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61 SomaticRmutationsRaffectRkeyRpathwaysRinRlungRadenocarcinomahRNaturefR2008fRoppfRlkqtgrp 50.4 2280
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52 AbsoluteRquantificationRofRsomaticRDNARalterationsRinRhumanRcancerhRNaturerBiotechnologyfR2012fR
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GeneticsfR2012fRoofRllkoglk 36.3 919

45 SequenceRanalysisRofRmutationsRandRtranslocationsRacrossRbreastRcancerRsubtypeshRNaturefR2012fR
osqfRokpgt 50.4 895
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37 ExomeRandRwholeggenomeRsequencingRofResophagealRadenocarcinomaRidentifiesRrecurrentRdriverR
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33 SubtypegspecificRgenomicRalterationsRdefineRnewRtargetsRforRsoftgtissueRsarcomaRtherapyhRNaturer
GeneticsfR2010fRomfRrlpgml 36.3 521
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JournalrofrMedicinefR2010fRnqnfRmmmkgr 59.2 485
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31 WholegexomeRsequencingRofRcirculatingRtumorRcellsRprovidesRaRwindowRintoRmetastaticRprostateR
cancerhRNaturerBiotechnologyfR2014fRnmfRortgso 44.5 434

30 WholegexomeRsequencingRandRclinicalRinterpretationRofRformalingfixedfRparaffingembeddedRtumorR
samplesRtoRguideRprecisionRcancerRmedicinehRNaturerMedicinefR2014fRmkfRqsmgs 50.5 406

29 IntegrativeRAnalysisRIdentifiesRFourRMolecularRandRClinicalRSubsetsRinRUvealRMelanomahRCancerrCellfR
2017fRnmfRmkogmmkhelp 24.3 391

28 ComprehensiveRanalysisRofRcancergassociatedRsomaticRmutationsRinRclassRIRHLARgeneshRNaturer
BiotechnologyfR2015fRnnfRllpmgs 44.5 359

27 MAPRkinaseRpathwayRalterationsRinRBRAFgmutantRmelanomaRpatientsRwithRacquiredRresistanceRtoR
combinedRRAFiMEKRinhibitionhRCancerrDiscoveryfR2014fRofRqlgs 24.4 351

26 ARscalablefRfullyRautomatedRprocessRforRconstructionRofRsequencegreadyRhumanRexomeRtargetedR
captureRlibrarieshRGenomerBiologyfR2011fRlmfRRl 18.3 344

25 TheRgenomicRlandscapeRofRpediatricREwingRsarcomahRCancerrDiscoveryfR2014fRofRlnmqgol 24.4 302

24 DruggsensitiveRFGFRmRmutationsRinRendometrialRcarcinomahRProceedingsrofrtherNationalrAcademyrofr
SciencesrofrtherUnitedrStatesrofrAmericafR2008fRlkpfRsrlngr 11.5 292

23 RNFonRisRfrequentlyRmutatedRinRcolorectalRandRendometrialRcancershRNaturerGeneticsfR2014fRoqfRlmqogq 36.3 287

22 ARremarkablyRsimpleRgenomeRunderliesRhighlyRmalignantRpediatricRrhabdoidRcancershRJournalrofr
ClinicalrInvestigationfR2012fRlmmfRmtsngs 15.9 286

21 SystematicRidentificationRofRpersonalRtumorgspecificRneoantigensRinRchronicRlymphocyticRleukemiahR
BloodfR2014fRlmofRopngqm 2.2 249

20 GenomicRsequencingRofRcolorectalRadenocarcinomasRidentifiesRaRrecurrentRVTIlAgTCFrLmRfusionhR
NaturerGeneticsfR2011fRonfRtqogtqs 36.3 242

19 ClonalRevolutionRinRpatientsRwithRchronicRlymphocyticRleukaemiaRdevelopingRresistanceRtoRBTKR
inhibitionhRNaturerCommunicationsfR2016fRrfRllpst 17.4 220

18 SomaticRmutationRofRCDKNlBRinRsmallRintestineRneuroendocrineRtumorshRNaturerGeneticsfR2013fRopfRlosngq36.3 219

17 IntegrativeRanalysisRofRtheRmelanomaRtranscriptomehRGenomerResearchfR2010fRmkfRolngmr 9.7 216

16 IntegratedRMolecularRCharacterizationRofRUterineRCarcinosarcomahRCancerrCellfR2017fRnlfRollgomn 24.3 210

15 GeneticRmappingRandRexomeRsequencingRidentifyRvariantsRassociatedRwithRfiveRnovelRdiseaseshRPLoSr
ONEfR2012fRrfRemstnq 3.7 202

14 TemporalRdissectionRofRtumorigenesisRinRprimaryRcancershRCancerrDiscoveryfR2011fRlfRlnrgon 24.4 201
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13 GeneticRandRclonalRdissectionRofRmurineRsmallRcellRlungRcarcinomaRprogressionRbyRgenomeR
sequencinghRCellfR2014fRlpqfRlmtsglnll 56.2 191

12 ContEstuRestimatingRcrossgcontaminationRofRhumanRsamplesRinRnextggenerationRsequencingRdatahR
BioinformaticsfR2011fRmrfRmqklgm 7.2 181

11 TheRfunctionalRspectrumRofRlowgfrequencyRcodingRvariationhRGenomerBiologyfR2011fRlmfRRso 18.3 161

10 IntegrativeRandRcomparativeRgenomicRanalysisRofRlungRsquamousRcellRcarcinomasRinREastRAsianR
patientshRJournalrofrClinicalrOncologyfR2014fRnmfRlmlgs 2.2 140

9 CallingRSomaticRSNVsRandRIndelsRwithRMutectm 83

8 ARhomozygousRmissenseRmutationRinRHERCmRassociatedRwithRglobalRdevelopmentalRdelayRandR
autismRspectrumRdisorderhRHumanrMutationfR2012fRnnfRlqntgoq 4.7 69

7 TranscriptRexpressiongawareRannotationRimprovesRrareRvariantRinterpretationhRNaturefR2020fRpslfRopmgops50.4 55

6 EvaluatingRdrugRtargetsRthroughRhumanRlossgofgfunctionRgeneticRvariationhRNaturefR2020fRpslfRoptgoqo 50.4 53

5 SporadicRhemangioblastomasRareRcharacterizedRbyRcrypticRVHLRinactivationhRActarNeuropathologicar
CommunicationsfR2014fRmfRlqr 7.3 45

4 TargetedRexonRsequencingRbyRingsolutionRhybridRselectionhRCurrentrProtocolsrinrHumanrGeneticsfR
2010fRChapterRlsfRUnitRlsho 3.2 37

3
ColonRcancergderivedRoncogenicREGFRRGrmoSRmutantRidentifiedRbyRwholeRgenomeRsequenceR
analysisRisRdependentRonRasymmetricRdimerizationRandRsensitiveRtoRcetuximabhRMolecularrCancerfR
2014fRlnfRlol
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2 SystematicRgenomicRandRtranslationalRefficiencyRstudiesRofRuvealRmelanomahRPLoSrONEfR2017fRlmfReklrslst3.7 21

1 FireCloudfRaRscalableRcloudgbasedRplatformRforRcollaborativeRgenomeRanalysisuRStrategiesRforR
reducingRandRcontrollingRcosts 21
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