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j Paper IF Citations

210 yenomeYwideKassociationKstudiesKidentifyKnovelKgeneticKlociKforKepigeneticKageKaccelerationKamongK
survivorsKofKchildhoodKcancerZZKGenomehMedicineXK2022XKcfXKed 14.4 1

209
urossYuancerKyenomeYWideKsssociationKStudyKofKwndometrialKuancerKandKwpithelialKOvarianKuancerK
—dentifiesKyeneticKRiskKRegionsKsssociatedKwithKRiskKofKtothKuancersZKCancerhEpidemiologyh
BiomarkershandhPreventionXK2021XKebXKdciYddj

4 7

208 RacialKandKwthnicKvisparitiesKinKzealthKOutcomesKsmongKöongYTermKSurvivorsKofKuhildhoodKuancerlK
sKScopingKReviewZKFrontiershinhPublichHealthXK2021XKkXKifceef 6 2

207 uohortKProfilelKTheKStZK udeKöifetimeKuohortKStudyKTS ö—xwUKforKpaediatricKcancerKsurvivorsZK
InternationalhJournalhofhEpidemiologyXK2021XKgbXKekYfk 7.8 18

206 ProgressionKofKxrailtyKinKSurvivorsKofKuhildhoodKuancerlKsKStZK udeKöifetimeKuohortKReportZKJournalh
ofhthehNationalhCancerhInstituteXK2021XKcceXKcfcgYcfdc 9.7 3

205 ShortKsleepKdurationKandKphysicalKandKpsychologicalKhealthKoutcomesKamongKadultKsurvivorsKofK
childhoodKcancerZKPediatrichBloodhandhCancerXK2021XKhjXKedjkjj 3 2

204 viscoveryKandKfineYmappingKofKheightKlociKviaKhighYdensityKimputationKofKyWsSsKinKindividualsKofK
sfricanKancestryZKAmericanhJournalhofhHumanhGeneticsXK2021XKcbjXKghfYgjd 11 7

203
PersistentKvariationsKofKbloodKvNsKmethylationKassociatedKwithKtreatmentKexposuresKandKriskKforK
cardiometabolicKoutcomesKinKlongYtermKsurvivorsKofKchildhoodKcancerKinKtheKStZK udeKöifetimeK
uohortZKGenomehMedicineXK2021XKceXKge

14.4 3

202 TheKsssociationKofKMitochondrialKuopyKNumberKWithKSarcopeniaKinKsdultKSurvivorsKofKuhildhoodK
uancerZKJournalhofhthehNationalhCancerhInstituteXK2021XKcceXKcgibYcgjb 9.7 1

201 sKPedigreeKsnalysisKandKulonalKuorrelationsKofKtheKuoexistenceKofKtYuellKöymphomaKandK
zistiocyticavendriticKuellKTumorZKInternationalhJournalhofhSurgicalhPathologyXK2021XKdkXKkbhYkcf 1.2

200 scceleratedKagingKandKmortalityKinKlongYtermKsurvivorsKofKchildhoodKcancerlKsKreportKfromKtheKStZK
 udeKöifetimeKuohortKTS ö—xwUZZKJournalhofhClinicalhOncologyXK2021XKekXKcbbfgYcbbfg 2.2 0

199 MendelianKrandomizationKanalysesKsuggestKaKroleKforKcholesterolKinKtheKdevelopmentKofK
endometrialKcancerZKInternationalhJournalhofhCancerXK2021XKcfjXKebiYeck 7.5 13

198 wpigeneticKsgeKsccelerationKandKuhronicKzealthKuonditionsKsmongKsdultKSurvivorsKofKuhildhoodK
uancerZKJournalhofhthehNationalhCancerhInstituteXK2021XKcceXKgkiYhbg 9.7 5

197 TheKRoleKofKyallstonesKinKyallbladderKuancerKinK—ndialKsKMendelianKRandomizationKStudyZKCancerh
EpidemiologyhBiomarkershandhPreventionXK2021XKebXKekhYfbe 4 2

196 yeneticKVariantsKsssociatedKwithKTherapyYRelatedKuardiomyopathyKamongKuhildhoodKuancerK
SurvivorsKofKsfricanKsncestryZKCancerhResearchXK2021XKjcXKdgghYdghg 10.1 8

195 yenomeYwideKsssociationKStudiesKRevealKNovelKöocusKWithKSexYaTherapyYSpecificKxractureKRiskK
wffectsKinKuhildhoodKuancerKSurvivorsZKJournalhofhBonehandhMineralhResearchXK2021XKehXKhjgYhkg 6.3 2

194 TheKclinicopathologicalKandKmolecularKfeaturesKofKsinusoidalKlargeKtYcellKlymphomaZKModernh
PathologyXK2021XKefXKkddYkee 9.8 3
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193 SequencwrrlKmeasuringKandKsuppressingKsequencerKerrorsKinKnextYgenerationKsequencingKdataZK
GenomehBiologyXK2021XKddXKei 18.3 3

192 SubYmultiplicativeKinteractionKbetweenKpolygenicKriskKscoreKandKhouseholdKcoalKuseKinKrelationKtoK
lungKadenocarcinomaKamongKneverYsmokingKwomenKinKssiaZKEnvironmenthInternationalXK2021XKcfiXKcbgkig12.9 5

191 —nflammationYrelatedKgenesKScbbsXKRNsSweXKandKuYttKandKriskKofKleukemicKtransformationKinK
patientsKwithKmyelodysplasticKsyndromeKwithKmyelofibrosisZKBiomarkerhResearchXK2021XKkXKge 8

190
yeneticKanalysesKofKgynecologicalKdiseaseKidentifyKgeneticKrelationshipsKbetweenKuterineKfibroidsK
andKendometrialKcancerXKandKaKnovelKendometrialKcancerKgeneticKriskKregionKatKtheKWNTfKcpehZcdK
locusZKHumanhGeneticsXK2021XKcfbXKcegeYcehg

6.3 5

189 PolygenicKRiskKScoreK—mprovesKRiskKStratificationKandKPredictionKofKSubsequentKThyroidKuancerK
afterKuhildhoodKuancerZKCancerhEpidemiologyhBiomarkershandhPreventionXK2021XKebXKdbkhYdcbf 4 3

188 OnlineKPlatformKtoKsssessKuomplexKSocialKRelationshipsKandKPatientYReportedKOutcomesKsmongK
sdolescentKandKYoungKsdultKuancerKSurvivorsZKJCOhClinicalhCancerhInformaticsXK2021XKgXKjgkYjic 5.2 2

187 StZK udeKuloudlKsKPediatricKuancerKyenomicKvataYSharingKwcosystemZKCancerhDiscoveryXK2021XKccXKcbjdYcbkk24.4 32

186 yeneralizabilityKofKMyWsSKzitsMKinKulinicalKPopulationslKöessonsKfromKuhildhoodKuancerKSurvivorsZK
AmericanhJournalhofhHumanhGeneticsXK2020XKcbiXKhehYhge 11 7

185
PathogenicKyermlineKMutationsKinKvNsKRepairKyenesKinKuombinationKWithKuancerKTreatmentK
wxposuresKandKRiskKofKSubsequentKNeoplasmsKsmongKöongYTermKSurvivorsKofKuhildhoodKuancerZK
JournalhofhClinicalhOncologyXK2020XKejXKdidjYdifb

2.2 11

184 sKNovelKöocusKPredictsKSpermatogenicKRecoveryKamongKuhildhoodKuancerKSurvivorsKwxposedKtoK
slkylatingKsgentsZKCancerhResearchXK2020XKjbXKeiggYeihf 10.1 3

183
ShortenedKöeukocyteKTelomereKöengthKsssociatesKwithKanK—ncreasedKPrevalenceKofKuhronicKzealthK
uonditionsKamongKSurvivorsKofKuhildhoodKuancerlKsKReportKfromKtheKStZK udeKöifetimeKuohortZK
ClinicalhCancerhResearchXK2020XKdhXKdehdYdeic

12.9 18

182 uardiomyopathyKriskKamongKchildhoodKcancerKsurvivorsKofKsfricanKancestryKandKitsKmolecularK
mechanismsZZKJournalhofhClinicalhOncologyXK2020XKejXKcbgcfYcbgcf 2.2 0

181 wstimatedKnumberKofKadultKsurvivorsKofKchildhoodKcancerKinKUnitedKStatesKwithKcancerYpredisposingK
germlineKvariantsZKPediatrichBloodhandhCancerXK2020XKhiXKedjbfi 3 7

180 MolecularKMechanismKofKTelomereKöengthKvynamicsKandK—tsKPrognosticKValueKinKPediatricKuancersZK
JournalhofhthehNationalhCancerhInstituteXK2020XKccdXKighYihf 9.7 4

179 MetaYanalysisKofKgenomeYwideKassociationKstudiesKandKfunctionalKassaysKdecipherKsusceptibilityK
genesKforKgastricKcancerKinKuhineseKpopulationsZKGutXK2020XKhkXKhfcYhgc 19.2 18

178 TuberculosisKinfectionKandKlungKadenocarcinomalKMendelianKrandomizationKandKpathwayKanalysisKofK
genomeYwideKassociationKstudyKdataKfromKneverYsmokingKssianKwomenZKGenomicsXK2020XKccdXKcddeYcded4.3 8

177 PediatricKuancerKVariantKPathogenicityK—nformationKwxchangeKTPeuanP—wUlKaKcloudYbasedKplatformK
forKcuratingKandKclassifyingKgermlineKvariantsZKGenomehResearchXK2019XKdkXKcgggYcghg 9.7 16

176 yenomeYWideKsssociationKStudyKinK—rradiatedKuhildhoodKuancerKSurvivorsK—dentifiesKzTRdsK
for´ SubsequentKtasalKuellKuarcinomaZKJournalhofhInvestigativehDermatologyXK2019XKcekXKdbfdYdbfgZej 4.3 9
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175 SubsequentKtreastKuancerKinKxemaleKuhildhoodKuancerKSurvivorsKinKtheKStK udeKöifetimeKuohortK
StudyKTS ö—xwUZKJournalhofhClinicalhOncologyXK2019XKeiXKchfiYchgh 2.2 13

174 snalysisKofKerrorKprofilesKinKdeepKnextYgenerationKsequencingKdataZKGenomehBiologyXK2019XKdbXKgb 18.3 98

173 yeneticallyKveterminedKzeightKandKRiskKofKNonYhodgkinKöymphomaZKFrontiershinhOncologyXK2019XKkXKcgek5.3 1

172 SexYspecificKgeneKandKpathwayKmodelingKofKinheritedKgliomaKriskZKNeuroxOncologyXK2019XKdcXKicYjd 1 19

171 sssociationKofKyermlineKtRusdKMutationsKWithKtheKRiskKofKPediatricKorKsdolescentKNonYzodgkinK
öymphomaZKJAMAhOncologyXK2019XKgXKcehdYcehf 13.4 10

170 SexKspecificKassociationsKinKgenomeKwideKassociationKanalysisKofKrenalKcellKcarcinomaZKEuropeanh
JournalhofhHumanhGeneticsXK2019XKdiXKcgjkYcgkj 5.3 15

169 wnrichmentKofKheterozygousKgermlineKlossYofYfunctionKvariantsKinKpediatricKosteosarcomaZKJournalh
ofhPhysicalhEducationhandhSportshManagementXK2019XKgXK 2.8 12

168
yenomeYwideKassociationKstudyKusingKwholeYgenomeKsequencingKtoKidentifyKaKnovelKlocusK
associatedKwithKcardiomyopathyKriskKinKadultKsurvivorsKofKchildhoodKcancerlKUtilityKofKaKtwoYstageK
analyticKapproachZZKJournalhofhClinicalhOncologyXK2019XKeiXKcgchYcgch

2.2

167 PolygenicKriskKofKsubsequentKthyroidKcancerKafterKchildhoodKcancerlKsKreportKfromKStZK udeKlifetimeK
cohortKTS ö—xwUKandKuhildhoodKuancerKSurvivorKStudyKTuuSSUZZKJournalhofhClinicalhOncologyXK2019XKeiXKcbbhbYcbbhb2.2

166
WholeYyenomeKSequencingKofKuhildhoodKuancerKSurvivorsKTreatedKwithKuranialKRadiationKTherapyK
—dentifiesKgpcgZeeKöocusKforKStrokelKsKReportKfromKtheKStZK udeKöifetimeKuohortKStudyZKClinicalh
CancerhResearchXK2019XKdgXKhibbYhibj

12.9 6

165 sgnosticKPathwayayeneKSetKsnalysisKofKyenomeYWideKsssociationKvataK—dentifiesKsssociationsKforK
PancreaticKuancerZKJournalhofhthehNationalhCancerhInstituteXK2019XKcccXKggiYghi 9.7 16

164 ulinicalKSignificanceKofKPrognosticKNutritionalK—ndexKforKPatientsKwithKviffuseKöargeKtYcellK
öymphomaZKNutritionhandhCancerXK2019XKicXKghkYgif 2.8 8

163 TheKinfluenceKofKobesityYrelatedKfactorsKinKtheKetiologyKofKrenalKcellKcarcinomaYsKmendelianK
randomizationKstudyZKPLoShMedicineXK2019XKchXKecbbdidf 11.6 38

162 PanYcancerKgenomeKandKtranscriptomeKanalysesKofKcXhkkKpaediatricKleukaemiasKandKsolidKtumoursZK
NatureXK2018XKgggXKeicYeih 50.4 380

161 SubphenotypeKmetaYanalysisKofKtesticularKcancerKgenomeYwideKassociationKstudyKdataKsuggestsKaK
roleKforKRtxOXKfamilyKgenesKinKcryptorchidismKsusceptibilityZKHumanhReproductionXK2018XKeeXKkhiYkii 5.7 7

160 sKzighYriskKzaplotypeKforKPrematureKMenopauseKinKuhildhoodKuancerKSurvivorsKwxposedKtoK
yonadotoxicKTherapyZKJournalhofhthehNationalhCancerhInstituteXK2018XKccbXKjkgYkbf 9.7 13

159 tOövKMR—KtoKevaluateKearlyKdevelopmentKofKrenalKinjuryKinKaKratKmodelKofKdiabetesZKJournalhofh
InternationalhMedicalhResearchXK2018XKfhXKcekcYcfbe 1.4 5

158 yenomeYwideKmetaYanalysisKidentifiesKfiveKnewKsusceptibilityKlociKforKpancreaticKcancerZKNatureh
CommunicationsXK2018XKkXKggh 17.4 103
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157 stypicalKpresentationKofKblasticKplasmacytoidKdendriticKcellKneoplasmlKsKpotentialKdiagnosticKpitfallK
inKnasalKcavityZKOralhSurgeryvhOralhMedicinevhOralhPathologyhandhOralhRadiologyXK2018XKcdhXKedcdYedcf 2 2

156 SexYspecificKgliomaKgenomeYwideKassociationKstudyKidentifiesKnewKriskKlocusKatKepdcZecKinKfemalesXK
andKfindsKsexYdifferencesKinKriskKatKjqdfZdcZKScientifichReportsXK2018XKjXKiegd 4.9 30

155 —dentificationKofKnineKnewKsusceptibilityKlociKforKendometrialKcancerZKNaturehCommunicationsXK2018XK
kXKechh 17.4 70

154 zepaticKcarcinomaKwithKindolentKTYlymphoblasticKproliferationKTiTYötPUZKInternationalhJournalhofh
ClinicalhandhExperimentalhPathologyXK2018XKccXKchifYchij 1.4 0

153
wxpressionKofKhypoxiaYinducibleKfactorYcaKpredictsKbenefitKfromKrituximabKplusKcyclophosphamideXK
doxorubicinXKvincristineXKandKprednisoneKinKdiffuseKlargeKtYcellKlymphomaZKInternationalhJournalhofh
ClinicalhandhExperimentalhPathologyXK2018XKccXKffidYffjd

1.4

152 MorphologicalKclassificationKofKintraductalKpapillaryKneoplasmKofKtheKbileKductZKEuropeanhRadiologyXK
2018XKdjXKcghjYcgij 8 19

151 yeneticKRiskKforKSubsequentKNeoplasmsKsmongKöongYTermKSurvivorsKofKuhildhoodKuancerZKJournalh
ofhClinicalhOncologyXK2018XKehXKdbijYdbji 2.2 60

150 PrematureKPhysiologicKsgingKasKaKParadigmKforKUnderstandingK—ncreasedKRiskKofKsdverseKzealthK
scrossKtheKöifespanKofKSurvivorsKofKuhildhoodKuancerZKJournalhofhClinicalhOncologyXK2018XKehXKddbhYddcg 2.2 51

149 TwoKhighYriskKsusceptibilityKlociKatKhpdgZeKandKcfqedZceKforKWaldenstrˆ¶mKmacroglobulinemiaZK
NaturehCommunicationsXK2018XKkXKfcjd 17.4 8

148 PolygenicKveterminantsKforKSubsequentKtreastKuancerKRiskKinKSurvivorsKofKuhildhoodKuancerlKTheKStK
 udeKöifetimeKuohortKStudyKTS ö—xwUZKClinicalhCancerhResearchXK2018XKdfXKhdebYhdeg 12.9 11

147
sgeYspecificKgenomeYwideKassociationKstudyKinKglioblastomaKidentifiesKincreasedKproportionKofK
SlowerKgradeKgliomaSYlikeKfeaturesKassociatedKwithKyoungerKageZKInternationalhJournalhofhCancerXK
2018XKcfeXKdegkYdehh

7.5 13

146 —dentificationKofKnewKsusceptibilityKlociKforKgastricKnonYcardiaKadenocarcinomalKpooledKresultsKfromK
twoKuhineseKgenomeYwideKassociationKstudiesZKGutXK2017XKhhXKgjcYgji 19.2 51

145 yenomeYwideKassociationKstudyKofKprostateYspecificKantigenKlevelsKidentifiesKnovelKlociK
independentKofKprostateKcancerZKNaturehCommunicationsXK2017XKjXKcfdfj 17.4 40

144 wxomeKsrrayKsnalysisK—dentifiesKVariantsKinKSPOuvcKandKtTNesdKThatKsffectKRiskKforKyastricK
uancerZKGastroenterologyXK2017XKcgdXKdbccYdbdc 13.3 32

143 sKfunctionalKSNPKrscjkdkbcKinKxOSöcKisKassociatedKwithKgastricKcancerKinKuhineseKpopulationZK
ScientifichReportsXK2017XKiXKfciei 4.9 5

142 yenomeYwideKassociationKanalysisKimplicatesKdysregulationKofKimmunityKgenesKinKchronicK
lymphocyticKleukaemiaZKNaturehCommunicationsXK2017XKjXKcfcig 17.4 54

141 uommonKgeneticKvariationKandKriskKofKgallbladderKcancerKinK—ndialKaKcaseYcontrolKgenomeYwideK
associationKstudyZKLancethOncologyvhTheXK2017XKcjXKgegYgff 21.7 50

140 xunctionalKcharacterizationKofKaKmultiYcancerKriskKlocusKonKchrgpcgZeeKrevealsKregulationKofKTwRTKbyK
ZNxcfjZKNaturehCommunicationsXK2017XKjXKcgbef 17.4 26

(2017-2018)

5



139 yenomeYWideKsssociationKStudyKtoK—dentifyKSusceptibilityKöociKThatKModifyKRadiationYRelatedKRiskK
forKtreastKuancerKsfterKuhildhoodKuancerZKJournalhofhthehNationalhCancerhInstituteXK2017XKcbkXK 9.7 46

138 PotentialKSusceptibilityKöociK—dentifiedKforKRenalKuellKuarcinomaKbyKTargetingKObesityYRelatedK
yenesZKCancerhEpidemiologyhBiomarkershandhPreventionXK2017XKdhXKcfehYcffd 4 0

137 —uTcKpredictsKaKpoorKsurvivalKandKcorrelatedKwithKcellKproliferationKinKdiffuseKlargeKtYcellKlymphomaZK
GeneXK2017XKhdiXKdggYdhd 3.8 6

136 yenomeYwideKassociationKstudyKidentifiesKmultipleKriskKlociKforKrenalKcellKcarcinomaZKNatureh
CommunicationsXK2017XKjXKcgidf 17.4 50

135 MetaYanalysisKofKfiveKgenomeYwideKassociationKstudiesKidentifiesKmultipleKnewKlociKassociatedKwithK
testicularKgermKcellKtumorZKNaturehGeneticsXK2017XKfkXKccfcYccfi 36.3 85

134 yenomeYwideKassociationKstudyKofKgliomaKsubtypesKidentifiesKspecificKdifferencesKinKgeneticK
susceptibilityKtoKglioblastomaKandKnonYglioblastomaKtumorsZKNaturehGeneticsXK2017XKfkXKijkYikf 36.3 163

133 sssociationKanalysisKidentifiesKhgKnewKbreastKcancerKriskKlociZKNatureXK2017XKggcXKkdYkf 50.4 643

132 —dentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenYreceptorYnegativeKbreastKcancerZK
NaturehGeneticsXK2017XKfkXKcihiYciij 36.3 186

131 yeneticKVariantsKRelatedKtoKöongerKTelomereKöengthKareKsssociatedKwithK—ncreasedKRiskKofKRenalK
uellKuarcinomaZKEuropeanhUrologyXK2017XKidXKifiYigf 10.2 27

130 öupusYrelatedKsingleKnucleotideKpolymorphismsKandKriskKofKdiffuseKlargeKtYcellKlymphomaZKLupush
SciencehandhMedicineXK2017XKfXKebbbcji 4.6 10

129 yWsSKfollowYupKstudyKofKesophagealKsquamousKcellKcarcinomaKidentifiesKpotentialKgeneticKlociK
associatedKwithKfamilyKhistoryKofKupperKgastrointestinalKcancerZKScientifichReportsXK2017XKiXKfhfd 4.9 7

128 TheKgenomicKlandscapeKofKpediatricKandKyoungKadultKTYlineageKacuteKlymphoblasticKleukemiaZK
NaturehGeneticsXK2017XKfkXKcdccYcdcj 36.3 430

127 —ncreasingKmappingKprecisionKofKgenomeYwideKassociationKstudieslKtoKgenotypeKandKimputeXK
sequenceXKorKbothqZKGenomehBiologyXK2017XKcjXKccj 18.3 8

126
yeneticKModifiersKofKProgressionYxreeKSurvivalKinKNeverYSmokingKöungKsdenocarcinomaKPatientsK
TreatedKwithKxirstYöineKTyrosineKKinaseK—nhibitorsZKAmericanhJournalhofhRespiratoryhandhCriticalhCareh
MedicineXK2017XKckgXKhheYhie

10.2 16

125 TheKOncosrrayKuonsortiumlKsKNetworkKforKUnderstandingKtheKyeneticKsrchitectureKofKuommonK
uancersZKCancerhEpidemiologyhBiomarkershandhPreventionXK2017XKdhXKcdhYceg 4 183

124 TwoKNovelKSusceptibilityKöociKforKProstateKuancerKinKMenKofKsfricanKsncestryZKJournalhofhtheh
NationalhCancerhInstituteXK2017XKcbkXK 9.7 38

123
sKhighYriskKgeneticKprofileKforKprematureKmenopauseKTPMUKinKchildhoodKcancerKsurvivorsKTuuSUK
exposedKtoKgonadotoxicKtherapylKsKreportKfromKtheKStZK udeKöifetimeKuohortKTS ö—xwUKandK
uhildhoodKuancerKSurvivorKStudyKTuuSSUZZKJournalhofhClinicalhOncologyXK2017XKegXKcbgbdYcbgbd

2.2 1

122
sssociationKbetweenKyWsSYidentifiedKlungKadenocarcinomaKsusceptibilityKlociKandKwyxRKmutationsK
inKneverYsmokingKssianKwomenXKandKcomparisonKwithKfindingsKfromKWesternKpopulationsZKHumanh
MolecularhGeneticsXK2017XKdhXKfgfYfhg

5.6 40
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121 yenomeYwideKassociationKstudyKofKgastricKadenocarcinomaKinKssialKaKcomparisonKofKassociationsK
betweenKcardiaKandKnonYcardiaKtumoursZKGutXK2016XKhgXKchccYj 19.2 76

120 xemaleKchromosomeKXKmosaicismKisKageYrelatedKandKpreferentiallyKaffectsKtheKinactivatedKXK
chromosomeZKNaturehCommunicationsXK2016XKiXKccjfe 17.4 59

119 —dentificationKofKfourKnovelKsusceptibilityKlociKforKoestrogenKreceptorKnegativeKbreastKcancerZKNatureh
CommunicationsXK2016XKiXKcceig 17.4 64

118 MetaYanalysisKofKgenomeYwideKassociationKstudiesKdiscoversKmultipleKlociKforKchronicKlymphocyticK
leukemiaZKNaturehCommunicationsXK2016XKiXKcbkee 17.4 70

117 MetaYanalysisKofKgenomeYwideKassociationKstudiesKidentifiesKmultipleKlungKcancerKsusceptibilityKlociK
inKneverYsmokingKssianKwomenZKHumanhMolecularhGeneticsXK2016XKdgXKhdbYk 5.6 32

116 viverseKandKTargetableKKinaseKslterationsKvriveKzistiocyticKNeoplasmsZKCancerhDiscoveryXK2016XKhXKcgfYhg24.4 269

115 yeneticallyKpredictedKlongerKtelomereKlengthKisKassociatedKwithKincreasedKriskKofKtYcellKlymphomaK
subtypesZKHumanhMolecularhGeneticsXK2016XKdgXKchheYih 5.6 39

114 yWsSKmetaYanalysisKofKchKjgdKwomenKidentifiesKnewKsusceptibilityKlocusKforKendometrialKcancerZK
HumanhMolecularhGeneticsXK2016XKdgXKdhcdYdhdb 5.6 15

113
PathwayXKinKsilicoKandKtissueYspecificKexpressionKquantitativeKanalysesKofKoesophagealKsquamousK
cellKcarcinomaKgenomeYwideKassociationKstudiesKdataZKInternationalhJournalhofhEpidemiologyXK2016XK
fgXKdbhYdb

7.8 10

112 ProstateKuancerKSusceptibilityKinKMenKofKsfricanKsncestryKatKjqdfZKJournalhofhthehNationalhCancerh
InstituteXK2016XKcbjXK 9.7 72

111
—dentificationKofKaKnovelKsusceptibilityKlocusKatKceqefKandKrefinementKofKtheKdbpcdZdKregionKasKaK
multiYsignalKlocusKassociatedKwithKbladderKcancerKriskKinKindividualsKofKwuropeanKancestryZKHumanh
MolecularhGeneticsXK2016XKdgXKcdbeYcf

5.6 20

110 ThreeKnewKpancreaticKcancerKsusceptibilityKsignalsKidentifiedKonKchromosomesKcqedZcXKgpcgZeeKandK
jqdfZdcZKOncotargetXK2016XKiXKhhedjYhhefe 3.3 66

109 yenomeYwideKassociationKstudyKconfirmsKlungKcancerKsusceptibilityKlociKonKchromosomesKgpcgKandK
cgqdgKinKanKsfricanYsmericanKpopulationZKLunghCancerXK2016XKkjXKeeYfd 5.9 31

108 urossYuancerKyenomeYWideKsnalysisKofKöungXKOvaryXKtreastXKProstateXKandKuolorectalKuancerK
RevealsKNovelKPleiotropicKsssociationsZKCancerhResearchXK2016XKihXKgcbeYcf 10.1 66

107 xunctionalKcharacterizationKofKaKchrceqddZcKpancreaticKcancerKriskKlocusKrevealsKlongYrangeK
interactionKandKalleleYspecificKeffectsKonKv—SeKexpressionZKHumanhMolecularhGeneticsXK2016XKdgXKfidhYfiej5.6 17

106 —nteractionsKbetweenKhouseholdKairKpollutionKandKyWsSYidentifiedKlungKcancerKsusceptibilityK
markersKinKtheKxemaleKöungKuancerKuonsortiumKinKssiaKTxöuusUZKHumanhGeneticsXK2015XKcefXKeeeYfc 6.3 24

105 virectionalKdominanceKonKstatureKandKcognitionKin´ diverseKhumanKpopulationsZKNatureXK2015XKgdeXKfgkYfhd50.4 119

104 —ntegrationKofKmultiethnicKfineYmappingKandKgenomicKannotationKtoKprioritizeKcandidateKfunctionalK
SNPsKatKprostateKcancerKsusceptibilityKregionsZKHumanhMolecularhGeneticsXK2015XKdfXKghbeYcj 5.6 35

(2015-2016)

7



103 sKyenomeYWideKScanK—dentifiesKVariantsKinKNx—tKsssociatedKwithKMetastasisKinKPatientsKwithK
OsteosarcomaZKCancerhDiscoveryXK2015XKgXKkdbYec 24.4 71

102 TwoKsusceptibilityKlociKidentifiedKforKprostateKcancerKaggressivenessZKNaturehCommunicationsXK2015XK
hXKhjjk 17.4 75

101 uommonKgeneticKvariantsKinKepigeneticKmachineryKgenesKandKriskKofKupperKgastrointestinalKcancersZK
InternationalhJournalhofhEpidemiologyXK2015XKffXKcefcYgd 7.8 7

100 xurtherKuonfirmationKofKyermlineKyliomaKRiskKVariantKrsijeijdddKinKTPgeKandK—tsK—mplicationKinK
TumorKTissuesKviaK—ntegrativeKsnalysisKofKTuysKvataZKHumanhMutationXK2015XKehXKhjfYj 4.7 12

99
yeneticKvariantsKassociatedKwithKlongerKtelomereKlengthKareKassociatedKwithKincreasedKlungKcancerK
riskKamongKneverYsmokingKwomenKinKssialKaKreportKfromKtheKfemaleKlungKcancerKconsortiumKinKssiaZK
InternationalhJournalhofhCancerXK2015XKceiXKeccYk

7.5 55

98 TwRTKgeneKharborsKmultipleKvariantsKassociatedKwithKpancreaticKcancerKsusceptibilityZKInternationalh
JournalhofhCancerXK2015XKceiXKdcigYje 7.5 46

97 snalysisKofKzeritabilityKandKSharedKzeritabilityKtasedKonKyenomeYWideKsssociationKStudiesKforK
ThirteenKuancerKTypesZKJournalhofhthehNationalhCancerhInstituteXK2015XKcbiXKdjvdik 9.7 107

96 MultilevelYanalysisKidentifyKaKcisYexpressionKquantitativeKtraitKlocusKassociatedKwithKriskKofKrenalKcellK
carcinomaZKOncotargetXK2015XKhXKfbkiYcbk 3.3 1

95 TheK—nfluenceKofKsgeKandKSexKonKyeneticKsssociationsKwithKsdultKtodyKSizeKandKShapelKsK
öargeYScaleKyenomeYWideK—nteractionKStudyZKPLoShGeneticsXK2015XKccXKecbbgeij 6 220

94
MethodologicalKuonsiderationsKinKwstimationKofKPhenotypeKzeritabilityKUsingKyenomeYWideKSNPK
vataXK—llustratedKbyKanKsnalysisKofKtheKzeritabilityKofKzeightKinKaKöargeKSampleKofKsfricanKsncestryK
sdultsZKPLoShONEXK2015XKcbXKebceccbh

3.7 2

93 sKgenomeYwideKassociationKstudyKofKmarginalKzoneKlymphomaKshowsKassociationKtoKtheKzösKregionZK
NaturehCommunicationsXK2015XKhXKgigc 17.4 44

92 uharacterizationKofKlargeKstructuralKgeneticKmosaicismKinKhumanKautosomesZKAmericanhJournalhofh
HumanhGeneticsXK2015XKkhXKfjiYki 11 77

91
NoninvasiveKevaluationKofKrenalKoxygenationKinKprimaryKnephroticKsyndromeKwithKbloodKoxygenK
levelKdependentKmagneticKresonanceKimaginglK—nitialKexperienceZKJournalhofhInternationalhMedicalh
ResearchXK2015XKfeXKeghYhe

1.4 4

90 sKlargeKmultiethnicKgenomeYwideKassociationKstudyKofKprostateKcancerKidentifiesKnovelKriskKvariantsK
andKsubstantialKethnicKdifferencesZKCancerhDiscoveryXK2015XKgXKjijYkc 24.4 94

89 vistinctKyenomicKslterationsKinKProstateKTumorsKfromKsfricanKsmericanKMenZKEBioMedicineXK2015XKdXKcjgbYc8.8 1

88 yeneticKstudiesKofKbodyKmassKindexKyieldKnewKinsightsKforKobesityKbiologyZKNatureXK2015XKgcjXKckiYdbh 50.4 2687

87 uommonKvariationKatKcqdfZcKTsövzkscUKisKaKpotentialKriskKfactorKforKrenalKcancerZKPLoShONEXK2015XK
cbXKebcddgjk 3.7 15

86
NodularKpulmonaryKamyloidosisKandKobviousKossificationKdueKtoKprimaryKpulmonaryKMsöTK
lymphomaKwithKextensiveKplasmacyticKdifferentiationlKReportKofKaKrareKcaseKandKreviewKofKtheK
literatureZKInternationalhJournalhofhClinicalhandhExperimentalhPathologyXK2015XKjXKifjdYi

1.4 12

ZhaominguWang
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85 yenomeYwideKinteractionKstudyKofKsmokingKandKbladderKcancerKriskZKCarcinogenesisXK2014XKegXKcieiYff 4.6 33

84 yenomeYwideKassociationKstudyKidentifiesKmultipleKlociKassociatedKwithKbladderKcancerKriskZKHumanh
MolecularhGeneticsXK2014XKdeXKcejiYkj 5.6 101

83 sKgenomeYwideKassociationKstudyKofKprostateKcancerKinKWestKsfricanKmenZKHumanhGeneticsXK2014XK
ceeXKgbkYdc 6.3 56

82 PersonalKhistoryKofKdiabetesXKgeneticKsusceptibilityKtoKdiabetesXKandKriskKofKbrainKgliomalKaKpooledK
analysisKofKobservationalKstudiesZKCancerhEpidemiologyhBiomarkershandhPreventionXK2014XKdeXKfiYgf 4 28

81 RareKmissenseKvariantsKinKPOTcKpredisposeKtoKfamilialKcutaneousKmalignantKmelanomaZKNatureh
GeneticsXK2014XKfhXKfjdYh 36.3 220

80 sKgenomeYwideKassociationKstudyKofKrenalKcellKcarcinomaKamongKsfricanKsmericansZKCancerh
EpidemiologyhBiomarkershandhPreventionXK2014XKdeXKdbkYcf 4 17

79 yeneticKvariantsKinKfasKsignalingKpathwayKgenesKandKriskKofKgastricKcancerZKInternationalhJournalhofh
CancerXK2014XKcefXKjddYec 7.5 21

78 TheKckqcdKbladderKcancerKyWsSKsignallKassociationKwithKcyclinKwKfunctionKandKaggressiveKdiseaseZK
CancerhResearchXK2014XKifXKgjbjYcj 10.1 19

77 yeneticKpolymorphismsKinKtheKkpdcKregionKassociatedKwithKriskKofKmultipleKcancersZKCarcinogenesisXK
2014XKegXKdhkjYibg 4.6 54

76  ointKanalysisKofKthreeKgenomeYwideKassociationKstudiesKofKesophagealKsquamousKcellKcarcinomaKinK
uhineseKpopulationsZKNaturehGeneticsXK2014XKfhXKcbbcYcbbh 36.3 112

75 yenomeYwideKassociationKstudyKidentifiesKmultipleKsusceptibilityKlociKforKdiffuseKlargeKtKcellK
lymphomaZKNaturehGeneticsXK2014XKfhXKcdeeYj 36.3 108

74 uharacterizingKtheKgeneticKbasisKofKmethylomeKdiversityKinKhistologicallyKnormalKhumanKlungKtissueZK
NaturehCommunicationsXK2014XKgXKeehg 17.4 103

73 yenomeYwideKassociationKstudyKidentifiesKfiveKsusceptibilityKlociKforKfollicularKlymphomaKoutsideK
theKzösKregionZKAmericanhJournalhofhHumanhGeneticsXK2014XKkgXKfhdYic 11 74

72 yenomeYwideKassociationKstudyKidentifiesKmultipleKsusceptibilityKlociKforKpancreaticKcancerZKNatureh
GeneticsXK2014XKfhXKkkfYcbbb 36.3 226

71 sKmetaYanalysisKofKjiXbfbKindividualsKidentifiesKdeKnewKsusceptibilityKlociKforKprostateKcancerZK
NaturehGeneticsXK2014XKfhXKccbeYk 36.3 331

70 vefiningKtheKroleKofKcommonKvariationKinKtheKgenomicKandKbiologicalKarchitectureKofKadultKhumanK
heightZKNaturehGeneticsXK2014XKfhXKccieYjh 36.3 1339

69 PathwayYbasedKanalysisKofKyWssKdataKidentifiesKassociationKofKsexKdeterminationKgenesKwithK
susceptibilityKtoKtesticularKgermKcellKtumorsZKHumanhMolecularhGeneticsXK2014XKdeXKhbhcYj 5.6 25

68 RareKvariantsKofKlargeKeffectKinKtRusdKandKuzwKdKaffectKriskKofKlungKcancerZKNaturehGeneticsXK2014XK
fhXKiehYfc 36.3 228

(2014-2014)
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67 yastricKcancerKfollowingKaKliverKtransplantationKforKglycogenKstorageKdiseaseKtypeK—aKTvonKyierkeK
diseaseUlKsKcaseKreportZKOncologyhLettersXK2014XKjXKdjbeYdjbg 2.6 5

66 sKfastKandKpowerfulKtreeYbasedKassociationKtestKforKdetectingKcomplexKjointKeffectsKinKcaseYcontrolK
studiesZKBioinformaticsXK2014XKebXKdcicYj 7.2 3

65 vNsKmethylationKlevelsKatKchromosomeKjqdfKinKperipheralKbloodKareKassociatedKwithKjqdfKcancerK
susceptibilityKlociZKCancerhPreventionhResearchXK2014XKiXKcdjdYkd 3.2 9

64
—mputationKandKsubsetYbasedKassociationKanalysisKacrossKdifferentKcancerKtypesKidentifiesKmultipleK
independentKriskKlociKinKtheKTwRTYuöPTMcöKregionKonKchromosomeKgpcgZeeZKHumanhMolecularh
GeneticsXK2014XKdeXKhhchYee

5.6 77

63 zzVYhYassociatedKacuteKlymphadenitisKinKimmunocompetentKpatientslKaKcaseKreportKandKreviewKofK
literatureZKInternationalhJournalhofhClinicalhandhExperimentalhPathologyXK2014XKiXKefceYi 1.4 7

62 MetaYanalysisKofKgeneYlevelKassociationsKforKrareKvariantsKbasedKonKsingleYvariantKstatisticsZK
AmericanhJournalhofhHumanhGeneticsXK2013XKkeXKdehYfj 11 49

61 TesticularKgermKcellKtumorKsusceptibilityKassociatedKwithKtheKUuKdKlocusKonKchromosomeKcqdeZK
HumanhMolecularhGeneticsXK2013XKddXKdifjYge 5.6 53

60 sssociationKbetweenKMvRcKuefegTKpolymorphismKandKriskKofKbreastKcancerZKGeneXK2013XKgedXKkfYk 3.8 16

59 uommonKgeneticKpolymorphismsKmodifyKtheKeffectKofKsmokingKonKabsoluteKriskKofKbladderKcancerZK
CancerhResearchXK2013XKieXKddccYdb 10.1 82

58 KnownKgliomaKriskKlociKareKassociatedKwithKgliomaKwithKaKfamilyKhistoryKofKbrainKtumoursKYYKaK
caseYcontrolKgeneKassociationKstudyZKInternationalhJournalhofhCancerXK2013XKcedXKdfhfYj 7.5 20

57 snKintegratedKtranscriptomeKandKepigenomeKanalysisKidentifiesKaKnovelKcandidateKgeneKforK
pancreaticKcancerZKBMChMedicalhGenomicsXK2013XKhXKee 3.7 28

56 yenomeYwideKassociationKstudyKidentifiesKtwoKsusceptibilityKlociKforKosteosarcomaZKNaturehGeneticsXK
2013XKfgXKikkYjbe 36.3 156

55 yenomeYwideKmetaYanalysisKidentifiesKccKnewKlociKforKanthropometricKtraitsKandKprovidesKinsightsK
intoKgeneticKarchitectureZKNaturehGeneticsXK2013XKfgXKgbcYcd 36.3 437

54 yenomeYwideKassociationKstudyKidentifiesKmultipleKriskKlociKforKchronicKlymphocyticKleukemiaZK
NaturehGeneticsXK2013XKfgXKjhjYih 36.3 147

53 MetaYanalysisKidentifiesKfourKnewKlociKassociatedKwithKtesticularKgermKcellKtumorZKNaturehGeneticsXK
2013XKfgXKhjbYg 36.3 132

52 sKmetaYanalysisKidentifiesKnewKlociKassociatedKwithKbodyKmassKindexKinKindividualsKofKsfricanK
ancestryZKNaturehGeneticsXK2013XKfgXKhkbYh 36.3 192

51 yenomeYwideKanalysisKofKtM—KinKadolescentsKandKyoungKadultsKrevealsKadditionalKinsightKintoKtheK
effectsKofKgeneticKlociKoverKtheKlifeKcourseZKHumanhMolecularhGeneticsXK2013XKddXKegkiYhbi 5.6 103

50 SexYstratifiedKgenomeYwideKassociationKstudiesKincludingKdibXbbbKindividualsKshowKsexualK
dimorphismKinKgeneticKlociKforKanthropometricKtraitsZKPLoShGeneticsXK2013XKkXKecbbegbb 6 277

ZhaominguWang
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49 uommonKvariationKatKdqddZeKTZwtdUKinfluencesKtheKriskKofKrenalKcancerZKHumanhMolecularhGeneticsXK
2013XKddXKjdgYec 5.6 49

48 yeneticKvariantsKinKepidermalKgrowthKfactorKreceptorKpathwayKgenesKandKriskKofKesophagealK
squamousKcellKcarcinomaKandKgastricKcancerKinKaKuhineseKpopulationZKPLoShONEXK2013XKjXKehjkkk 3.7 17

47
uharacterizationKofKSNPsKassociatedKwithKprostateKcancerKinKmenKofKsshkenazicKdescentKfromKtheK
setKofKyWsSKidentifiedKSNPslKimpactKofKcancerKfamilyKhistoryKandKcumulativeKSNPKriskKpredictionZK
PLoShONEXK2013XKjXKehbbje

3.7 17

46 UterineKleiomyomaKwithKindolentKtYlymphoblasticKproliferationZKInternationalhJournalhofhClinicalhandh
ExperimentalhPathologyXK2013XKhXKcfddYh 1.4 1

45 MedicalKsimulationYbasedKeducationKimprovesKmedicosSKclinicalKskillsZKJournalhofhBiomedicalhResearch
XK2013XKdiXKjcYf 1.5 7

44 xineKmappingKofKcfqdfZcKbreastKcancerKsusceptibilityKlocusZKHumanhGeneticsXK2012XKcecXKfikYkb 6.3 5

43 —nsightKinKgliomaKsusceptibilityKthroughKanKanalysisKofKhpddZeXKcdpceZeeYcdZcXKciqddYdeZdKandKcjqdeK
SNPKgenotypesKinKfamilialKandKnonYfamilialKgliomaZKHumanhGeneticsXK2012XKcecXKcgbiYci 6.3 18

42 yenomeYwideKassociationKstudyKofKgliomaKandKmetaYanalysisZKHumanhGeneticsXK2012XKcecXKcjiiYjj 6.3 191

41 yenomeYwideKassociationKanalysisKidentifiesKnewKlungKcancerKsusceptibilityKlociKinKneverYsmokingK
womenKinKssiaZKNaturehGeneticsXK2012XKffXKceebYg 36.3 237

40 yenomeYwideKassociationKanalysesKofKesophagealKsquamousKcellKcarcinomaKinKuhineseKidentifyK
multipleKsusceptibilityKlociKandKgeneYenvironmentKinteractionsZKNaturehGeneticsXK2012XKffXKcbkbYi 36.3 196

39
ulinicalKoutcomesKofKwxKVivoKliverKresectionKandKliverKautotransplantationKforKhepaticKalveolarK
echinococcosisZKJournalhofhHuazhonghUniversityhofhSciencehandhTechnologyh[MedicalhSciences]XK2012XK
edXKgkjYhbb

19

38 sKmetaYanalysisKofKgenomeYwideKassociationKstudiesKofKbreastKcancerKidentifiesKtwoKnovelK
susceptibilityKlociKatKhqcfKandKdbqccZKHumanhMolecularhGeneticsXK2012XKdcXKgeieYjf 5.6 143

37 sKgenomeYwideKassociationKstudyKidentifiesKaKnovelKsusceptibilityKlocusKforKrenalKcellKcarcinomaKonK
cdpccZdeZKHumanhMolecularhGeneticsXK2012XKdcXKfghYhd 5.6 74

36 vetectableKclonalKmosaicismKandKitsKrelationshipKtoKagingKandKcancerZKNaturehGeneticsXK2012XKffXKhgcYj 36.3 409

35 sKtwoYplatformKdesignKforKnextKgenerationKgenomeYwideKassociationKstudiesZKGenetichEpidemiologyXK
2012XKehXKfbbYj 2.6 12

34 YKchromosomeKhaplogroupsKandKprostateKcancerKinKpopulationsKofKwuropeanKandKsshkenaziK ewishK
ancestryZKHumanhGeneticsXK2012XKcecXKccieYjg 6.3 11

33 sKflexibleKtayesianKmodelKforKstudyingKgeneYenvironmentKinteractionZKPLoShGeneticsXK2012XKjXKecbbdfjd 6 15

32 yenotypicKvariantsKatKdqeeKandKriskKofKesophagealKsquamousKcellKcarcinomaKinKuhinalKaK
metaYanalysisKofKgenomeYwideKassociationKstudiesZKHumanhMolecularhGeneticsXK2012XKdcXKdcedYfc 5.6 55

(2012-2013)
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31 sssessingKdiseaseKriskKinKgenomeYwideKassociationKstudiesKusingKfamilyKhistoryZKEpidemiologyXK2012XK
deXKhchYdd 3.1 8

30 sssociationKbetweenKadultKheightXKgeneticKsusceptibilityKandKriskKofKgliomaZKInternationalhJournalhofh
EpidemiologyXK2012XKfcXKcbigYjg 7.8 24

29 —nheritedKvariationKatKchromosomeKcdpceZeeXKincludingKRsvgdXKinfluencesKtheKriskKofKsquamousKcellK
lungKcarcinomaZKCancerhDiscoveryXK2012XKdXKcecYk 24.4 46

28 öargeYscaleKpathwayYbasedKanalysisKofKbladderKcancerKgenomeYwideKassociationKdataKfromKfiveK
studiesKofKwuropeanKbackgroundZKPLoShONEXK2012XKiXKedkekh 3.7 33

27 —ntraspinalKrhabdoidKmeningiomaKmetastasisKtoKtheKliverZKJournalhofhClinicalhNeuroscienceXK2011XKcjXKicfYh2.2 21

26 yenomeYwideKassociationKstudyKofKrenalKcellKcarcinomaKidentifiesKtwoKsusceptibilityKlociKonKdpdcK
andKccqceZeZKNaturehGeneticsXK2011XKfeXKhbYg 36.3 199

25 yenomeYwideKassociationKstudyKofKprostateKcancerKinKmenKofKsfricanKancestryKidentifiesKaK
susceptibilityKlocusKatKciqdcZKNaturehGeneticsXK2011XKfeXKgibYe 36.3 171

24 xineKmappingKtheKKöKeKlocusKonKchromosomeKckqceZeeKassociatedKwithKprostateKcancerK
susceptibilityKandKPSsKlevelsZKHumanhGeneticsXK2011XKcdkXKhigYjg 6.3 41

23 sKcomprehensiveKcandidateKgeneKapproachKidentifiesKgeneticKvariationKassociatedKwithK
osteosarcomaZKBMChCancerXK2011XKccXKdbk 4.8 54

22 yenomeYwideKassociationKstudyKidentifiesKnewKprostateKcancerKsusceptibilityKlociZKHumanhMolecularh
GeneticsXK2011XKdbXKejhiYig 5.6 143

21 öargeYscaleKfineKmappingKofKtheKzNxctKlocusKandKprostateKcancerKriskZKHumanhMolecularhGeneticsXK
2011XKdbXKeeddYk 5.6 22

20 TheKlandscapeKofKrecombinationKinKsfricanKsmericansZKNatureXK2011XKfihXKcibYg 50.4 243

19
vistributionKofKalleleKfrequenciesKandKeffectKsizesKandKtheirKinterrelationshipsKforKcommonKgeneticK
susceptibilityKvariantsZKProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXK2011XKcbjXKcjbdhYec

11.5 185

18 sKgenomeYwideKassociationKstudyKofKbladderKcancerKidentifiesKaKnewKsusceptibilityKlocusKwithinK
SöucfscXKaKureaKtransporterKgeneKonKchromosomeKcjqcdZeZKHumanhMolecularhGeneticsXK2011XKdbXKfdjdYk5.6 82

17 —mprovedKimputationKofKcommonKandKuncommonKSNPsKwithKaKnewKreferenceKsetZKNaturehGeneticsXK
2011XKffXKhYi 36.3 41

16 TelomereKlengthKandKvariationKinKtelomereKbiologyKgenesKinKindividualsKwithKosteosarcomaZK
InternationalhJournalhofhMolecularhEpidemiologyhandhGeneticsXK2011XKdXKckYdk 0.9 26

15 sKgenomeYwideKassociationKstudyKidentifiesKpancreaticKcancerKsusceptibilityKlociKonKchromosomesK
ceqddZcXKcqedZcKandKgpcgZeeZKNaturehGeneticsXK2010XKfdXKddfYj 36.3 463

14 sKsharedKsusceptibilityKlocusKinKPöuwcKatKcbqdeKforKgastricKadenocarcinomaKandKesophagealK
squamousKcellKcarcinomaZKNaturehGeneticsXK2010XKfdXKihfYi 36.3 403
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13 sKmultiYstageKgenomeYwideKassociationKstudyKofKbladderKcancerKidentifiesKmultipleKsusceptibilityK
lociZKNaturehGeneticsXK2010XKfdXKkijYjf 36.3 408

12 UsingKprincipalKcomponentsKofKgeneticKvariationKforKrobustKandKpowerfulKdetectionKofKgeneYgeneK
interactionsKinKcaseYcontrolKandKcaseYonlyKstudiesZKAmericanhJournalhofhHumanhGeneticsXK2010XKjhXKeecYfd11 37

11 yeneticKadmixtureKandKpopulationKsubstructureKinKyuanacasteKuostaKRicaZKPLoShONEXK2010XKgXKeceeeh 3.7 14

10 uommonKvariationKinKgenesKrelatedKtoKinnateKimmunityKandKriskKofKadultKgliomaZKCancerh
EpidemiologyhBiomarkershandhPreventionXK2009XKcjXKchgcYj 4 54

9 sKmultistageKgenomeYwideKassociationKstudyKinKbreastKcancerKidentifiesKtwoKnewKriskKallelesKatK
cpccZdKandKcfqdfZcKTRsvgcöcUZKNaturehGeneticsXK2009XKfcXKgikYjf 36.3 452

8 —dentificationKofKaKnewKprostateKcancerKsusceptibilityKlocusKonKchromosomeKjqdfZKNaturehGeneticsXK
2009XKfcXKcbggYi 36.3 201

7 sKgenomeYwideKassociationKstudyKofKlungKcancerKidentifiesKaKregionKofKchromosomeKgpcgK
associatedKwithKriskKforKadenocarcinomaZKAmericanhJournalhofhHumanhGeneticsXK2009XKjgXKhikYkc 11 442

6 MultipleKlociKidentifiedKinKaKgenomeYwideKassociationKstudyKofKprostateKcancerZKNaturehGeneticsXK
2008XKfbXKecbYg 36.3 787

5 PopulationKsubstructureKandKcontrolKselectionKinKgenomeYwideKassociationKstudiesZKPLoShONEXK2008XK
eXKedggc 3.7 99

4 toneKMarrowKMetastasisKofKvesmoplasticKSmallKroundKuellKTumorZKTumoriXK2007XKkeXKgccYgce 1.7 2

3 yenomeYwideKassociationKstudyKofKprostateKcancerKidentifiesKaKsecondKriskKlocusKatKjqdfZKNatureh
GeneticsXK2007XKekXKhfgYk 36.3 979

2 sKgenomeYwideKassociationKstudyKidentifiesKallelesKinKxyxRdKassociatedKwithKriskKofKsporadicK
postmenopausalKbreastKcancerZKNaturehGeneticsXK2007XKekXKjibYf 36.3 1240

1 StZK udeKuloudâ��aKPediatricKuancerKyenomicKvataKSharingKwcosystem 1

ListuofuPublications

13


