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ARTICLE

A high-contiguity Brassica nigra genome localizes active centromeres and defines the ancestral
Brassica genome. Nature Plants, 2020, 6, 929-941.

WheatCRISPR: a web-based guide RNA design tool for CRISPR/Cas9-mediated genome editing in wheat.

BMC Plant Biology, 2019, 19, 474.

Genes associated with chloroplasts and hormone-signaling, and transcription factors other than

CBFs are associated with differential survival after low temperature treatments of Camelina sativa
biotypes. PLoS ONE, 2019, 14, e0217692.
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