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51 {omprehensiveOmolecularOcharacterizationOofOhumanOcolonOandOrectalOcancereONaturecO2012cOlpocOkkgdo 50.4 5640

50 {omprehensiveOmolecularOcharacterizationOofOgastricOadenocarcinomaeONaturecO2014cOmhkcOigidq 50.4 3659

49 IntegratedOgenomicOcharacterizationOofOendometrialOcarcinomaeONaturecO2013cOlqocOnodok 50.4 2800

48 GenomicO{lassificationOofO{utaneousOMelanomaeOCellcO2015cOhnhcOhnphdqn 56.2 1807

47 {omprehensiveOanalysisOofOtheOchromatinOlandscapeOinO}rosophilaOmelanogastereONaturecO2011cOlohcOlpgdm50.4 641

46 yOPand{ancerOProteogenomicOytlasOofOPIkKfyKTfmTOROPathwayOylterationseOCancernCellcO2017cOkhcOpigdpkieek24.3 286

45 HallmarksOofOpluripotencyeONaturecO2015cOmimcOlnqdop 50.4 253

44 }iverseOmechanismsOofOsomaticOstructuralOvariationsOinOhumanOcancerOgenomeseOCellcO2013cOhmkcOqhqdiq 56.2 238

43 {omprehensiveOanalysisOofOchromothripsisOinOicnmpOhumanOcancersOusingOwholedgenomeO
sequencingeONaturenGeneticscO2020cOmicOkkhdklh 36.3 168

42 {opyOnumberOvariationOdetectionOinOwholedgenomeOsequencingOdataOusingOtheOzayesianOinformationO
criterioneOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2011cOhgpcO hhipdkn11.5 163

41 FunctionalOgenomicOanalysisOofOchromosomalOaberrationsOinOaOcompendiumOofOpgggOcancerO
genomeseOGenomenResearchcO2013cOikcOihodio 9.7 111

40 GenomicOanalysisOofOoesophagealOsquamousdcellOcarcinomaOidentifiesOalcoholOdrinkingdrelatedO
mutationOsignatureOandOgenomicOalterationseONaturenCommunicationscO2017cOpcOhmiqg 17.4 109

39 SystematicOidentificationOofOsynergisticOdrugOpairsOtargetingOHIVeONaturenBiotechnologycO2012cOkgcOhhimdkg44.5 84

38 {opyOnumberOanalysisOofOwholedgenomeOdataOusingOzI{dseqiOandOitsOapplicationOtoOdetectionOofO
cancerOsusceptibilityOvariantseONucleicnAcidsnResearchcO2016cOllcOnioldpn 20.1 82

37 {ellO{ultureOSystemOforOynalysisOofOGeneticOHeterogeneityOWithin´ HepatocellularO{arcinomasOandO
ResponseOtoOPharmacologicOygentseOGastroenterologycO2017cOhmicOikidilieel 13.3 81

36  videnceOforOdosageOcompensationObetweenOtheOXOchromosomeOandOautosomesOinOmammalseO
NaturenGeneticscO2011cOlkcOhhnodqsOauthorOreplyOhhohdi 36.3 65

35 yggregatedOestimatingOequationOestimationeOStatisticsnandnItsnInterfacecO2011cOlcOokdpk 0.4 65
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34 {{LhmORecruitsOSuppressiveOMonocytesOtoOFacilitateOImmuneO scapeOandO}iseaseOProgressionOinO
HepatocellularO{arcinomaeOHepatologycO2019cOnqcOhlkdhmq 11.2 61

33 }iverseOmodesOofOclonalOevolutionOinOHzVdrelatedOhepatocellularOcarcinomaOrevealedObyOsingledcellO
genomeOsequencingeOCellnResearchcO2018cOipcOkmqdkok 24.7 60

32 yctivatedOandO xhaustedOMyITO{ellsOFosterO}iseaseOProgressionOandOIndicateOPoorOOutcomeOinO
HepatocellularO{arcinomaeOClinicalnCancernResearchcO2019cOimcOkkgldkkhn 12.9 57

31 yOPand{ancerO{ompendiumOofOGenesO}eregulatedObyOSomaticOGenomicORearrangementOacrossOMoreO
ThanOhclggO{aseseOCellnReportscO2018cOilcOmhmdmio 10.6 49

30 }etectingOstructuralOvariationsOinOtheOhumanOgenomeOusingOnextOgenerationOsequencingeOBriefingsninn
FunctionalnGenomicscO2010cOqcOlgmdhm 4.9 48

29 rSWdseqrOalgorithmOforOdetectionOofOcopyOnumberOalterationsOinOdeepOsequencingOdataeOBMCn
BioinformaticscO2010cOhhcOlki 3.6 43

28 WholedgenomeOsequencingOofOmgpOpatientsOidentifiesOkeyOmolecularOfeaturesOassociatedOwithOpoorO
prognosisOinOesophagealOsquamousOcellOcarcinomaeOCellnResearchcO2020cOkgcOqgidqhk 24.7 42

27 GenomicOfootprintsOofOactivatedOtelomereOmaintenanceOmechanismsOinOcancereONaturen
CommunicationscO2020cOhhcOokk 17.4 40

26  valuationOofOsomaticOcopyOnumberOestimationOtoolsOforOwholedexomeOsequencingOdataeOBriefingsninn
BioinformaticscO2016cOhocOhpmdqi 13.4 35

25 InferringOtheOprogressionOofOmultifocalOliverOcancerOfromOspatialOandOtemporalOgenomicO
heterogeneityeOOncotargetcO2016cOocOipnodoo 3.3 35

24 SpatialOandOtemporalOclonalOevolutionOofOintrahepaticOcholangiocarcinomaeOJournalnofnHepatologycO
2018cOnqcOpqdqp 13.4 33

23 }ifferentialOnetworkOanalysisOviaOlassoOpenalizedO}dtraceOlosseOBiometrikacO2017cOhglcOommdoog 2 27

22 yOmicroscopicOlandscapeOofOtheOinvasiveObreastOcancerOgenomeeOScientificnReportscO2016cOncOiomlm 4.9 19

21 {ompressionOandOyggregationOforOLogisticORegressionOynalysisOinO}ataO{ubeseOIEEEnTransactionsnonn
KnowledgenandnDatanEngineeringcO2009cOihcOloqdlqi 4.2 19

20 yOsurveyOofOcopydnumberOvariationOdetectionOtoolsObasedOonOhighdthroughputOsequencingOdataeO
CurrentnProtocolsninnHumannGeneticscO2012cO{hapterOocOUnitoehq 3.2 18

19 GlobalOimmuneOcharacterizationOofOHzVfH{VdrelatedOhepatocellularOcarcinomaOidentifiesO
macrophageOandOTdcellOsubsetsOassociatedOwithOdiseaseOprogressioneOCellnDiscoverycO2020cOncOqg 22.3 17

18 SpatiotemporalOImmuneOLandscapeOofO{olorectalO{ancerOLiverOMetastasisOatOSingled{ellOLeveleO
CancernDiscoverycO2021cO 24.4 17

17 scRM}rOimputationOforOsingleOcellORNydseqOdataOviaOrobustOmatrixOdecompositioneOBioinformaticscO
2020cOkncOkhmndkhnh 7.2 15
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16 PatientdderivedOtumordlikeOcellOclustersOforOdrugOtestingOinOcancerOtherapyeOSciencenTranslationaln
MedicinecO2020cOhicO 17.5 14

15 {omprehensiveOanalysisOofOchromothripsisOinOicnmpOhumanOcancersOusingOwholedgenomeOsequencing 12

14 PysimdsvrOaOpackageOforOsimulatingOstructuralOvariationOdataOwithOG{dbiaseseOBMCnBioinformaticscO
2017cOhpcOmk 3.6 10

13 }etectingOvirusOintegrationOsitesObasedOonOmultipleOrelatedOsequencingOdataObyOVirTecteOBMCn
MedicalnGenomicscO2019cOhicOhq 3.7 9

12 GlobalOimpactOofOsomaticOstructuralOvariationOonOtheO}NyOmethylomeOofOhumanOcancerseOGenomen
BiologycO2019cOigcOigq 18.3 9

11 SVmineOimprovesOstructuralOvariationOdetectionObyOintegrativeOminingOofOpredictionsOfromOmultipleO
algorithmseOBioinformaticscO2017cOkkcOkklpdkkml 7.2 5

10
SomaticOmutationsOinOrenalOcellOcarcinomasOfromO{hineseOpatientsOrevealedObyOtargetedOgeneOpanelO
sequencingOandOtheirOassociationsOwithOprognosisOandOP}dLhOexpressioneOCancernCommunicationscO
2019cOkqcOko

9.4 4

9 FastOsurrogatesOofOUdstatisticseOComputationalnStatisticsnandnDatanAnalysiscO2010cOmlcOhndil 1.6 3

8 {ompressionOandOaggregationOofOzayesianOestimatesOforOdataOintensiveOcomputingeOKnowledgenandn
InformationnSystemscO2012cOkkcOhqhdihi 2.4 2

7 SingledcellOtranscriptomicOanalysisOsuggestsOtwoOmolecularlyOsubtypesOofOintrahepaticO
cholangiocarcinomaeeONaturenCommunicationscO2022cOhkcOhnli 17.4 2

6 {NVdzy{rO{opyOnumberOVariationO}etectionOinOzacterialO{ircularOGenomeeOBioinformaticscO2020cOkncOkpqgdkpqh7.2 1

5 {NVdzy{rO{opyONumberOVariationO}etectionOinOzacterialO{ircularOGenome 1

4 }irectOregressionOmodellingOofOhighdorderOmomentsOinObigOdataeOStatisticsnandnItsnInterfacecO2016cOqcOllmdlmi0.4 1

3 {ommunityOdetectionObyOTL_{g}TdpenalizedOgraphOLaplacianeOElectronicnJournalnofnStatisticscO2018cO
hicO 1.2 1

2 SingledcellOgeneOfusionOdetectionObyOscFusioneeONaturenCommunicationscO2022cOhkcOhgpl 17.4 1

1 GenomicsOlandscapeOofOhpmOStreptococcusOthermophilusOandOidentificationOofOfermentationO
biomarkerseOFoodnResearchnInternationalcO2021cOhmgcOhhgohh 7 0
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