ’

Association of Iron Deficiency with Incident Cardiovascular Diseases and Mortality in the General
Population. ESC Heart Failure, 2021, 8, 4584-4592.

Genetic Profile of Endotoxemia Reveals an Association With Thromboembolism and Stroke. Journal of

the American Heart Association, 2021, 10, . 4.0 24

Genome-Wide Association Study of Peripheral Artery Disease. Circulation Genomic and Precision
Medicine, 2021, 14, .

Metabolic Biomarker Discovery for Risk of Peripheral Artery Disease Compared With Coronary Artery
Disease: Lipoprotein and Metabolite Profiling of 31 657 Individuals From 5 Prospective Cohorts. Journal 4.0 58
of the American Heart Association, 2021, 10, .

The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679.

Trends in long-term prognosis after acute coronary syndrome. European Journal of Preventive 20 95
Cardiology, 2020, 24, 274-280. ’

Is Brain Derived Neurotrophic Factor (Bdnf) Associated With Smoking Initiation? Replication Using a
Large Finnish Population Sample. Nicotine and Tobacco Research, 2020, , .

Genetic and Environmental Contributions to Cardiovascular Risk: Lessons 05 1
From North Karelia and FINRISK. Global Heart, 2020, 11, 229. :

The validity of heart failure diagnoses in the Finnish Hospital Discharge Register. Scandinavian
Journal of Public Health, 2020, 48, 20-28.

Associations of overweight and metabolic health with successful aging: 32-year follow-up of the 5.3 3
Helsinki Businessmen Study. Clinical Nutrition, 2020, 39, 1491-1496. :

Population trends in aortic valve surgery in Finland between 2001 and 2016. Scandinavian
Cardiovascular Journal, 2020, 54, 47-53.

Risks of Light and Moderate Alcohol Use in Fatty Liver Disease: Followa€tlp of Population Cohorts. 101 161
Hepatology, 2020, 71, 835-848. )

The validity of hospital discharge register data on non-ST-elevation and ST-elevation myocardial

infarction in Finland. Scandinavian Cardiovascular Journal, 2020, 54, 108-114.

Genome-wide association and Mendelian randomisation analysis provide insights into the

pathogenesis of heart failure. Nature Communications, 2020, 11, . 13.7 776



110

112

114

116

118

120

122

124

126

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Temporal relations between atrial fibrillation and ischaemic stroke and their prognostic impact on

mortality. Europace, 2020, 22, 522-529.

Thirty-Year Incidence and Mortality Trends in Upper and Lower Gastrointestinal Bleeding in Finland. 6.6 49
JAMA Network Open, 2020, 3, e2020172. :

Answer to Dr. Sabours letter about our article 8€"the validity of hospital discharge register data on
non-ST-elevation and ST-elevation myocardial infarction in Finland4€™. Scandinavian Cardiovascular
Journal, 2020, 54, 338-338.

A cross-omics integrative study of metabolic signatures of chronic obstructive pulmonary disease. 0.4 25
BMC Pulmonary Medicine, 2020, 20, . ’

Discovery of rare variants associated with blood pressure regulation through meta-analysis of 1.3
million individuals. Nature Genetics, 2020, 52, 1314-1332.

Association Between the Gut Microbiota and Blood Pressure in a Population Cohort of 6953

Individuals. Journal of the American Heart Association, 2020, 9, . 4.0 107

A data-driven medication score predicts 10-year mortality among aging adults. Scientific Reports, 2020,
10,.

Associations between circulating metabolites and arterial stiffness. Journal of Human Hypertension, 05 5
2020, 35, 809-811. )

Eicosanoid Inflammatory Mediators Are Robustly Associated With Blood Pressure in the General
Population. Journal of the American Heart Association, 2020, 9, .

Assessment of causality of natriuretic Eeptides and atrial fibrillation and heart failure: a Mendelian 20 24
randomization study in the FINRISK cohort. Europace, 2020, 22, 1463-1469. ’

Cardiac Troponin | and Incident Stroke in European Cohorts. Stroke, 2020, 51, 2770-2777.

Association of midlife body composition with old-age health-related quality of life, mortality, and
reaching 90 years of age: a 32-year follow-up of a male cohort. American Journal of Clinical Nutrition, 4.7 13
2020, 112, 1287-1294.

Obesity and alcohol intake modify the impact of genetic variants on the risk for incident liver disease
in the general population. Journal of Hepatology, 2020, 73, S162-S163.

Decomposing the educational gradient in allostatic load across European populations. What matters
the most: differentials in exposure or in susceptibility?. Journal of Epidemiology and Community 2.9 8
Health, 2020, 74, 1008-1015.

Genetic Studies of Leptin Concentrations Implicate Leptin in the Regulation of Early Adiposity.
Diabetes, 2020, 69, 2806-2818.

Genetic Predisposition to Coronary Artery Disease in Type 2 Diabetes Mellitus. Circulation Genomic 9.9 10
and Precision Medicine, 2020, 13, . ’

An epigenome-wide association study of metabolic syndrome and its components. Scientific Reports,

2020, 10, .

Unsupervised hierarchical clustering identifies a metabolically challenged subgroup of hypertensive

individuals. Journal of Clinical Hypertension, 2020, 22, 1546-1553. 2.0 1



128

130

132

134

136

138

140

142

144

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Habitual sleep disturbances and migraine: a Mendelian randomization study. Annals of Clinical and

Translational Neurology, 2020, 7, 2370-2380.

Evaluating drug targets through human loss-of-function genetic variation. Nature, 2020, 581, 459-464. 37.9 183

The mutational constraint spectrum quantified from variation in 141,456 humans. Nature, 2020, 581,
434-443,

Multi-ancestry GWAS of the electrocardiographic PR interval identifies 202 loci underlying cardiac

conduction. Nature Communications, 2020, 11, . 18.7 1

Clinical practice patterns in revascularization of diabetic patients with coronary heart disease:
nationwide register study. Annals of Medicine, 2020, 52, 225-232.

A structural variation reference for medical and population genetics. Nature, 2020, 581, 444-451. 37.9 979

Identification, Heritability, and Relation With Gene Expression of Novel DNA Methylation Loci for
Blood Pressure. Hypertension, 2020, 76, 195-205.

Genome-wide association meta-analysis of nicotine metabolism and cigarette consumption measures in

smokers of European descent. Molecular Psychiatry, 2020, 26, 2212-2223. 78 71

Polygenic Hyperlipidemias and Coronary Artery Disease Risk. Circulation Genomic and Precision
Medicine, 2020, 13, .

Worrisome trends in the incidence of coronary artery disease events among young individuals. 20 .
European Journal of Preventive Cardiology, 2020, 27, 1175-1177. :

24-h urinary sodium excretion and the risk of adverse outcomes. Annals of Medicine, 2020, 52, 488-496.

A genome-wide cross-phenotype meta-analysis of the association of blood pressure with migraine.

Nature Communications, 2020, 11, . 13.7 78

A Platelet Function Modulator of Thrombin Activation Is Causally Linked to Cardiovascular Disease
and Affects PAR4 Receptor Signaling. American Journal of Human Genetics, 2020, 107, 211-221.

Genetic Associations of Chronotype in the Finnish General Population. Journal of Biological Rhythms, 07 29
2020, 35, 501-511. :

Genomic prediction of alcohol-related morbidity and mortality. Translational Psychiatry, 2020, 10, .

Genome-wide Association Analysis in Humans Links Nucleotide Metabolism to Leukocyte Telomere 6.5 167
Length. American Journal of Human Genetics, 2020, 106, 389-404. )

Apolipoprotein A-l concentrations and risk of coronary artery disease: A Mendelian randomization

study. Atherosclerosis, 2020, 299, 56-63.

Risk Factors of Intracerebral Hemorrhage: A Case-Control Study. Journal of Stroke and 16 17
Cerebrovascular Diseases, 2020, 29, 104630. :



146

148

150

152

154

156

158

160

162

10

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Comparison of Cardiovascular Risk Factors in European Population Cohorts for Predicting Atrial

Fibrillation and Heart Failure, Their Subsequent Onset, and Death. Journal of the American Heart
Association, 2020, 9, .

Polygenic and clinical risk scores and their impact on age at onset and prediction of cardiometabolic

diseases and common cancers. Nature Medicine, 2020, 26, 549-557. 33.0 461

Cross-trait analyses with migraine reveal widespread pleiotropy and suggest a vascular component to
migraine headache. International Journal of Epidemiology, 2020, 49, 1022-1031.

High-resolution population-specific recombination rates and their effect on phasing and genotype

imputation. European Journal of Human Genetics, 2020, 29, 615-624. 3.0 26

An expanded analysis framework for multivariate GWAS connects inflammatory biomarkers to
functional variants and disease. European Journal of Human Genetics, 2020, 29, 309-324.

A metabolic profile of all-cause mortality risk identified in an observational study of 44,168

individuals. Nature Communications, 2019, 10, . 13.7 320

Long-term and recent trends in hypertension awareness, treatment, and control in 12 high-income
countries: an analysis of 123 nationally representative surveys. Lancet, The, 2019, 394, 639-651.

Exome sequencing of Finnish isolates enhances rare-variant association power. Nature, 2019, 572,
323-328. 37.9 196

Coronary Artery Disease Risk and Lipidomic Profiles Are Similar in Hyperlipidemias With Family History
and Populationd€Ascertained Hyperlipidemias. Journal of the American Heart Association, 2019, 8, .

Pthical activity associates with subarachnoid hemorrhage riskd€“ a population-based long-term 3.4 20
co :

ort study. Scientific Reports, 2019, 9, .

Machine learning of human plasma lipidomes for obesity estimation in a large population cohort. PLoS
Biology, 2019, 17, e3000443.

Disentangling the genetics of lean mass. American Journal of Clinical Nutrition, 2019, 109, 276-287. 4.7 47

Association of Circulating Metabolites With Risk of Coronary Heart Disease in a European Population.
JAMA Cardiology, 2019, 4, 1270.

Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019, 13.7 120
10,. .

Multivariate Genome-wide Association Analysis of a Cytokine Network Reveals Variants with
Widespread Immune, Haematological, and Cardiometabolic Pleiotropy. American Journal of Human
Genetics, 2019, 105, 1076-1090.

Elevated serum alpha-1 antitrypsin is a major component of GlycA-associated risk for future morbidity 9.3 19
and mortality. PLoS ONE, 2019, 14, e0223692. ’

World Health Organization cardiovascular disease risk charts: revised models to estimate risk in 21

global regions. The Lancet Global Health, 2019, 7, e1332-e1345.

Role of inflammation markers in the prediction of weight gain and development of obesity in adults 4€*

A prospective study. Metabolism Open, 2019, 3, 100016. 2.4 17



164

166

168

170

172

174

176

178

180

11

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Circulating metabolites and the risk of type 2 diabetes: a prospective study of 11,896 young adults from

four Finnish cohorts. Diabetologia, 2019, 62, 2298-2309.

Genetic architecture of human plasma lipidome and its link to cardiovascular disease. Nature

Communications, 2019, 10, . 13.7 174

Contribution of rare and common variants to intellectual disability in a sub-isolate of Northern
Finland. Nature Communications, 2019, 10, .

Genome-wide association study identifies seven novel loci associating with circulating cytokines and

cell adhesion molecules in Finns. Journal of Medical Genetics, 2019, 56, 607-616. 3.8 58

Exome-Derived Adiponectin-Associated Variants Implicate Obesity and Lipid Biology. American Journal
of Human Genetics, 2019, 105, 15-28.

Geographic Variation and Bias in the Polygenic Scores of Complex Diseases and Traits in Finland.

American Journal of Human Genetics, 2019, 104, 1169-1181. 6.5 113

A catalog of genetic loci associated with Ridney function from analyses of a million individuals.
Nature Genetics, 2019, 51, 957-972.

Predictive value of low testosterone concentrations regarding coronary heart disease and mortali
in men and women 3€“ evidence from the FINRISK97 study. Journal of Internal Medicine, 2019, 286, 317-325.

Genome-wide association study of white-coat effect in hypertensive patients. Blood Pressure, 2019, 28,
239-249.

Association analyses identify 31 new risk loci for colorectal cancer susceptibility. Nature

Communications, 2019, 10, . 13.7 223

Direct Estimation of HDL-Mediated Cholesterol Efflux Capacity from Serum. Clinical Chemistry, 2019,
65, 1042-1050.

Incidence and prognosis of heart failure in persons with type 2 diabetes compared with individuals
without diabetes 4€“ a nation-wide study from Finland in 19964€“2012. Annals of Medicine, 2019, 51, 174-181.

Agreement Between Ambulatory and Home Blood Pressure Monitoring in Detecting Nighttime
Hypertension and Nondipping Patterns in the General Population. American Journal of Hypertension,
2019, 32, 734-741.

NT-proBNP (N-Terminal Pro-B-Type Natriuretic Peptide) and the Risk of Stroke. Stroke, 2019, 50, 610-617. 5.9 63

Sex-Specific Epidemiology of Heart Failure Risk and Mortality in Europe. JACC: Heart Failure, 2019, 7,
204-213.

Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat 95.9 108
distribution. Nature Genetics, 2019, 51, 452-469. ’

Lipoprotein signatures of cholesteryl ester transfer protein and HMG-CoA reductase inhibition. PLoS

Biology, 2019, 17, €3000572.

Serum lipopolysaccharides predict advanced liver disease in the general population. JHEP Reports, 2019,

1, 345-352. 45 40



182

184

186

188

190

192

194

196

198

12

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Salivary CytoRine Biomarker Concentrations in Relation to Obesity and Periodontitis. Journal of

Clinical Medicine, 2019, 8, 2152.

Equalization of four cardiovascular risk algorithms after systematic recalibration:

individual-participant meta-analysis of 86 prospective studies. European Heart Journal, 2019, 40, 621-631. 2.2 149

Cardiovascular Risk Factors Associated With Venous Thromboembolism. JAMA Cardiology, 2019, 4, 163.

Association of the PHACTR1/EDN1 Genetic Locus With Spontaneous Coronary Artery Dissection.

Journal of the American College of Cardiology, 2019, 73, 58-66. 2.3 182

ECG left ventricular hypertrophy as a risk predictor of sudden cardiac death. International Journal of
Cardiology, 2019, 276, 125-129.

Meta-analysis of up to 622,409 individuals identifies 40 novel smoking behaviour associated genetic

loci. Molecular Psychiatry, 2019, 25, 2392-2409. 8 110

Cumulative use of salivary markers with an adaptive design improves detection of periodontal disease
over fixed biomarker thresholds. Acta Odontologica Scandinavica, 2018, 76, 493-496.

Relation of blood pressure and organ damage. Journal of Hypertension, 2018, 36, 1276-1283. 2.1 5

Ceramide stearic to palmitic acid ratio predicts incident diabetes. Diabetologia, 2018, 61, 1424-1434.

Population trends in mitral valve surgery in Finland between 1997 and 2014: the finnish CVD register.

Scandinavian Cardiovascular Journal, 2018, 52, 51-57. 0.8 8

Refining the accuracy of validated target identification through coding variant fine-mapping in type 2
diabetes. Nature Genetics, 2018, 50, 559-571.

Risk thresholds for alcohol consumption: combined analysis of individual-participant data for 5994€°912

current drinkers in 83 prospective studies. Lancet, The, 2018, 391, 1513-1523. 62.1 1,130

Repolarization Heterogeneity Measured With T-Wave Area Dispersion in Standard 12-Lead ECG Predicts
Sudden Cardiac Death in General Population. Circulation: Arrhythmia and Electrophysiology, 2018, 11, .

Common Variant Burden Contributes to the Familial Aggregation of Migraine in 1,589 Families. Neuron,

2018, 98, 743-753.e4. 11.0 88

Haplotype Sharing Provides Insights into Fine-Scale Population History and Disease in Finland.
American Journal of Human Genetics, 2018, 102, 760-775.

Cohort Profile: The National FINRISK Study. International Journal of Epidemiology, 2018, 47, 696-696i. 4.9 289

Genomed€wide association study and metad€analysis in Northern European populations replicate multiple

colorectal cancer risk loci. International Journal of Cancer, 2018, 142, 540-546.

Thyroida€stimulating hormone and risk of sudden cardiac death, total mortality and cardiovascular

morbidity. Clinical Endocrinology, 2018, 88, 105-113. 2.3 52



200

202

204

206

208

210

212

214

216

13

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Case fatality of acute coronary events is improving even among elderly patients; the FINAMI study

19954€“2012. Annals of Medicine, 2018, 50, 35-45.

Nuclear Magnetic Resonance-Based Metabolomics Identifies Phenylalanine as a Novel Predictor of
Incident Heart Failure Hospitalisation: Results from PROSPER and FINRISK 1997. European Journal of 7.3 73
Heart Failure, 2018, 20, 663-673.

Regional differences in the incidence of diabetic cardiovascular events reflect the quality of care.
Scandinavian Cardiovascular Journal, 2018, 52, 232-237.

A comFrehensive evaluation of the genetic architecture of sudden cardiac arrest. European Heart 9.9 84
Journal, 2018, 39, 3961-3969. ’

Metabolomic Consequences of Genetic Inhibition of PCSK9 Compared With Statin Treatment.
Circulation, 2018, 138, 2499-2512.

Waveform prototype-based feature learning for automatic detection of the early repolarization

pattern in ECG signals. Physiological Measurement, 2018, 39, 115010. 2.6 0

Biomarker Glycoprotein Acetyls Is Associated With the Risk of a Wide Spectrum of Incident Diseases
and Stratifies Mortality Risk in Angiography Patients. Circulation Genomic and Precision Medicine,
2018, 11,.

Phenome-wide association studies across large population cohorts support drug target validation.

Nature Communications, 2018, 9, . 13.7 186

Genome Analyses of &gt;200,000 Individuals Identify 58 Loci for Chronic Inflammation and Highlight
Pathways that Link Inflammation and Complex Disorders. American Journal of Human Genetics, 2018,
103, 691-706.

Increased Mortality Despite Successful Multifactorial Cardiovascular Risk Reduction in Healthy Men:
40-Year Follow-Up of the Helsinki Businessmen Study Intervention Trial. Journal of Nutrition, Health 3.1 5
and Aging, 2018, 22, 885-891.

Genetic analysis of over 1 million people identifies 535 new loci associated with blood pressure traits.
Nature Genetics, 2018, 50, 1412-1425.

Obstructive sleep apnoea and the risk for coronary heart disease and type 2 diabetes: a longitudinal

population-based study in Finland. BMJ Open, 2018, 8, e022752. 19 83

Adverse lipid profile elevates risk for subarachnoid hemorrhage: AAprospective population-based
cohort study. Atherosclerosis, 2018, 274, 112-119.

Low testosterone levels are predictive for incident atrial fibrillation and ischaemic stroke in men, but
protective in women &€ results from the FINRISK study. European Journal of Preventive Cardiology, 2.0 64
2018, 25,1133-1139.

Analysis of shared heritability in common disorders of the brain. Science, 2018, 360, .

Deep coverage whole genome sequences and plasma lipoprotein(a) in individuals of European and

African ancestries. Nature Communications, 2018, 9, . 18.7 105

Deep-coverage whole genome sequences and blood lipids among 16,324 individuals. Nature

Communications, 2018, 9, .

Testosterone Levels and Type 2 Diabetesd€”No Correlation with Age, Differential Predictive Value in Men

and Women. Biomolecules, 2018, 8, 76. 4.2 31



218

220

222

224

226

228

230

232

234

14

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Genome-wide meta-analysis of macronutrient intake of 91,114 European ancestry participants from the

cohorts for heart and aging research in genomic epidemiology consortium. Molecular Psychiatry,
2018, 24, 1920-1932.

Whole exome sequencing study identifies novel rare and common Alzheimera€™s-Associated variants

involved in immune response and transcriptional regulation. Molecular Psychiatry, 2018, 25, 1859-1875. 78 233

Multiancestry genome-wide association study of 520,000 subjects identifies 32 loci associated with
stroke and stroke subtypes. Nature Genetics, 2018, 50, 524-537.

Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190. 37.9 622

Whole-genome view of the consequences of a population bottleneck using 2926 genome sequences
from Finland and United Kingdom. European Journal of Human Genetics, 2017, 25, 477-484.

Genetic invalidation of Lp-PLA2 as a theraFeutic target: Large-scale study of five functional 20 33

Lp-PLA2-lowering alleles. European Journal of Preventive Cardiology, 2017, 24, 492-504.

Cardiovascular risk factors and glucose tolerance in midlife and risk of cognitive disorders in old
age up to a 49-year follow-up of the Helsinki businessmen study. Annals of Medicine, 2017, 49, 462-469.

Systematic Evaluation of Pleiotropy Identifies 6 Further Loci Associated WithACoronary ArteryADisease.

Journal of the American College of Cardiology, 2017, 69, 823-836. 23 248

Circulating Levels of Interleukin 1-Receptor Antagonist and Risk of Cardiovascular Disease.
Arteriosclerosis, Thrombosis, and Vascular Biology, 2017, 37, 1222-1227.

Matrix metalloproteinase-8 and tissue inhibitor of matrix metalloproteinase-1 predict incident
cardiovascular disease events and all-cause mortality in a population-based cohort. European Journal 2.0 34
of Preventive Cardiology, 2017, 24, 1136-1144.

Loss of Cardioprotective Effects at the
ADAMTS?7
Locus as a Result of Gene-Smoking Interactions. Circulation, 2017, 135, 2336-2353.

Whole-Genome Sequencing Coupled to Imputation Discovers Genetic Signals for Anthropometric

Traits. American Journal of Human Genetics, 2017, 100, 865-884. 6.5 175

An Expanded Genome-Wide Association Study of Type 2 Diabetes in Europeans. Diabetes, 2017, 66,
2888-2902.

Association of the DBH Polymorphism rs3025343 With Smoking Cessation in a Large Population-Based
Sample. Nicotine and Tobacco Research, 2017, 19, 1112-1115.

Mendelian randomisation implicates hyperlipidaemia as a risk factor for colorectal cancer.
International Journal of Cancer, 2017, 140, 2701-2708.

A Low-Frequency Inactivating AKT2 Variant Enriched in the Finnish Population Is Associated With 49 59
Fasting Insulin Levels and Type 2 Diabetes Risk. Diabetes, 2017, 66, 2019-2032. ’

Genome-wide Association Study Identifies 27 Loci Influencing Concentrations of Circulating Cytokines

and Growth Factors. American Journal of Human Genetics, 2017, 100, 40-50.

Exome-wide association study of plasma lipids in &gt;300,000 individuals. Nature Genetics, 2017, 49, 5
1758-1766. 52 552



236

238

240

242

244

246

248

250

252

15

VEIKKO SALOMAA

ARTICLE IF CITATIONS

CNV-association meta-analysis in 191,161 European adults reveals new loci associated with

anthropometric traits. Nature Communications, 2017, 8, .

Soluble HLA-DR serum levels are associated with smoking but not with acute coronary syndrome. 15
Atherosclerosis, 2017, 266, 58-63. :

Prospects of Fine-Mapping Trait-Associated Genomic Regions by Using Summary Statistics from
Genome-wide Association Studies. American Journal of Human Genetics, 2017, 101, 539-551.

New Blood Pressured€“Associated Loci Identified in Meta-Analyses of 4754€%0000 Individuals. Circulation:

Cardiovascular Genetics, 2017, 10, . 3.8 52

Sex Differences and Similarities in Atrial Fibrillation Epidemiology, Risk Factors, and Mortality in
Community Cohorts. Circulation, 2017, 136, 1588-1597.

Increased plasma N-glycome complexity is associated with higher risk of type 2 diabetes. Diabetologia,

2017, 60, 2352-2360. 7.5 91

A genomic exploration identifies mechanisms that may explain adverse cardiovascular effects of COX-2
inhibitors. Scientific Reports, 2017, 7, .

Novel Blood Pressure Locus and Gene Discovery Using Genome-Wide Association Study and Expression

Data Sets From Blood and the Kidney. Hypertension, 2017, 70, . 6.6 145

Risk Factors of Sudden Death From Subarachnoid Hemorrhage. Stroke, 2017, 48, 2399-2404.

Plasma levels of hepatocyte growth factor and placental growth factor predict mortality in a

general population: a prospective cohort study. Journal of Internal Medicine, 2017, 282, 340-352. 73 26

Large meta-analysis of genome-wide association studies identifies five loci for lean body mass. Nature
Communications, 2017, 8, .

Systolic Blood Pressure and Risk of Type 2 Diabetes: A Mendelian Randomization Study. Diabetes, 2017,

66, 543-550. 4.2 67

Genome-Wide Association Study Implicates Atrial Natriuretic Peptide Rather Than B-Type Natriuretic
Peptide in the Regulation of Blood Pressure in the General Population. Circulation: Cardiovascular
Genetics, 2017, 10, .

Sequence data and association statistics from 12,940 type 2 diabetes cases and controls. Scientific

Data, 2017, 4, . 5.7 36

Fine-Scale Genetic Structure in Finland. G3: Genes, Genomes, Genetics, 2017, 7, 3459-3468.

An interaction map of circulating metabolites, immune gene networks, and their genetic regulation.

Genome Biology, 2017, 18, . 8.1 58

Multiancestry association study identifies new asthma risk loci that colocalize with immune-cell

enhancer marks. Nature Genetics, 2017, 50, 42-53.

Genetic predisposition to obesity, restrained eating and changes in body weight: a population-based

prospective study. International Journal of Obesity, 2017, 42, 858-865. 3.0 43



254

256

258

260

262

264

266

268

270

16

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Identification of new susceptibility loci for type 2 diabetes and shared etiological pathways with

coronary heart disease. Nature Genetics, 2017, 49, 1450-1457.

Protein-altering variants associated with body mass index implicate pathways that control energy

intake and expenditure in obesity. Nature Genetics, 2017, 50, 26-41. 25.2 397

Genetic Variants Contributing to Circulating Matrix Metalloproteinase 8 Levels and Their Association
With Cardiovascular Diseases. Circulation: Cardiovascular Genetics, 2017, 10, .

Novel association of TM6SF2 rs58542926 genotype with increased serum tyrosine levels and decreased p 55
apoB-100 particles in Finns. Journal of Lipid Research, 2017, 58, 1471-1481. )

Genome-wide physical activity interactions in adiposity &€+ A meta-analysis of 200,452 adults. PLoS
Genetics, 2017, 13, e1006528.

Low MMP-8/TIMP-1 reflects left ventricle impairment in takotsubo cardiomyopathy and high TIMP-1 may

help to differentiate it from acute coronary syndrome. PLoS ONE, 2017, 12, e0173371. 23 10

Genomic correlates of glatiramer acetate adverse cardiovascular effects lead to a novel locus
mediating coronary risk. PLoS ONE, 2017, 12, e0182999.

Polygenic hyperlipidemia and coronary artery disease risk. Atherosclerosis, 2017, 263, e4. 1.5 1

The Contribution of GWAS Loci in Familial Dyslipidemias. PLoS Genetics, 2016, 12, e1006078.

Genome-Wide Association Study for Incident Myocardial Infarction and Coronary Heart Disease in 9.3 -
Prospective Cohort Studies: The CHARGE Consortium. PLoS ONE, 2016, 11, e0144997. :

The genetic architecture of type 2 diabetes. Nature, 2016, 536, 41-47.

Mendelian randomisation analysis strongly implicates adiposity with risk of developing colorectal 55 -
cancer. British Journal of Cancer, 2016, 115, 266-272. :

Family history and perceived risk of diabetes, cardiovascular disease, cancer, and depression.
Preventive Medicine, 2016, 90, 177-183.

The association between home vs. ambulatory night-time blood pressure and end-organ damage in the

general population. Journal of Hypertension, 2016, 34, 1730-1737. 2.1 80

Health 2000 score 3€“ development and validation of a novel cardiovascular risk score. Annals of
Medicine, 2016, 48, 403-409.

Troponin | and cardiovascular risk prediction in the general population: the BiomarCaRE consortium. 9.9 258
European Heart Journal, 2016, 37, 2428-2437. :

Identification of additional risk loci for stroke and small vessel disease: a meta-analysis of

genome-wide association studies. Lancet Neurology, The, 2016, 15, 695-707.

Insomnia does not mediate or modify the association between MTNR1B risk variant rs10830963 and 75 3
glucose levels. Diabetologia, 2016, 59, 1070-1072. )



272

274

276

278

280

282

284

286

288

17

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Cardiovascular Risk Factors and Ischemic Heart Disease. Circulation: Cardiovascular Genetics, 2016, 9,

279-286.

Genome-wide association study identifies 74 loci associated with educational attainment. Nature, 2016,
533, 539-542. 37.9 1,382

Natriuretic peptides and integrated risk assessment for cardiovascular disease: an
individual-participant-data meta-analysis. Lancet Diabetes and Endocrinology,the, 2016, 4, 840-849.

Serum MMP-8 AND TIMP-1 associate with incident CVD events and all-cause mortality in a

population-based cohort. Atherosclerosis, 2016, 252, e217. 15 0

Effects of hormonal contraception on systemic metabolism: cross-sectional and longitudinal
evidence. International Journal of Epidemiology, 2016, 45, 1445-1457.

Ultra-rare disruptive and damaging mutations influence educational attainment in the general

population. Nature Neuroscience, 2016, 19, 1563-1565. 17.1 108

Apolipoproteins and HDL cholesterol do not associate with the risk of future dementia and
Alzheimera€™s disease: the National Finnish population study (FINRISK). Age, 2016, 38, 465-473.

Genomic prediction of coronary heart disease. European Heart Journal, 2016, 37, 3267-3278. 2.2 328

Prediction of Blood Pressure and Blood Pressure Change With a Genetic Risk Score. Journal of
Clinical Hypertension, 2016, 18, 181-186.

A reference panel of 64,976 haplotypes for genotype imputation. Nature Genetics, 2016, 48, 1279-1283. 25.2 3,024

Genetic support for the causal role of insulin in coronary heart disease. Diabetologia, 2016, 59,
2369-2377.

A principal component meta-analysis on multiple anthropometric traits identifies novel loci for body

shape. Nature Communications, 2016, 7, . 13.7 o1

Characterization of the metabolic profile associated with serum 25-hydroxyvitamin D: a
cross-sectional analysis in population-based data. International Journal of Epidemiology, 2016, 45,
1469-1481.

Trans-ancestry meta-analyses identify rare and common variants associated with blood pressure and 95.9 302
hypertension. Nature Genetics, 2016, 48, 1151-1161. :

The genetics of blood pressure regulation and its target organs from association studies in 342,415
individuals. Nature Genetics, 2016, 48, 1171-1184.

Sex, Smoking, and Risk for Subarachnoid Hemorrhage. Stroke, 2016, 47, 1975-1981. 5.9 113

No Association of Coronary Artery Disease with X-Chromosomal Variants in Comprehensive

International Meta-Analysis. Scientific Reports, 2016, 6, .

Circulating Ceramides Predict Cardiovascular Outcomes in the Population-Based FINRISK 2002 Cohort.

Arteriosclerosis, Thrombosis, and Vascular Biology, 2016, 36, 2424-2430. 6.0 329



290

292

294

296

298

300

302

304

306

18

VEIKKO SALOMAA

ARTICLE IF CITATIONS

A genomic approach to therapeutic target validation identifies a glucose-lowering

variant protective for coronary heart disease. Science Translational Medicine, 2016, 8, .

Genome-wide study for circulating metabolites identifies 62 loci and reveals novel systemic effects of

LPA. Nature Communications, 2016, 7, . 13.7 763

Prolonged sleep restriction induces changes in pathways involved in cholesterol metabolism and
inflammatory responses. Scientific Reports, 2016, 6, .

Genome-Wide Meta-Analysis of Cotinine Levels in Cigarette Smokers Identifies Locus at 4q13.2.

Scientific Reports, 2016, 6, . 34 43

Metabolic profiling of alcohol consumption in 9778 young adults. International Journal of
Epidemiology, 2016, 45, 1493-1506.

Genome-wide analysis identifies 12 loci influencing human reproductive behavior. Nature Genetics,

2016, 48, 1462-1472. 25.2 327

Genetic variants linked to education predict longevity. Proceedings of the National Academy of
Sciences of the United States of America, 2016, 113, 13366-13371.

Metabolic profiling of pregnancy: cross-sectional and longitudinal evidence. BMC Medicine, 2016, 14, . 7.1 173

[OP.6B.07] NIGHTTIME BLOOD PRESSURE MEASURED WITH A TIMER-EQUIPPED HOME DEVICE &€* AN
ALTERNATIVE TO AMBULATORY MONITORING. Journal of Hypertension, 2016, 34, e70-e71.

Meta-analysis of 375,000 individuals identifies 38 susceptibility loci for migraine. Nature Genetics, 2016, 95.9 650
48, 856-866. ’

Cohort Profile: The Helsinki Businessmen Study (HBS). International Journal of Epidemiology, 2016, 45,
1074-1074h.

USF1 deficiency activates brown adipose tissue and improves cardiometabolic health. Science

Translational Medicine, 2016, 8, . 12.5 71

Novel 6p21.3 Risk Haplotype Predisposes to Acute Coronary Syndrome. Circulation: Cardiovascular
Genetics, 2016, 9, 55-63.

Loci associated with ischaemic stroke and its subtypes (SiGN): a genome-wide association study. Lancet 17.9 244
Neurology, The, 2016, 15, 174-184. :

Rare variant in scavenger receptor Bl raises HDL cholesterol and increases risk of coronary heart
disease. Science, 2016, 351, 1166-1171.

Variation at 2q35 (PNKDandTMBIM1) influences colorectal cancer risk and identifies a pleiotropic

effect with inflammatory bowel disease. Human Molecular Genetics, 2016, 25, 2349-2359. 2.9 47

New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.

Nature Communications, 2016, 7, .

metaCCA: summary statistics-based multivariate meta-analysis of genome-wide association studies

using canonical correlation analysis. Bioinformatics, 2016, 32, 1981-1989. +7 155



308

310

312

314

316

318

320

322

324

19

VEIKKO SALOMAA

ARTICLE IF CITATIONS

FINEMAP: efficient variable selection using summary data from genome-wide association studies.

Bioinformatics, 2016, 32, 1493-1501.

CHRNAS/CHRNA3Locus Associates with Increased Mortality among Smokers. COPD: Journal of Chronic 2.0 5
Obstructive Pulmonary Disease, 2016, 13, 464-470. :

Metabolomic Profiling of Statin Use and Genetic Inhibition of HMG-CoA Reductase. Journal of the
American College of Cardiology, 2016, 67, 1200-1210.

Comparison of Acceptability of Traditional and Novel Blood Pressure

Measurement Methods. American Journal of Hypertension, 2016, 29, 679-683. 2.0 16

High-sensitivity cardiac troponin | and NT-proBNP as predictors of incident dementia and Alzheimera€™s
disease: the FINRISK Study. Journal of Neurology, 2016, 264, 503-511.

Contribution of copy number variants to schizophrenia from a genome-wide study of 41,321 subjects. 95.9 1063
Nature Genetics, 2016, 49, 27-35. : >

Changes in CVD Incidence and Mortality Rates, and Life Expectancy: North
Karelia and National. Global Heart, 2016, 11, 201.

40-Year CHD Mortality Trends and the Role of Risk Factors in Mortality

Decline: The North Karelia Project Experience. Global Heart, 2016, 11, 207. 2:5 59

Genome-Wide Meta-Analysis of Sciatica in Finnish Population. PLoS ONE, 2016, 11, e0163877.

Appetitive traits as behavioural pathways in genetic susceptibility to obesity: a population-based

cross-sectional study. Scientific Reports, 2015, 5, . 34 59

ECG left ventricular hypertrophy is a stronger risk factor for incident cardiovascular events in
women than in men in the general population. Journal of Hypertension, 2015, 33, 1284-1290.

NT-proBNP and the Risk of Dementia: A Prospective Cohort Study with 14 Years of Follow-Up. Journal

of Alzheimer's Disease, 2015, 44, 1007-1013. 2.6 27

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378.

Discovery and Fine-Mapping of Glycaemic and Obesity-Related Trait Loci Using High-Density Imputation. 3.9 84
PLoS Genetics, 2015, 11, e1005230. :

A Genome-Wide Association Study of a Biomarker of Nicotine Metabolism. PLoS Genetics, 2015, 11,
e1005498.

Genetic Variants on Chromosome 1p13.3 Are Associated with Non-ST Elevation Myocardial Infarction 9.3 6
and the Expression of DRAM2 in the Finnish Population. PLoS ONE, 2015, 10, e0140576. ’

Adiposity as a cause of cardiovascular disease: a Mendelian randomization study. International

Journal of Epidemiology, 2015, 44, 578-586.

Forty-year trends in cardiovascular risk factors in Finland. European Journal of Public Health, 2015, 0.3 296
25, 539-546. ’



VEIKKO SALOMAA

# ARTICLE IF CITATIONS

Sex hormone-binding globulin associations with circulating lipids and metabolites and the risk for

type 2 diabetes: observational and causal effect estimates. International Journal of Epidemiology, 2015,
44, 623-637.

Genetic causal beliefs about morbidity: associations with health behaviors and health outcome beliefs

326 Sbout behavior changes between 19823€“2002 in the Finnish population. BMC Public Health, 2015, 15, .

Missing Teeth Predict Incident Cardiovascular Events, Diabetes, and Death. Journal of Dental Research,
2015, 94, 1055-1062.

Predictive value of galectin-3 for incident cardiovascular disease and heart failure in the

328 population-based FINRISK 1997 cohort. International Journal of Cardiology, 2015, 192, 33-39.

2.2 57

Aberrant Circulating Levels of Purinergic Signaling Markers Are Associated With Several Key Aspects
of Peripheral Atherosclerosis and Thrombosis. Circulation Research, 2015, 116, 1206-1215.

Gene A— dietary pattern interactions in obesity: analysis of up to 68 317 adults of European ancestry.

330 Human Molecular Genetics, 2015, 24, 4728-4738.

2.9 95

Significant interactions between traditional risk factors affect cardiovascular risk prediction in
healthy general population. Annals of Medicine, 2015, 47, 53-60.

332 New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196. 37.9 1,589

Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206.

334  Metabolite Profiling and Cardiovascular Event Risk. Circulation, 2015, 131, 774-785. 18.0 659

Age- and Sex-Specific Causal Effects of Adiposity on Cardiovascular Risk Factors. Diabetes, 2015, 64,
1841-1852.

Hierarchical Bayesian Model for Rare Variant Association Analysis Integrating Genotype Uncertainty

336 in Human Sequence Data. Genetic Epidemiology, 2015, 39, 89-100.

3.1 9

Cell Specific eQTL Analysis without Sorting Cells. PLoS Genetics, 2015, 11, e1005223.

Directional dominance on stature and cognition inAdiverse human populations. Nature, 2015, 523,
338 459.462. 37.9 199

Association of Cardiometabolic Multimorbidity With Mortality. JAMA - Journal of the American
Medical Association, 2015, 314, 52.

340 Identification and Functional Characterization of G6PC2 Coding Variants Influencing Glycemic Traits 3.9 110
Define an Effector Transcript at the G6PC2-ABCB11 Locus. PLoS Genetics, 2015, 11, e1004876. :

The impact of low-frequency and rare variants on lipid levels. Nature Genetics, 2015, 47, 589-597.

Twenty-five-year trends in myocardial infarction attack and mortality rates, and case-fatality, in six

342 European populations. Heart, 2015, 101, 1413-1421.

3.9 205

20



344

346

348

350

352

354

356

358

360

21

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Genetically Determined Height and Coronary Artery Disease. New England Journal of Medicine, 2015,

372,1608-1618.

Modeling Linkage Disequilibrium Increases Accuracy of Polygenic Risk Scores. American Journal of 6.5 1365
Human Genetics, 2015, 97, 576-592. : >

Follow-Up of 316 Molecularly Defined Pediatric Long-QT Syndrome Patients. Circulation: Arrhythmia
and Electrophysiology, 2015, 8, 815-823.

A comprehensive 1000 Genomesa€“based genome-wide association meta-analysis of coronary artery 95.9 9594
disease. Nature Genetics, 2015, 47,1121-1130. : >

Genetic fine mapping and genomic annotation defines causal mechanisms at type 2 diabetes
susceptibility loci. Nature Genetics, 2015, 47, 1415-1425.

Prevalence and clinical correlates of familial hypercholesterolemia founder mutations in the general

population. Atherosclerosis, 2015, 238, 64-69. 1.5 48

Modulation of Genetic Associations with Serum Urate Levels by Body-Mass-Index in Humans. PLoS ONE,
2015, 10, e0119752.

Sequence polymorphism at the human apolipoprotein All gene (APOA2): unexpected deficit of variation

in an African-American sample. Human Genetics, 2014, 111, 75-87. 2.9 8

Comparison of Three Troponins as Predictors of Future Cardiovascular Events 4€“ Prospective Results
from the FINRISK and BiomaCaRE Studies. PLoS ONE, 2014, 9, e90063.

Assessing multivariate gene-metabolome associations with rare variants using Bayesian reduced rank a7 30
regression. Bioinformatics, 2014, 30, 2026-2034. :

BiomarCaRE: rationale and design of the European BiomarCaRE project including 300,000 participants
from 13 European countries. European Journal of Epidemiology, 2014, 29, 777-790.

The contribution of educational class in improving accuracy of cardiovascular risk prediction across

European regions: The MORGAM Project Cohort Component. Heart, 2014, 100, 1179-1187. 3.9 22

Metabolic Signatures of Adiposity in Young Adults: Mendelian Randomization Analysis and Effects of
Weight Change. PLoS Medicine, 2014, 11, e1001765.

Long term exposure to ambient air pollution and incidence of acute coronary events: prospective
cohort study and meta-analysis in 11 European cohorts from the ESCAPE Project. BMJ, The, 2014, 348, 0.2 587
f74127412.

Distribution and Medical Impact of Loss-of-Function Variants in the Finnish Founder Population. PLoS
Genetics, 2014, 10, e1004494.

Chromosome X-Wide Association Study Identifies Loci for Fasting Insulin and Height and Evidence for

Incomplete Dosage Compensation. PLoS Genetics, 2014, 10, e1004127. 3.2 76

High Risk Population Isolate Reveals Low Frequency Variants Predisposing to Intracranial Aneurysms.

PLoS Genetics, 2014, 10, e1004134.

High population prevalence of cardiac troponin | measured by a high-sensitivity assay and
cardiovascular risk estimation: the MORGAM Biomarker Project Scottish Cohort. European Heart 2.2 177
Journal, 2014, 35, 271-281.



362

364

366

368

370

372

374

376

378

22

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Amerindian-specific regions under positive selection harbour new lipid variants in Latinos. Nature

Communications, 2014, 5, .

Genetic Determinants of Circulating Interleukin-1 Receptor Antagonist Levels and Their Association

With Glycemic Traits. Diabetes, 2014, 63, 4343-4359. 42 a4

Evaluation of HLAG€DRB1 imputation using a Finnish dataset. Tissue Antigens, 2014, 83, 350-355.

ST2 may not be a useful predictor for incident cardiovascular events, heart failure and mortality. 3.9 49
Heart, 2014, 100, 1715-1721. :

Assessing Risk Prediction Models Using Individual Participant Data From Multiple Studies. American
Journal of Epidemiology, 2014, 179, 621-632.

Does the clinical spectrum of incident cardiovascular disease differ between men and women?.

European Journal of Preventive Cardiology, 2014, 21, 964-971. 2.0 13

Do other cardiovascular risk factors influence the impact of age on the association between blood
pressure and mortality? The MORGAM Project. Journal of Hypertension, 2014, 32, 1025-1033.

Serum tissue-degrading proteinases and incident cardiovascular disease events. European Journal of 2.0 97
Preventive Cardiology, 2014, 21, 806-812. :

Biomarker Profiling by Nuclear Magnetic Resonance Spectroscopy for the Prediction of All-Cause
Mortality: An Observational Study of 17,345 Persons. PLoS Medicine, 2014, 11, e1001606.

Soluble Vascular Adhesion Protein-1 Predicts Incident Major Adverse Cardiovascular Events and
Improves Reclassification in a Finnish Prospective Cohort Study. Circulation: Cardiovascular 3.8 27
Genetics, 2014, 7, 529-535.

Predictive value of midregional pro-adrenomedullin compared to natriuretic peptides for incident
cardiovascular disease and heart failure in the population-based FINRISK 1997 cohort. Annals of
Medicine, 2014, 46, 155-162.

The prevalence of metabolic syndrome and metabolically healthy obesity in Europe: a collaborative

analysis of ten large cohort studies. BMC Endocrine Disorders, 2014, 14, . 2.9 529

Advanced Feeder-Free Generation of Induced Pluripotent Stem Cells Directly From Blood Cells. Stem
Cells Translational Medicine, 2014, 3, 1402-14009.

Partitioning Heritability of Regulatory and Cell-Type-Specific Variants across 11 Common Diseases.

American Journal of Human Genetics, 2014, 95, 535-552. 6.5 638

A metabolic view on menopause and ageing. Nature Communications, 2014, 5, .

Low-Expression Variant of Fatty Acida€“Binding Protein 4 Favors Reduced Manifestations of
Atherosclerotic Disease and Increased Plaque Stability. Circulation: Cardiovascular Genetics, 2014, 7, 3.8 37
588-598.

Effects of Long-Term AveraginF of Quantitative Blood Pressure Traits on the Detection of Genetic
of Human Genetics, 2014, 95, 49-65.

Associations. American Journa

Parent-of-origin-specific allelic associations among 106 genomic loci for age at menarche. Nature,

2014, 514,92-97. 37.9 627



380

382

384

386

388

390

392

394

396

23

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Cholesterol in midlife increases the risk of Alzheimer's disease during an up to 43-year follow-up.

European Geriatric Medicine, 2014, 5, 390-393.

Defining the role of common variation in the genomic and biological architecture of adult human 95.9 1982
height. Nature Genetics, 2014, 46, 1173-1186. : >

Association of vitamin D status with arterial blood pressure and hypertension risk: a mendelian
randomisation study. Lancet Diabetes and Endocrinology,the, 2014, 2, 719-729.

Genome-wide trans-ancestry meta-analysis provides insight into the genetic architecture of type 2

diabetes susceptibility. Nature Genetics, 2014, 46, 234-244. 25.2 1,037

Genetic association study of QT interval highlights role for calcium signaling pathways in myocardial
repolarization. Nature Genetics, 2014, 46, 826-836.

Loss-of-function mutations in SLC30A8 protect against type 2 diabetes. Nature Genetics, 2014, 46,

357-363. 25.2 490

Prognosis of acute coronary events is worse in patients living alone: the FINAMI myocardial
infarction register. European Journal of Preventive Cardiology, 2014, 21, 989-996.

Missing teeth predict future cardiovascular events, diabetes and death. Atherosclerosis, 2014, 235, 15 o
e278. ’

Endotoxemia, nutrition, and cardiometabolic disorders. Acta Diabetologica, 2014, 52, 395-404.

Systemic exposure to a common periodontal pathogen and missing teeth are associated with metabolic

syndrome. Acta Diabetologica, 2014, 52, 179-182. 2.2 43

Evening types are prone to depression. Chronobiology International, 2013, 30, 719-725.

Deletion of TOP3(2, a component of FMRP-containing mRNPs, contributes to neurodevelopmental

disorders. Nature Neuroscience, 2013, 16, 1228-1237. 17.1 172

Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283.

Common variants associated with plasma triglycerides and risk for coronary artery disease. Nature 95.9 851
Genetics, 2013, 45, 1345-1352. ’

Genome-wide scan of job-related exhaustion with three replication studies implicate a susceptibility
variant at the UST gene locus. Human Molecular Genetics, 2013, 22, 3363-3372.

Associations of Chronotype and Sleep With Cardiovascular Diseases and Type 2 Diabetes.

Chronobiology International, 2013, 30, 470-477. 1.9 337

Genome-wide association and longitudinal analyses reveal genetic loci linking pubertal height

growth, pubertal timing and childhood adiposity. Human Molecular Genetics, 2013, 22, 2735-2747.

Systematic identification of trans eQTLs as putative drivers of known disease associations. Nature

Genetics, 2013, 45, 1238-1243. 25.2 1,692



398

400

402

404

406

408

410

412

414

24

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Plasma IgA antibody levels to malondialdehyde acetaldehyde-adducts are associated with

inflammatory mediators, obesity and type 2 diabetes. Annals of Medicine, 2013, 45, 501-510.

Ischemic stroke is associated with the ABO locus: The EuroCLOT study. Annals of Neurology, 2013, 73, 6.6 157
16-31. )

What have we learnt about high-density lipoprotein cholesterol measurements during 32years?
Experiences in Finland 19804€*2012. Clinica Chimica Acta, 2013, 415, 118-123.

Health-related quality of life as a function of diabetes onset in men. European Geriatric Medicine, 2013,
4,217-220. 24 0

High and increasing prevalence of inflammatory bowel disease in Finland with a clear North&€“South
difference. Journal of Crohn's and Colitis, 2013, 7, e256-e262.

Trends in incidence, attack rate, and mortality of acute myocardial infarction in Estonia: The Tallinn

AMI Registry 19914€“2005. Annals of Medicine, 2013, 45, 107-111. 3.8 >

Identification of seven loci affecting mean telomere length and their association with disease. Nature
Genetics, 2013, 45, 422-427.

Genome-wide meta-analysis identifies 11 new loci for anthropometric traits and provides insights into

genetic architecture. Nature Genetics, 2013, 45, 501-512. 25.2 659

Identification of heart ratea€“associated loci and their effects on cardiac conduction and rhythm
disorders. Nature Genetics, 2013, 45, 621-631.

Prevalence of arrhythmia-associated gene mutations and risk of sudden cardiac death in the Finnish

population. Annals of Medicine, 2013, 45, 328-335. 3.8 20

Genetic Risk Prediction and a 2-Stage Risk Screening Strategy for Coronary Heart Disease.
Arteriosclerosis, Thrombosis, and Vascular Biology, 2013, 33, 2261-2266.

Causal Relationship between Obesity and Vitamin D Status: Bi-Directional Mendelian Randomization

Analysis of Multiple Cohorts. PLoS Medicine, 2013, 10, e1001383. 8.0 850

The validity of heart failure diagnoses obtained from administrative registers. European Journal of
Preventive Cardiology, 2013, 20, 254-259.

Aging of the population may not lead to an increase in the numbers of acute coronary events: a

community surveillance study and modelled forecast of the future. Heart, 2013, 99, 954-959. 3.9 25

Sex-stratified Genome-wide Association Studies Including 270,000 Individuals Show Sexual Dimorphism
in Genetic Loci for Anthropometric Traits. PLoS Genetics, 2013, 9, e1003500.

The Role of Adiposity in Cardiometabolic Traits: A Mendelian Randomization Analysis. PLoS Medicine, 8.0 196
2013, 10,e1001474. :

Ankle blood pressure and dementia. Blood Pressure Monitoring, 2013, 18, 16-20.

Genomic, Transcriptomic, and Lipidomic Profiling Highlights the Role of Inflammation in Individuals
With Low High-density Lipoprotein Cholesterol. Arteriosclerosis, Thrombosis, and Vascular Biology, 6.0 37
2013, 33, 847-857.



416

418

420

422

424

426

428

430

432

25

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Outcome up to one year following different reperfusion strategies in acute ST-segment elevation

myocardial infarction: The Helsinki-Uusimaa Hospital District registry of ST-Elevation Acute
Myocardial Infarction (HUS-STEMI). European Heart Journal: Acute Cardiovascular Care, 2013, 2, 371-378.

Cause-specific mortality of 1-year survivors of subarachnoid hemorrhage. Neurology, 2013, 80, 481-486. 1.0 83

A Blood Pressure Genetic Risk Score Is a Significant Predictor of Incident Cardiovascular Events in 32
669 Individuals. Hypertension, 2013, 61, 987-994.

Serum [3-glutamyltransferase and the risk of heart failure in men and women in Finland. Heart, 2013, 99,
163-167. 39 °2

Distinct Loci in the CHRNA5/CHRNA3/CHRNB4 Gene Cluster Are Associated With Onset of Regular
Smoking. Genetic Epidemiology, 2013, 37, 846-859.

Development of a European heart failure risk score in the general population. European Heart Journal,

2013, 34, P667-P667. 2.2 0

Case fatality of acute coronary events is improving even among elderly patients; the FINAMI study
1995-2007. European Heart Journal, 2013, 34, P2499-P2499.

Risk Factors and Their Combined Effects on the Incidence Rate of Subarachnoid Hemorrhage 4€* A

Population-Based Cohort Study. PLoS ONE, 2013, 8, e73760. 2.3 98

Partial Sleep Restriction Activates Inmune Response-Related Gene Expression Pathways: Experimental
and Epidemiological Studies in Humans. PLoS ONE, 2013, 8, e77184.

Utilizing Twins as Controls for Non-Twin Case-Materials in Genome Wide Association Studies. PLoS 9.3 .
ONE, 2013, 8,e83101. :

Evaluation of Lipid-Lowering Therapy and Cholesterol Goal Attainment in Finland. American Journal of
Cardiovascular Drugs, 2012, 6, 349-355.

Evidence of Inbreeding Depression on Human Height. PLoS Genetics, 2012, 8, e1002655. 3.2 97

Novel Loci for Metabolic Networks and Multi-Tissue Expression Studies Reveal Genes for
Atherosclerosis. PLoS Genetics, 2012, 8, e1002907.

Novel Loci for Adiponectin Levels and Their Influence on Type 2 Diabetes and Metabolic Traits: A 3.9 458
Multi-Ethnic Meta-Analysis of 45,891 Individuals. PLoS Genetics, 2012, 8, e1002607. :

A multiple biomarker risk score for guiding clinical decisions using a decision curve approach.
European Journal of Preventive Cardiology, 2012, 19, 874-884.

Gender differences in the prevalence, causes and treatment of high cardiovascular risk: findings from

the FINRISK Survey. European Journal of Preventive Cardiology, 2012, 19, 1153-1160. 2.0 12

Increased Genetic Vulnerability to Smoking at CHRNAS in Early-Onset Smokers. Archives of General

Psychiatry, 2012, 69, 854.

Large-scale association analyses identify new loci influencing glycemic traits and provide insight into

the underlying biological pathways. Nature Genetics, 2012, 44, 991-1005. 25.2 808



434

436

438

440

442

444

446

448

450

26

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Comparison of the MDRD Study and the CKD-EPI Study equations in evaluating trends of estimated

Ridney function at population level: findings from the National FINRISK Study. Nephrology Dialysis
Transplantation, 2012, 27, 3210-3217.

Association of LIN28B with Adult Adiposity-Related Traits in Females. PLoS ONE, 2012, 7, e48785. 2.3 19

Interleukin-6 receptor pathways in coronary heart disease: a collaborative meta-analysis of 82 studies.
Lancet, The, 2012, 379, 1205-1213.

Plasma HDL cholesterol and risk of myocardial infarction: a mendelian randomisation study. Lancet, 62.1 2144
The, 2012, 380, 572-580. ’ ’

Large-scale association analysis provides insights into the genetic architecture and pathophysiology
of type 2 diabetes. Nature Genetics, 2012, 44, 981-990.

Genome-wide association study identifies multiple loci influencing human serum metabolite levels.

Nature Genetics, 2012, 44, 269-276. 25.2 551

Detailed metabolic and genetic characterization reveals new associations for 30 known lipid loci.
Human Molecular Genetics, 2012, 21, 1444-1455.

Genetic Markers Enhance Coronary Risk Prediction in Men: The MORGAM Prospective Cohorts. PLoS

ONE, 2012, 7, e40922. 2.3 84

A genome-wide approach accounting for body mass index identifies genetic variants influencing
fasting glycemic traits and insulin resistance. Nature Genetics, 2012, 44, 659-669.

Genome-Wide Screen for Metabolic Syndrome Susceptibility Loci Reveals StrongbLipid Gene
Contribution But No Evidence for Common Genetic Basis for Clustering of Metabolic Syndrome 3.8 187
Traits. Circulation: Cardiovascular Genetics, 2012, 5, 242-249.

Trends in estimated kidney function: the FINRISK surveys. European Journal of Epidemiology, 2012, 27,
305-313.

Modifiable Risk Factors in Midlife and the Age of Onset of Diabetes Mellitus: A 343€¥ear Followa€up Study.

Journal of the American Geriatrics Society, 2012, 60, 174-176. 2.9 o

Large-scale association analysis identifies new risk loci for coronary artery disease. Nature Genetics,
2012, 45, 25-33.

Genome-wide association analyses identify 18 new loci associated with serum urate concentrations. 95.9 701
Nature Genetics, 2012, 45, 145-154. :

Bayesian Variable Selection in Searching for Additive and Dominant Effects in Genome-Wide Data. PLoS
ONE, 2012, 7, e29115.

Common Genetic Variants Associated with Sudden Cardiac Death: The FinSCDgen Study. PLoS ONE, 9.3 39
2012, 7, e41675. :

Hypothesis-Based Analysis of Gene-Gene Interactions and Risk of Myocardial Infarction. PLoS ONE, 2012,

7,e41730.

Genome-Wide Association Studies of Asthma in Population-Based Cohorts Confirm Known and

Suggested Loci and Identify an Additional Association near HLA. PLoS ONE, 2012, 7, e44008. 23 115



452

454

456

458

460

462

464

466

468

27

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Resistin Is an Indicator of the Metabolic Syndrome According to Five Different Definitions in the

Finnish Health 2000 Survey. Metabolic Syndrome and Related Disorders, 2011, 9, 203-210.

Myocardial infarction events and cardiovascular risk factor levels in Finnish- and Swedish-speaking

populations of Finland. Annals of Medicine, 2011, 43, 562-569. 3.8 2

Meta-Analysis of Genome-Wide Association Studies in &gt;80 000 Subjects Identifies Multiple Loci for
C-Reactive Protein Levels. Circulation, 2011, 123, 731-738.

Genetic variation near IRS1 associates with reduced adiposity and an impaired metabolic profile. 95.9 315
Nature Genetics, 2011, 43, 753-760. :

Socioeconomic Indicators and the Risk of Acute Coronary Heart Disease Events: Comparison of
Population-Based Data from the United States and Finland. Annals of Epidemiology, 2011, 21, 572-579.

Apolipoprotein A-, apolipoprotein B, and apolipoprotein B/apolipoprotein A ratio: Reference intervals
compared with values in different pathophysiological conditions from the FINRISK 2007 study. Clinica 1.5 13
Chimica Acta, 2011, 412, 1146-1150.

C-reactive protein-associated genetic variants and cancer risk: Findings from FINRISK 1992, FINRISK 1997
and Health 2000 studies. European Journal of Cancer, 2011, 47, 404-412.

Identification of IL6R and chromosome 11q13.5 as risk loci for asthma. Lancet, The, 2011, 378, 1006-1014. 62.1 372

Shared Genetic Background for Regulation of Mood and Sleep: Association of GRIA3 with Sleep
Duration in Healthy Finnish Women. Sleep, 2011, 34, 1309-1316.

Genome-Wide Association Analysis Identifies Variants Associated with Nonalcoholic Fatty Liver

Disease That Have Distinct Effects on Metabolic Traits. PLoS Genetics, 2011, 7, e1001324. 3.2 206

Telomere Length in Old Age and Cholesterol Across the Life Course. Journal of the American
Geriatrics Society, 2011, 59, 1979-1981.

Prognosis of Ischaemic Stroke is Improving Similarly in Patients with Type 2 Diabetes as in Nondiabetic

Patients in Finland. International Journal of Stroke, 2011, 6, 295-301. 6.4 18

Large-scale association analysis identifies 13 new susceptibility loci for coronary artery disease.
Nature Genetics, 2011, 43, 333-338.

Body Fat Measured by a Neara€infrared Interactance Device as a Predictor of Cardiovascular Events: The

FINRISK'92 Cohort. Obesity, 2011, 19, 848-852. 4.0 82

Relation of Positive T Wave in Lead aVR to Risk of Cardiovascular Mortality. American Journal of
Cardiology, 2011, 108, 1735-1740.

Genome-Wide Association Study for Coronary Artery Calcification With Follow-Up in Myocardial 18.0 295
Infarction. Circulation, 2011, 124, 2855-2864. :

A Genome-Wide Association Study Identifies
LIPA

as a Susceptibility Gene for Coronary Artery Disease. Circulation: Cardiovascular Genetics, 2011,

Sex differences in short- and long-term case-fatality of myocardial infarction. European Journal of

Epidemiology, 2011, 26, 851-861. 53 33



470

472

474

476

478

480

482

484

486

28

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Trends in population attributable fraction of acute coronary syndrome and ischaemic stroke due to

diabetes in Finland. Diabetologia, 2011, 54, 2789-2794.

Clinical Utility of Multiple Biomarker Panels for Cardiovascular Disease Risk Prediction. Current 17 5
Cardiovascular Risk Reports, 2011, 5, 165-173. :

The use of fasting vs. non-fasting triglyceride concentration for estimating the prevalence of high
LDL-cholesterol and metabolic syndrome in population surveys. BMC Medical Research Methodology,
2011, 11,.

Associations of Nicotine Intake Measures With CHRN Genes in Finnish Smokers. Nicotine and Tobacco 9.3 17
Research, 2011, 13, 686-690. :

Endotoxemia Is Associated With an Increased Risk of Incident Diabetes. Diabetes Care, 2011, 34, 392-397.

An Increased Burden of Common and Rare Lipid-Associated Risk Alleles Contributes to the Phenotypic
Spectrum of Hypertriglyceridemia. Arteriosclerosis, Thrombosis, and Vascular Biology, 2011, 31, 6.0 91
1916-1926.

Post-Genomic Update on a Classical Candidate Gene for Coronary Artery Disease:
ESR1. Circulation: Cardiovascular Genetics, 2011, 4, 647-654.

Genetic Variants and Blood Pressure in a Population-Based Cohort. Hypertension, 2011, 58, 1079-1085. 6.6 57

Common Genetic Variants, QT Interval, and Sudden Cardiac Death in a Finnish Population-Based Study.
Circulation: Cardiovascular Genetics, 2011, 4, 305-311.

Genome-wide association study identifies six new loci influencing pulse pressure and mean arterial 95.9 424
pressure. Nature Genetics, 2011, 43, 1005-1011. :

A Genome-Wide Screen for Interactions Reveals a New Locus on 4p15 Modifying the Effect of
Wiaist-to-Hip Ratio on Total Cholesterol. PLoS Genetics, 2011, 7, e1002333.

Common Variants Show Predicted Polygenic Effects on Height in the Tails of the Distribution, Except 3.9 51
in Extremely Short Individuals. PLoS Genetics, 2011, 7, e1002439. :

Mendelian Randomization Study of B-Type Natriuretic Peptide and Type 2 Diabetes: Evidence of Causal
Association from Population Studies. PLoS Medicine, 2011, 8, e1001112.

The Effect of Chromosome 9p21 Variants on Cardiovascular Disease May Be Modified by Dietary Intake:

Evidence from a Case/Control and a Prospective Study. PLoS Medicine, 2011, 8, e1001106. 8.0 82

Carotid artery intima-media thickness and elasticity in relation to glucose tolerance. Acta
Diabetologica, 2011, 49, 215-223.

Risk factors for endé€stage renal disease in a communitya€based population: 263a€year followa€up of 253€£821 mep

and women in eastern Finland. Journal of Internal Medicine, 2010, 267, 612-620. 52

Genetic variation of the interleukin-1 family and nongenetic factors determining the interleukin-1

receptor antagonist phenotypes. Metabolism: Clinical and Experimental, 2010, 59, 1520-1527.

Biological, clinical and population relevance of 95 loci for blood lipids. Nature, 2010, 466, 707-713. 37.9 3,470



488

490

492

494

496

498

500

502

504

29

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Hundreds of variants clustered in genomic loci and biological pathways affect human height. Nature,

2010, 467, 832-838.

Multiple common variants for celiac disease influencing immune gene expression. Nature Genetics, 95.9 1.006
2010, 42, 295-302. ’ >

Sequence variants at CHRNB33€“CHRNA6 and CYP2A6 affect smoking behavior. Nature Genetics, 2010, 42,
448-453.

Excess of rare variants in genes identified by genome-wide association study of hypertriglyceridemia. 95.9 426
Nature Genetics, 2010, 42, 684-687. :

Meta-analysis identifies 13 new loci associated with waist-hip ratio and reveals sexual dimorphism in
the genetic basis of fat distribution. Nature Genetics, 2010, 42, 949-960.

Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature

Genetics, 2010, 42, 937-948. 25.2 2,795

Thirty new loci for age at menarche identified by a meta-analysis of genome-wide association studies.
Nature Genetics, 2010, 42, 1077-1085.

Thirty-One Novel Biomarkers as Predictors for Clinically Incident Diabetes. PLoS ONE, 2010, 5, e10100. 2.3 156

Thirty-five-year trends in cardiovascular risk factors in Finland. International Journal of
Epidemiology, 2010, 39, 504-518.

Founder population-specific HapMap panel increases power in GWA studies through improved

imputation accuracy and CNV tagging. Genome Research, 2010, 20, 1344-1351. 46 53

Genetic Variants Influencing Circulating Lipid Levels and Risk of Coronary Artery Disease.
Arteriosclerosis, Thrombosis, and Vascular Biology, 2010, 30, 2264-2276.

Common Variants at 10 Genomic Loci Influence Hemoglobin A1C Levels via Glycemic and Nonglycemic

Pathways. Diabetes, 2010, 59, 3229-3239. 42 427

An Immune Response Network Associated with Blood Lipid Levels. PLoS Genetics, 2010, 6, e1001113.

Ankle and exercise blood pressures as predictors of coronary morbidity and mortality in a prospective

follow-up study. Journal of Human Hypertension, 2010, 24, 577-584. 2.5 27

Lack of Association Between the Trp719Arg Polymorphism in Kinesin-Like Protein-6 and Coronary Artery
Disease in 19 Case-Control Studies. Journal of the American College of Cardiology, 2010, 56, 1552-1563.

The metabolic syndrome as a predictor of incident diabetes and cardiovascular events in the Health a5 97
2000 Study. Diabetes and Metabolism, 2010, 36, 395-401. ’

Contribution of 30 Biomarkers to 10-Year Cardiovascular Risk Estimation in 2 Population Cohorts.

Circulation, 2010, 121, 2388-2397.

New genetic loci implicated in fasting glucose homeostasis and their impact on type 2 diabetes risk.

Nature Genetics, 2010, 42, 105-116. 25.2 2,115



506

508

510

512

514

516

518

520

522

30

VEIKKO SALOMAA

ARTICLE IF CITATIONS

ESR1 genetic variants, haplotypes and the risk of coronary heart disease and ischemic stroke in the

Finnish population: A prospective follow-up study. Atherosclerosis, 2010, 211, 200-202.

A multilocus genetic risk score for coronary heart disease: case-control and prospective cohort 62.1 533
analyses. Lancet, The, 2010, 376, 1393-1400. :

Metabonomic, transcriptomic, and genomic variation of a population cohort. Molecular Systems
Biology, 2010, 6, .

Genome-Wide Association Scan Meta-Analysis Identifies Three Loci Influencing Adiposity and Fat 3.9 469
Distribution. PLoS Genetics, 2009, 5, e1000508. :

Association of Serum C-Reactive Protein Level with Sex-Specific Type 2 Diabetes Risk: A Prospective
Finnish Study. Journal of Clinical Endocrinology and Metabolism, 2009, 94, 2099-2105.

Meta-Analysis of 28,141 Individuals Identifies Common Variants within Five New Loci That Influence

Uric Acid Concentrations. PLoS Genetics, 2009, 5, e1000504. 3.2 611

Stroke morbidity in Swedish- and Finnish-speaking populations of Turku, Finland. Scandinavian
Cardiovascular Journal, 2009, 43, 117-122.

The impact of newly identified loci on coronary heart disease, stroke and total mortality in the a1 79
MORGAM prospective cohorts. Genetic Epidemiology, 2009, 33, 237-246. )

OSBPL10, a novel candidate gene for high triglyceride trait in dyslipidemic Finnish subjects, regulates
cellular lipid metabolism. Journal of Molecular Medicine, 2009, 87, 825-835.

New susceptibility locus for coronary artery disease on chromosome 3q22.3. Nature Genetics, 2009, 41, 9
280-282. 52 449

Association of common variants in NPPA and NPPB with circulating natriuretic peptides and blood
pressure. Nature Genetics, 2009, 41, 348-353.

Genome-wide association study identifies eight loci associated with blood pressure. Nature Genetics,

2009, 41, 666-676. 25.2 1,155

A genome-wide meta-analysis identifies 22 loci associated with eight hematological parameters in the
HaemGen consortium. Nature Genetics, 2009, 41, 1182-1190.

Modelling the Burden of Stroke in Finland until 2030. International Journal of Stroke, 2009, 4, 340-345. 6.4 20

Predictive value of electrocardiographic QT interval and T-wave morphology parameters for all-cause
and cardiovascular mortality in a general population sample. Heart Rhythm, 2009, 6, 1202-1208.e1.

Prevalence, awareness and treatment of hypertension in Finland during 1982a€“2007. Journal of 01 66
Hypertension, 2009, 27, 1552-1559. :

Further Evidence For the Role of ENPP1 in Obesity: Association With Morbid Obesity in Finns. Obesity,

2008, 16,2113-2119.

Identification of ten loci associated with height highlights new biological pathways in human

growth. Nature Genetics, 2008, 40, 584-591. 25.2 548



524

526

528

530

532

534

536

538

540

31

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Six new loci associated with blood low-density lipoprotein cholesterol, high-density lipoprotein

cholesterol or triglycerides in humans. Nature Genetics, 2008, 40, 189-197.

Ankle blood pressure as a predictor of total and cardiovascular mortality. BMC Cardiovascular

Disorders, 2008, 8, . 2.0 23

Geographic Patterns of Incidence of Ischemic Stroke and Acute Myocardial Infarction in Finland
During 19914€“2003. Annals of Epidemiology, 2008, 18, 206-213.

Levels of apolipoprotein M are not associated with the risk of coronary heart disease in two

independent case-control studies. Journal of Lipid Research, 2008, 49, 1912-1917. 3.6 51

Changes in traditional risk factors no longer explain time trends in cardiovascular mortality and its
socioeconomic differences. Journal of Epidemiology and Community Health, 2008, 62, 251-257.

Increased Stroke Risk Is Related to a Binge Drinking Habit. Stroke, 2008, 39, 3179-3184. 5.9 137

Gender Differences in Genetic Risk Profiles for Cardiovascular Disease. PLoS ONE, 2008, 3, e3615.

Six new loci associated with body mass index highlight a neuronal influence on body weight

regulation. Nature Genetics, 2008, 41, 25-34. 25.2 1,641

Common variants at 30 loci contribute to polygenic dyslipidemia. Nature Genetics, 2008, 41, 56-65.

Population-based register of acute myocardial infarction: manual of operations. European Journal of 9.9 10
Cardiovascular Prevention and Rehabilitation, 2007, 14, S3-S22. ’

Combined Effects of Thrombosis Pathway Gene Variants Predict Cardiovascular Events. PLoS Genetics,
2007, 3, e120.

Prevalence and incidence of primary biliary cirrhosis are increasing in Finland. Scandinavian Journal

of Gastroenterology, 2007, 42, 1347-1353. L7 61

The validation of the Finnish Hospital Discharge Register and Causes of Death Register data on stroke
diagnoses. European Journal of Cardiovascular Prevention and Rehabilitation, 2007, 14, 380-385.

Endotoxemia, Immune Response to Periodontal Pathogens, and Systemic Inflammation Associate With
Incident Cardiovascular Disease Events. Arteriosclerosis, Thrombosis, and Vascular Biology, 2007, 27, 6.0 241
1433-1439.

Use of secondary preventive medications after the first attack of acute coronary syndrome. European
Journal of Cardiovascular Prevention and Rehabilitation, 2007, 14, 386-391.

Associations of Fine and Ultrafine Particulate Air Pollution With Stroke Mortality in an Area of Low 5.9 197
Air Pollution Levels. Stroke, 2007, 38, 918-922. )

Trends in lifestyle factors affecting blood pressure in hypertensive and normotensive Finns during

19825€“2002. Journal of Hypertension, 2007, 25, 299-305.

Are coronary event rates declining slower in women than in men?. International Journal of

Cardiology, 2007, 119, S37. 2.2 0



542

544

546

548

550

5562

554

556

5568

32

VEIKKO SALOMAA

ARTICLE IF CITATIONS

A common variant of HMGA2 is associated with adult and childhood height in the general population.

Nature Genetics, 2007, 39, 1245-1250.

Are coronarE\; event rates declining slower in women than in men &€* evidence from two 2.0 21

population-based myocardial infarction registers in Finland?. BMC Cardiovascular Disorders, 2007, 7, .

Variation in the selenoprotein S gene locus is associated with coronary heart disease and ischemic
stroke in two independent Finnish cohorts. Human Genetics, 2007, 122, 355-365.

Modifiable risk factors have an impact on socio-economic differences in coronary heart disease

events. Scandinavian Cardiovascular Journal, 2006, 40, 87-95. 0.8 19

Associations of leisure time physical activity, self-rated physical fitness, and estimated aerobic fitness
with serum C-reactive protein among 3803 adults. Atherosclerosis, 2006, 185, 381-387.

C-reactive protein, interleukin-6 and tumor necrosis factor alpha as predictors of incident coronary

and cardiovascular events and total mortality. Thrombosis and Haemostasis, 2006, 95, 511-518. 41 202

The effect of correcting for troponins on trends in coronary heart disease events in Finland during
1993-2002: the FINAMI study. European Heart Journal, 2006, 27, 2394-2399.

Coronary heart disease: from a disease of middle-aged men in the late 1970s to a disease of elderly 9.9 65
women in the 2000s. European Heart Journal, 2006, 27, 296-301. :

Sweet and sour coronary heart disease: results from the China Heart Survey. European Heart Journal,
2006, 27, 2491-2492.

Contribution of regulatory and structural variations in APOE to predicting dyslipidemia. Journal of p 15
Lipid Research, 2006, 47, 318-328. ’

Non-participation and mortality in different socio-economic groups; finrisk population surveys in
197272?1992. European Journal of Cardiovascular Prevention and Rehabilitation, 2006, 13, S29.

Trends in Fatal and Nonfatal Strokes Among Persons Aged 35 to 8%0¥85 Years During 19914€*2002 in Finland. 5.9 50
Stroke, 2005, 36, 244-248. )

Hemostatic factors as predictors of stroke and cardiovascular diseases: the FINRISK &€ ™92 Hemostasis
Study. Blood Coagulation and Fibrinolysis, 2005, 16, 119-124.

Explaining the Decline in Coronary Heart Disease Mortality in Finland between 1982 and 1997. American 2.3 265
Journal of Epidemiology, 2005, 162, 764-773. :

Association of European population levels of thrombotic and inflammatory factors with risk of
coronary heart disease: the MONICA Optional Haemostasis Studya€. European Heart Journal, 2005, 26,
332-342.

Diabetes worsens the outcome of acute ischemic stroke. Diabetes Research and Clinical Practice, 2005,
69, 293-298. 58 87

The validity of the Finnish Hospital Discharge Register and Causes of Death Register data on coronary

heart disease. European Journal of Cardiovascular Prevention and Rehabilitation, 2005, 12, 132-137.

Return to work after first myocardial infarction in 1991-1996 in Finland. European Journal of Public 0.3 50
Health, 2004, 14, 350-353. ’



560

562

564

566

568

570

572

574

576

33

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Declining incidence and mortality of stroke in persons aged >= 75 years in Finland; the FINSTROKE

study. European Journal of Cardiovascular Prevention and Rehabilitation, 2004, 11, 466-470.

Continuous 15-Year Decrease in Incidence and Mortality of Stroke in Finland. Stroke, 2004, 35, 420-425. 5.9 107

MORGAM (an international pooling of cardiovascular cohorts). International Journal of
Epidemiology, 2004, 34, 21-27.

DNA extraction yield is associated with several phenotypic characteristics: results from two large

population surveys. Journal of Thrombosis and Haemostasis, 2004, 2, 2069-2071. 3.8 4

The effects of scale: variation in the APOA1/C3/A4/AS gene cluster. Human Genetics, 2004, 115, 36-56.

Association of the Lewis genotype with cardiovascular risk factors and subclinical carotid
atherosclerosis: the Atherosclerosis Risk in Communities (ARIC) study. Journal of Internal Medicine, 7.3 21
2004, 255, 40-51.

Evidence for Nona€additive Influence of Single Nucleotide Polymorphisms within the Apolipoprotein E
Gene. Annals of Human Genetics, 2004, 68, 521-535.

Trends in fatal and non&€fatal coronary heart disease events in Finland during 1991a€“2001. Scandinavian 0.8 97
Cardiovascular Journal, 2004, 38, 340-344. :

Socioeconomic inequities in invasive cardiac procedures after first myocardial infarction in Finland
in 1995. Journal of Clinical Epidemiology, 2004, 57, 301-308.

A follow-up study found that cardiovascular risk in middle age predicted mortality and quality of life a7 24
in old age. Journal of Clinical Epidemiology, 2004, 57, 415-421. )

Association of criteria pollutants with plasma hemostatic/inflammatory markers: a population-based
study. Journal of Exposure Science and Environmental Epidemiology, 2004, 15, 319-328.

Declining incidence and mortalit?/ of stroke in persons aged ???75 years in Finland; the FINSTROKE study. 99 1

European Journal of Cardiovascular Prevention and Rehabilitation, 2004, 11, 466-470.

Antibodies to Periodontal Pathogens Are Associated With Coronary Heart Disease. Arteriosclerosis,
Thrombosis, and Vascular Biology, 2003, 23, 1250-1254.

Geographical variation in the incidence of acute myocardial infarction in eastern Finland 4€” a Bayesian

perspective. Annals of Medicine, 2003, 35, 43-50. 3.8 10

Insulin-Regulated Increase of Soluble Vascular Adhesion Protein-1 in Diabetes. American Journal of
Pathology, 2002, 161, 2255-2262.

A candidate gene study in low HDL-cholesterol families provides evidence for the involvement of the 15 17
APOA2 gene and the APOA1C3A4 gene cluster. Atherosclerosis, 2002, 164, 103-111. )

The Risk of Stroke Following Coronary Revascularization - a Population-based Long-term Follow-up

Study. Scandinavian Cardiovascular Journal, 2002, 36, 231-236.

Contributions of 18 Additional DNA Sequence Variations in the Gene Encoding Apolipoprotein E to
Explaining Variation in Quantitative Measures of Lipid Metabolism. American Journal of Human 6.5 82
Genetics, 2002, 71, 501-517.



578

580

582

584

586

588

590

592

594

34

VEIKKO SALOMAA

ARTICLE IF CITATIONS

The association of sensitive systemic inflammation markers with bronchial asthma. Annals of Allergy,

Asthma and Immunology, 2002, 89, 381-385.

Distribution of Lewis (FUT3) genotype and allele: frequencies in a biethnic United States population.

Annals of Hematology, 2002, 81, 558-565. L5 82

The association of c-reactive protein, serum amyloid a and fibrinogen with prevalent coronary heart
disease 4€” baseline findings of the PAIS project. Atherosclerosis, 2001, 156, 451-456.

Cross-sectional association of soluble thrombomodulin with mild peripheral artery disease; the ARIC 15 35
study. Atherosclerosis, 2001, 157, 309-314. )

Utility of the Arg/GIn polymorphism of the factor VII (FVII) gene, serum lipid levels and body mass index
in the prediction of the FVII:C and FVII:Ag in North Karelia; a cross-sectional and prospective study.
Blood Coagulation and Fibrinolysis, 2001, 12, 445-452.

Depressive symptoms, cynical hostility, and weight change: A 3-year follow-up among middle-aged men

and women. International Journal of Behavioral Medicine, 2001, 8, 116-133. 1.3 25

Title is missing!. European Journal of Epidemiology, 2000, 16, 815-817.

Title is missing!. European Journal of Epidemiology, 2000, 16, 701-711. 5.3 31

White coat effect, blood pressure and mortality in men: prospective cohort study. European Heart
Journal, 2000, 21, 1714-1718.

Sequence Diversity and Large-Scale Typing of SNPs in the Human Apolipoprotein E Gene. Genome 46 160
Research, 2000, 10, 1532-1545. ’

Apolipoprotein E Variation at the Sequence Haplotype Level: Implications for the Origin and
Maintenance of a Major Human Polymorphism. American Journal of Human Genetics, 2000, 67, 881-900.

Trends in the treatment of patients with myocardial infarction and coronary revascularization
procedures in Finland during 1986-92: the FINMONICA Myocardial Infarction Register Study. Journal of 7.3 16
Internal Medicine, 1999, 245, 107-108.

Alarmingly high occurrence and case fatality of acute coronary heart disease events in Estonia:
results from the Tallinn AMI register 1991-94. Journal of Internal Medicine, 1999, 246, 53-60.

The Validity of the Routine Mortality Statistics on Coronary Heart Disease in Finland. Journal of a7 45
Clinical Epidemiology, 1999, 52, 157-166. :

Soluble thrombomodulin as a predictor of incident coronary heart disease and symptomless carotid
artery atheroscierosis in the Atherosclerosis Risk in Communities (ARIC) Study: a case-cohort study.
Lancet, The, 1999, 353, 1729-1734.

Symptoms of chronic bronchitis, haemostatic factors, and coronary heart disease risk. 15 19
Atherosclerosis, 1999, 142, 403-407. .

Decreasing Mortality from Acute Myocardial Infarction: Effect of Incidence and Prognosis. European

Journal of Cardiovascular Prevention and Rehabilitation, 1999, 6, 69-75.

DNA sequence diversity in a 9.7-Rb region of the human lipoprotein lipase gene. Nature Genetics, 1998,

19, 233-240. 25.2 486



596

598

600

602

604

606

608

610

612

35

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Haplotype Structure and Population Genetic Inferences from Nucleotide-Sequence Variation in Human

Lipoprotein Lipase. American Journal of Human Genetics, 1998, 63, 595-612.

Array-based multiplex analysis of candidate genes reveals two independent and additive genetic risk
factors for myocardial infarction in the Finnish population. Human Molecular Genetics, 1998, 7, 2.9 101
1453-1462.

Impact of Diabetes on Mortality After the First Myocardial Infarction. Diabetes Care, 1998, 21, 69-75.

Intra- and Interindividual Variability of Hemostatic Factors and Traditional Cardiovascular Risk

Factors in a Three-year Follow-up. Thrombosis and Haemostasis, 1998, 79, 969-974. 41 24

Diabetes and Macrovascular Disease. European Journal of Cardiovascular Prevention and
Rehabilitation, 1997, 4, 76-82.

Atrial Fibrillation in Older Stroke Patients: Association with Recurrence and Mortality After First

Ischemic Stroke. Journal of the American Geriatrics Society, 1997, 45, 1297-1301. 2.9 27

Mild myocardial infarctiona€”A classification problem in epidemiologic studies. Journal of Clinical
Epidemiology, 1997, 50, 3-13.

Title is missing!. European Journal of Epidemiology, 1997, 13, 403-415. 5.3 86

Atrial Fibrillation and Stroke. Stroke, 1997, 28, 311-315.

Acute myocardial infarction in Estonia: First results from the Tallinn AMI register. Journal of Clinical a7 5
Epidemiology, 1996, 49, 573-579. ’

Associations of Fastin% Blood Glucose With Cholesterol Absorption and Synthesis in Nondiabetic
Middle-Aged Men. Diabetes, 1996, 45, 755-761.

Diagnostic features of acute myocardial infarction 4€“ changes over time from 1983 to 1990: results

from the FINMONICA AMI register study. Journal of Internal Medicine, 1995, 237, 151-159. 73 25

Association of Hormone Replacement Therapy With Hemostatic and Other Cardiovascular Risk
Factors. Arteriosclerosis, Thrombosis, and Vascular Biology, 1995, 15, 1549-1555.

Hospital Discharge Register Data in the Assessment of Trends in Acute Myocardial Infarction. Annals 2.8 25
of Medicine, 1995, 27, 547-554. )

Haemostatic and Other Cardiovascular Risk Factors, and Socioeconomic Status among Middle-Aged
Finnish Men and Women. International Journal of Epidemiology, 1995, 24, 1110-1116.

Correlation of Specific Platelet Activation Markers with Carotid Arterial Wall Thickness. Thrombosis a1 29
and Haemostasis, 1995, 74, 943-948. ’

Association of Fibrinolytic Parameters With Early Atherosclerosis. Circulation, 1995, 91, 284-290.

Non&€“Insulin-Dependent Diabetes Mellitus and Fasting Glucose and Insulin Concentrations Are

Associated With Arterial Stiffness Indexes. Circulation, 1995, 91, 1432-1443. 18.0 478



614

616

618

620

622

624

626

628

630

36

VEIKKO SALOMAA

ARTICLE IF CITATIONS

Xbal polymorphism of apolipoprotein B and factor VIl coagulant activity: a dietary intervention study.

Atherosclerosis, 1994, 109, 268.

Declining trends in incidence, case-fatality and mortality of stroke in three geographic areas of
Finland during 1983a€“1989. Results from the FINMONICA stroke register. Journal of Clinical 3.7 37
Epidemiology, 1994, 47, 1259-1269.

Haemostatic factors and prevalent coronary heart disease; the FINRISK haemostasis study. European
Heart Journal, 1994, 15, 1293-1299.

Serum cholesterol and high density lipoprotein cholesterol distributions in patients with acute
myocardial infarction and in the general population of Kuopio Province, Eastern Finland. Journal of 7.3 7
Internal Medicine, 1993, 233, 179-185.

The effects of saturated fat and n-6 polyunsaturated fat on postprandial lipemia and hemostatic
activity. Atherosclerosis, 1993, 103, 1-11.

Comparison of trends in ischaemic heart disease between North Karelia, Finland, and Kaunas, 3.9 6
Lithuania, from 1971 to 1987. Heart, 1992, 68, 516-523. '

Trends in the Incidence of and Mortality from Coronary Heart Disease in Finland, 19834€*1988. American
Journal of Epidemiology, 1992, 136, 1303-1315.

The FINMONICA Stroke Register. American Journal of Epidemiology, 1992, 135, 1259-1270. 3.3 80

Body fat distribution in the Finnish population: environmental determinants and predictive power for
cardiovascular risk factor levels.. Journal of Epidemiology and Community Health, 1991, 45, 131-137.

Prevalence of Diabetes Mellitus and Impaired Glucose Tolerance in the Middle-Aged Population of

Three Areas in Finland. International Journal of Epidemiology, 1991, 20, 1010-1017. 49 50

Serum cholesterol distribution, measurement frequency and cholesterol awareness in three
geographical areas of Finland. European Heart Journal, 1990, 11, 294-301.

Fatty acid composition of serum cholesterol esters in different degrees of glucose intolerance: A

population-based study. Metabolism: Clinical and Experimental, 1990, 39, 1285-1291. o1 88

Mortality Rates after Multifactorial Primary Prevention of Cardiovascular Diseases. Annals of
Medicine, 1989, 21, 441-446.

The development of hypertension care in Finland from 1982 to 1987. Journal of Hypertension, 1989, 7,
837-844. 1 2

Primary prevention and risk factor reduction in coronary heart disease mortality among working
aged men and women in eastern Finland over 40 years: population based observational study. BM), The,
0,,i721.

Quality of dietary fat and genetic risk of type 2 diabetes: individual participant data meta-analysis. BM): o1 38
British Medical Journal, 0, , 14292. :

A phenome-wide association study of genetically determined nicotine metabolism reveals novel links

with health-related outcomes. European Journal of Epidemiology, 0, 40, 1045-1065.

Genetic predisposition for morningness-eveningness and economic disadvantage: Evidence from

Finland over 25 years. Sleep Medicine, 0, 136, 106811. 16 4



VEIKKO SALOMAA

# ARTICLE IF CITATIONS

The Association of Periodontitis With Risk of Prevalent and Incident Metabolic Syndrome. Journal of

Clinical Periodontology, 0, 53, 107-116.

Updated Reference Limits for Liver Blood Tests With Validation Against Long&€Term Livera€Related

632 Outcomes. Liver International, 0, 45, .

3.9 2

Value of Multiomics Over Clinical Risk Factors in Hypertension Prediction. Hypertension, 0, 83, .

634  Reference Limits and Risk&€Based Screening in Liver Disease. Liver International, O, 46, . 3.9 0

Prospective association between the gut microbiota and incident pneumonia: a cohort study of 6419
individuals. Respiratory Research, 0, 26, .

Prospective association between the gut microbiome and incident hypertension: a 20-year cohort

636 study. Journal of Hypertension, 0, 44, 673-681.

2.1 1

Polygenic Risks for Mood Disorders and Economic Wella€being: Study of Finnish Cohorts. Depression
and Anxiety, 0, 2026, .

Genetic variant of the nicotinic receptor gene and the long term prognosis of smokers. European

638 Respiratory Journal, 0, 42, 1523.

8.7 (0]

Cardiorespiratory fitness and risk of dementia: a longitudinal cohort study. Alzheimer's and

Dementia: Diagnosis, Assessment and Disease Monitoring, O, 18, .

Combined Impact of Cardiorespiratory Fitness and Exercise Systolic Blood Pressure on
640  Cardiovascular and All-Cause Mortality: A Long-Term Follow-Up Study. American Journal of 1.8 1
Cardiology, 0, 271, 218-225.

37



