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Water-protein interactions of an arginine-rich membrane peptide in lipid bilayers investigated by
solid-state nuclear magnetic resonance spectroscopy. Journal of Physical Chemistry B, 2010, 114, 4063-9 34

Resonance assignment and three-dimensional structure determination of a human alpha-defensin, 6
HNP-1, by solid-state NMR. Journal of Molecular Biology, 2010, 397, 408-22 5 37

High-resolution orientation and depth of insertion of the voltage-sensing S4 helix of a potassium 6
channel in lipid bilayers. Journal of Molecular Biology, 2010, 401, 642-52 5

The membrane-bound structure and topology of a human Hlefensin indicate a dimer pore

mechanism for membrane disruption. Biochemistry, 2010, 49, 9770-82 32 66

Conformational changes of an ion channel detected through water-protein interactions using

solid-state NMR spectroscopy. Journal of the American Chemical Society, 2010, 132, 2378-84




(2008-2010])

3D (13)C-(13)C-(13)C correlation NMR for de novo distance determination of solid proteins and
application to a human alpha-defensin. Journal of Magnetic Resonance, 2010, 202, 203-10 3 24

2D 1H-31P solid-state NMR studies of the dependence of inter-bilayer water dynamics on lipid
headgroup structure and membrane peptides. Journal of Magnetic Resonance, 2009, 196, 39-47

Effects of amantadine on the dynamics of membrane-bound influenza A M2 transmembrane
75 peptide studied by NMR relaxation. Journal of Biomolecular NMR, 2009, 45, 185-96 3 32

High-resolution solid-state NMR of anisotropically mobile molecules under very low-power (1)H
decoupling and moderate magic-angle spinning. Journal of Magnetic Resonance, 2009, 199, 225-32

73 Structure and function of the influenza A M2 proton channel. Biochemistry, 2009, 48, 7356-64 32 102

Accurate measurement of methyl 13C chemical shifts by solid-state NMR for the determination of
protein side chain conformation: the influenza a M2 transmembrane peptide as an example. Journal
of the American Chemical Society, 2009, 131, 7806-16

. Immobilization of the influenza A M2 transmembrane peptide in virus envelope-mimetic lipid 5 6
7 membranes: a solid-state NMR investigation. Biochemistry, 2009, 48, 6361-8 > 5

Roles of arginine and lysine residues in the translocation of a cell-penetrating peptide from (13)C,
(31)P, and (19)F solid-state NMR. Biochemistry, 2009, 48, 4587-95

Effects of arginine density on the membrane-bound structure of a cationic antimicrobial peptide

69 from solid-state NMR. Biochimica Et Biophysica Acta - Biomembranes, 2009, 1788, 514-21 38 21

Structure of amantadine-bound M2 transmembrane peptide of influenza A in lipid bilayers from
magic-angle-spinning solid-state NMR: the role of Ser31 in amantadine binding. Journal of
Molecular Biology, 2009, 385, 1127-41

Structure and mechanism of beta-hairpin antimicrobial peptides in lipid bilayers from solid-state 6
NMR spectroscopy. Molecular BioSystems, 2009, 5, 317-22 4

Discovery of spiro-piperidine inhibitors and their modulation of the dynamics of the M2 proton
channel from influenza A virus. Journal of the American Chemical Society, 2009, 131, 8066-76

Asymmetric insertion of membrane proteins in lipid bilayers by solid-state NMR paramagnetic
65 relaxation enhancement: a cell-penetrating Peptide example. Journal of the American Chemical 164 72
Society, 2008, 130, 8856-64

Dynamic structure of disulfide-removed linear analogs of tachyplesin-1 in the lipid bilayer from
solid-state NMR. Biochemistry, 2008, 47, 1105-16

Reversible sheet-turn conformational change of a cell-penetrating peptide in lipid bilayers studied 6
by solid-state NMR. Journal of Molecular Biology, 2008, 381, 1133-44 5

Amantadine-induced conformational and dynamical changes of the influenza M2 transmembrane
proton channel. Proceedings of the National Academy of Sciences of the United States of America,
2008, 105, 1483-8

Arginine dynamics in a membrane-bound cationic beta-hairpin peptide from solid-state NMR.

61 ChemBioChem, 2008, 9, 1487-92 3.8

22

Effects of guanidinium-phosphate hydrogen bonding on the membrane-bound structure and

activity of an arginine-rich membrane peptide from solid-state NMR spectroscopy. Angewandte
Chemie - International Edition, 2008, 47, 3202-5




59

57

55

53

51

45

43

MEel HonG

Effects of GuanidiniumBhosphate Hydrogen Bonding on the Membrane-Bound Structure and
Activity of an Arginine-Rich Membrane Peptide from Solid-State NMR Spectroscopy. Angewandte 36 1
Chemie, 2008, 120, 3246-3249

Simultaneous extraction of multiple orientational constraints of membrane proteins by
13C-detected N-H dipolar couplings under magic angle spinning. Journal of Magnetic Resonance,
2008, 191, 219-25

Torsion Angle Determination by Solid-State NMR 2008, 727-733 4

Determining the orientation of uniaxially rotating membrane proteins using unoriented samples: a
2H, 13C, AND 15N solid-state NMR investigation of the dynamics and orientation of a
transmembrane helical bundle. Journal of the American Chemical Society, 2007, 129, 5719-29

Phosphate-mediated arginine insertion into lipid membranes and pore formation by a cationic

membrane peptide from solid-state NMR. Journal of the American Chemical Society, 2007, 129, 11438-4616'4 158

Structure, topology, and dynamics of membrane peptides and proteins from solid-state NMR
spectroscopy. Journal of Physical Chemistry B, 2007, 111, 10340-51

Side-chain conformation of the M2 transmembrane peptide proton channel of influenza a virus
from 19F solid-state NMR. Journal of Physical Chemistry B, 2007, 111, 10825-32 >4 33

Conformation, dynamics, and insertion of a noncysteine-containing protegrin-1 analogue in lipid
membranes from solid-state NMR spectroscopy. ChemBioChem, 2007, 8, 1877-84

Trehalose-protected lipid membranes for determining membrane protein structure and insertion. L
Journal of Magnetic Resonance, 2007, 184, 222-7 3 3

A 1D sensitivity-enhanced 1H spin diffusion experiment for determining membrane protein
topology. Solid State Nuclear Magnetic Resonance, 2006, 29, 163-9

Oligomeric structure, dynamics, and orientation of membrane proteins from solid-state NMR. 5
Structure, 2006, 14, 1731-40 5 73

Membrane-dependent oligomeric structure and pore formation of a beta-hairpin antimicrobial
peptide in lipid bilayers from solid-state NMR. Proceedings of the National Academy of Sciences of
the United States of America, 2006, 103, 16242-7

Orientation of a beta-hairpin antimicrobial peptide in lipid bilayers from two-dimensional dipolar
chemical-shift correlation NMR. Biophysical Journal, 2006, 90, 3616-24 29 29

Determination of the oligomeric number and intermolecular distances of membrane protein
assemblies by anisotropic 1H-driven spin diffusion NMR spectroscopy. Journal of the American
Chemical Society, 2006, 128, 7242-51

Solid-state NMR studies of the structure, dynamics, and assembly of beta-sheet membrane
peptides and alpha-helical membrane proteins with antibiotic activities. Accounts of Chemical 243 44
Research, 2006, 39, 176-83

Peptide-lipid interactions of the beta-hairpin antimicrobial peptide tachyplesin and its linear
derivatives from solid-state NMR. Biochimica Et Biophysica Acta - Biomembranes, 2006, 1758, 1285-91

Orientation Determination of Membrane-Disruptive Proteins Using Powder Samples and Rotational 5
Diffusion: A Simple Solid-State NMR Approach. Chemical Physics Letters, 2006, 432, 296-300 S 44

Suppression of Epstein-Barr nuclear antigen 1 (EBNA1) by RNA interference inhibits proliferation of

EBV-positive Burkitts lymphoma cells. Journal of Cancer Research and Clinical Oncology, 2006, 132, 1-8 49

10



(2002-2005)

Solid-state NMR and quantum chemical investigations of 13Calpha shielding tensor magnitudes
41 and orientations in peptides: determining phi and psi torsion angles. Journal of the American 16.4 30
Chemical Society, 2005, 127, 6451-8

Determination of peptide oligomerization in lipid bilayers using 19F spin diffusion NMR. Journal of
the American Chemical Society, 2005, 127, 4477-83

Intermolecular packing and alignment in an ordered beta-hairpin antimicrobial peptide aggregate 16
39 from 2D solid-state NMR. Journal of the American Chemical Society, 2005, 127, 13919-27 4 35

Large structure rearrangement of colicin ia channel domain after membrane binding from 2D 13C
spin diffusion NMR. Journal of the American Chemical Society, 2005, 127, 6402-8

Membrane-disruptive abilities of beta-hairpin antimicrobial peptides correlate with conformation

37 and activity: a 31P and 1H NMR study. Biochimica Et Biophysica Acta - Biomembranes, 2005, 1716, 11-8 8 54

Q0

Investigation of the dynamics of an elastin-mimetic polypeptide using solid-state NMR. Magnetic
Resonance in Chemistry, 2004, 42, 267-75

Compensation for pulse imperfections in rotational-echo double-resonance NMR by composite
35 pulses and EXORCYCLE. Journal of Magnetic Resonance, 2004, 168, 358-65 3 49

Long-range 1H-19F distance measurement in peptides by solid-state NMR. Journal of the American
Chemical Society, 2004, 126, 12754-5

Solid-state NMR investigation of the selective perturbation of lipid bilayers by the cyclic 6
33 antimicrobial peptide RTD-1. Biochemistry, 2004, 43, 9800-12 325

Solid-state NMR spin diffusion for measurement of membrane-bound peptide structure: gramicidin
A. Biochemistry, 2004, 43, 7899-906

Solid-state NMR investigation of the selective disruption of lipid membranes by protegrin-1. 66
31 Biochemistry, 2004, 43, 13839-48 32

XfAH rotational-echo double-resonance NMR for torsion angle determination of peptides. Chemical
Physics Letters, 2003, 380, 742-748

, Backbone and side chain assignment strategies for multiply labeled membrane peptides and
9 proteins in the solid state. Journal of Magnetic Resonance, 2003, 160, 1-12 3 55

Homonuclear decoupled 13C chemical shift anisotropy in 13C doubly labeled peptides by
selective-pulse solid-state NMR. Journal of Magnetic Resonance, 2003, 160, 114-9

Immobilization and aggregation of the antimicrobial peptide protegrin-1 in lipid bilayers 3
27 investigated by solid-state NMR. Biochemistry, 2003, 42, 13725-34 32 7

Measurements of carbon to amide-proton distances by C-H dipolar recoupling with 15N NMR
detection. Journal of the American Chemical Society, 2003, 125, 5648-9

Solid-state NMR investigation of the depth of insertion of protegrin-1 in lipid bilayers using

25 paramagnetic Mn2+. Biophysical Journal, 2003, 85, 2363-73 29 19

Determination of membrane Peptide orientation by 1H-detected 2H NMR spectroscopy. Journal of

Magnetic Resonance, 2002, 155, 244-50

11



%)

21

A5

—7

5

L

11

MEel HonG

Measurement of conformational constraints in an elastin-mimetic protein by residue-pair selected

solid-state NMR. Journal of Biomolecular NMR, 2002, 22, 175-9 12

C(alpha) chemical shift tensors in helical peptides by dipolar-modulated chemical shift recoupling
NMR. Journal of Biomolecular NMR, 2002, 24, 51-62

Investigation of Molecular Motions by Lee-Goldburg Cross-Polarization NMR Spectroscopy. Journal

of Physical Chemistry B, 2002, 106, 7355-7364 102

Determination of calpha chemical shift tensor orientation in peptides by dipolar-modulated 6
chemical shift recoupling NMR spectroscopy. Journal of the American Chemical Society, 2002, 124, 2730-8°4

Membrane protein topology probed by (1)H spin diffusion from lipids using solid-state NMR 6 L
spectroscopy. Journal of the American Chemical Society, 2002, 124, 874-83 4 144

Solid-state NMR investigations of peptide-lipid interaction and orientation of a beta-sheet
antimicrobial peptide, protegrin. Biochemistry, 2002, 41, 9852-62

Conformational changes of colicin la channel-forming domain upon membrane binding: a 3 o
solid-state NMR study. Biochimica Et Biophysica Acta - Biomembranes, 2002, 1561, 159-70 > 3

Sensitivity-enhanced static 15N NMR of solids by 1h indirect detection. Journal of Magnetic
Resonance, 2001, 150, 43-8

Orientation and dynamics of an antimicrobial peptide in the lipid bilayer by solid-state NMR

spectroscopy. Biophysical Journal, 2001, 81, 2203-14 29 117

Solid-state NMR investigation of the dynamics of the soluble and membrane-bound colicin la
channel-forming domain. Biochemistry, 2001, 40, 7662-74

High-sensitivity 2H NMR in solids by 1H detection. Journal of the American Chemical Society, 2001,

123,7168-9 164 21

2D and 3D 15NfA3CA3C NMR Chemical Shift Correlation Spectroscopy of Solids: Assignment of
MAS Spectra of Peptides. Journal of the American Chemical Society, 2000, 122, 10979-10990

Solid-State NMR Determination of 13CH hemical Shift Anisotropies for the Identification of 6
Protein Secondary Structure. Journal of the American Chemical Society, 2000, 122, 3762-3770 4 47

Efficient }Sheet Identification in Proteins by Solid-State NMR Spectroscopy. Journal of the
American Chemical Society, 2000, 122, 11320-11327

Identification and mobility of deuterated residues in peptides and proteins by $olid-state NMR.
Chemical Physics Letters, 1999, 300, 213-220 25 35

Resonance assignment of 13C/15N labeled solid proteins by two- and three-dimensional
magic-angle-spinning NMR. Journal of Biomolecular NMR, 1999, 15, 1-14

Solid-state dipolar INADEQUATE NMR spectroscopy with a large double-quantum spectral width. 5
Journal of Magnetic Resonance, 1999, 136, 86-91 3 7

Determination of multiple ***&phi;***-torsion angles in proteins by selective and extensive (13)C

labeling and two-dimensional solid-state NMR. Journal of Magnetic Resonance, 1999, 139, 389-401

12



LIST OF PUBLICATIONS

Resonance Assignments for Solid Peptides by Dipolar-Mediated13C/15N Correlation Solid-State

5 NMR. Journal of the American Chemical Society, 1998, 120, 7113-7114 164 113

Coupling amplification in 2D MAS NMR and its application to torsion angle determination in
peptides. Journal of Magnetic Resonance, 1997, 129, 85-92

Measurement of CarbonProton Dipolar Couplings in Liquid Crystals by Local Dipolar Field NMR
3 Spectroscopy. The Journal of Physical Chemistry, 1996, 100, 18696-18701 75

Measurement and Assignment of Long-Range CH Dipolar Couplings in Liquid Crystals by

Two-Dimensional NMR Spectroscopy. The Journal of Physical Chemistry, 1996, 100, 14815-14822

CHAPTER 13:Structure and Dynamics of Polysaccharides in Plant Cell Walls from Solid-State NMR.
New Developments in NMR,290-304 w3

L



