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97 xmpiricalKstatisticalKmodelKtoKestimateKtheKaccuracyKofKpeptideKidentificationsKmadeKbyK—Sb—SKandK
databaseKsearchaKAnalyticalmChemistryWK2002WKjgWKhfkfYle 7.8 3930

96 tKstatisticalKmodelKforKidentifyingKproteinsKbyKtandemKmassKspectrometryaKAnalyticalmChemistryWK
2003WKjhWKgigiYhk 7.8 3620

95 TheKminimumKinformationKaboutKaKgenomeKsequenceKS—IzSTKspecificationaKNaturemBiotechnologyWK
2008WKeiWKhgdYj 44.5 964

94 PromotingKcoherentKminimumKreportingKguidelinesKforKbiologicalKandKbiomedicalKinvestigationsmKtheK
—IuuIKprojectaKNaturemBiotechnologyWK2008WKeiWKkklYli 44.5 417

93 wifferentialKstableKisotopeKlabelingKofKpeptidesKforKquantitationKandKdeKnovoKsequenceKderivationaK
RapidmCommunicationsminmMassmSpectrometryWK2001WKdhWKdedgYed 2.2 258

92 xxperimentalKproteinKmixtureKforKvalidatingKtandemKmassKspectralKanalysisaKOMICSmAmJournalmofm
IntegrativemBiologyWK2002WKiWKecjYde 3.8 221

91 —eetingKreportmKtheKterabaseKmetagenomicsKworkshopKandKtheKvisionKofKanKxarthKmicrobiomeK
projectaKStandardsminmGenomicmSciencesWK2010WKfWKegfYk 187

90 TranscriptomeKanalysisKofKxscherichiaKcoliKusingKhighYdensityKoligonucleotideKprobeKarraysaKNucleicm
AcidsmResearchWK2002WKfcWKfjfeYk 20.1 144

89 InYsilicoKhumanKgenomicsKwithKzenevardsaKHumanmGenomicsWK2011WKhWKjclYdj 6.8 143

88 —egascienceaKROmicsKdataKsharingaKScienceWK2009WKfeiWKefgYi 33.3 117

87
zlobalKprofilingKofKShewanellaKoneidensisK—RYdmKexpressionKofKhypotheticalKgenesKandKimprovedK
functionalKannotationsaKProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaWK2005WKdceWKecllYdcg

11.5 106

86 —OPxwmK—odelKOrganismKProteinKxxpressionKwatabaseaKNucleicmAcidsmResearchWK2012WKgcWKwdclfYl 20.1 93

85 zenicKinsightsKfromKintegratedKhumanKproteomicsKinKzenevardsaKDatabase:mthemJournalmofmBiologicalm
DatabasesmandmCurationWK2016WKecdiWK 5 85

84 InterplayKofKheritageKandKhabitatKinKtheKdistributionKofKbacterialKsignalKtransductionKsystemsaK
MolecularmBioSystemsWK2010WKiWKjedYk 76

83 RandomizedKsequenceKdatabasesKforKtandemKmassKspectrometryKpeptideKandKproteinK
identificationaKOMICSmAmJournalmofmIntegrativemBiologyWK2005WKlWKfigYjl 3.8 75

82
TheKpromiseKofKmultiYomicsKandKclinicalKdataKintegrationKtoKidentifyKandKtargetKpersonalizedK
healthcareKapproachesKinKautismKspectrumKdisordersaKOMICSmAmJournalmofmIntegrativemBiologyWK2015WK
dlWKdljYeck

3.8 71

81 IdentificationKandKfunctionalKanalysisKofKRhypotheticalRKgenesKexpressedKinKHaemophilusKinfluenzaeaK
NucleicmAcidsmResearchWK2004WKfeWKefhfYid 20.1 64
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80 InitialKproteomeKanalysisKofKmodelKmicroorganismKHaemophilusKinfluenzaeKstrainKRdK”WecaKJournalm
ofmBacteriologyWK2003WKdkhWKghlfYice 3.5 60

79 wifferentialKexpressionKanalysisKforKpathwaysaKPLoSmComputationalmBiologyWK2013WKlWKedccelij 5 54

78 tKpredictiveKmodelKforKidentifyingKproteinsKbyKaKsingleKpeptideKmatchaKBioinformaticsWK2007WKefWKejjYkc 7.2 50

77 IntegrativeKanalysisKofKlongitudinalKmetabolomicsKdataKfromKaKpersonalKmultiYomicsKprofileaK
MetabolitesWK2013WKfWKjgdYic 5.6 46

76
RiskKassessmentKandKcommunicationKtoolsKforKgenotypeKassociationsKwithKmultifactorialK
phenotypesmKtheKconceptKofKMedgeKeffectMKandKcultivatingKanKethicalKbridgeKbetweenKomicsK
innovationsKandKsocietyaKOMICSmAmJournalmofmIntegrativemBiologyWK2009WKdfWKgfYid

3.8 45

75 TowardKmoreKtransparentKandKreproducibleKomicsKstudiesKthroughKaKcommonKmetadataKchecklistK
andKdataKpublicationsaKOMICSmAmJournalmofmIntegrativemBiologyWK2014WKdkWKdcYg 3.8 44

74 StandardKmixturesKforKproteomeKstudiesaKOMICSmAmJournalmofmIntegrativemBiologyWK2004WKkWKjlYle 3.8 43

73 SpectralKqualityKassessmentKforKhighYthroughputKtandemKmassKspectrometryKproteomicsaKOMICSmAm
JournalmofmIntegrativemBiologyWK2004WKkWKehhYih 3.8 42

72 —OPxwKeahYYanKintegratedKmultiYomicsKresourcemKmultiYomicsKprofilingKexpressionKdatabaseKnowK
includesKtranscriptomicsKdataaKOMICSmAmJournalmofmIntegrativemBiologyWK2014WKdkWKffhYgf 3.8 37

71
PrecisionKNutritionKgacmKtKuigKwataKandKxthicsKyoresightKtnalysisYYvonvergenceKofKtgrigenomicsWK
NutrigenomicsWKNutriproteomicsWKandKNutrimetabolomicsaKOMICSmAmJournalmofmIntegrativemBiologyWK
2016WKecWKilYjh

3.8 35

70 InKSilicoK—etabolicK—odelKandKProteinKxxpressionKofKHaemophilusKinfluenzaeKStrainKRdK”WecKinKRichK
—ediumaKOMICSmAmJournalmofmIntegrativemBiologyWK2004WKkWKehYgd 3.8 35

69 IdentifyingKoperonsKandKuntranslatedKregionsKofKtranscriptsKusingKxscherichiaKcoliKRNtKexpressionK
analysisaKBioinformaticsWK2002WKdkKSupplKdWKSffjYgg 7.2 35

68 UnravelingKtheKvomplexitiesKofK–ifeKSciencesKwataaKBigmDataWK2013WKdWKgeYhc 3.1 34

67 TowardKaKstandardsYcompliantKgenomicKandKmetagenomicKpublicationKrecordaKOMICSmAmJournalmofm
IntegrativemBiologyWK2008WKdeWKdhjYic 3.8 31

66 ProteinKidentificationKandKexpressionKanalysisKusingKmassKspectrometryaKTrendsminmMicrobiologyWK
2006WKdgWKeelYfh 12.4 31

65 tKnoteKonKtheKfalseKdiscoveryKrateKandKinconsistentKcomparisonsKbetweenKexperimentsaK
BioinformaticsWK2008WKegWKdeehYk 7.2 29

64 –IPKindexKforKpeptideKclassificationKusingK—Sb—SKandKSxQUxSTKsearchKviaKlogisticKregressionaKOMICSm
AmJournalmofmIntegrativemBiologyWK2004WKkWKfhjYil 3.8 29

63 uigKdataKandKethicsKreviewKforKhealthKsystemsKresearchKinK–—IvsmKunderstandingKriskWKuncertaintyK
andKignoranceKYYKandKcatchingKtheKblackKswansraKAmericanmJournalmofmBioethicsWK2014WKdgWKgkYhc 1.1 28
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62 StaphylococcusKaureusKelicitsKmarkedKalterationsKinKtheKairwayKproteomeKduringKearlyKpneumoniaaK
InfectionmandmImmunityWK2008WKjiWKhkieYje 3.7 27

61 ReadyKtoKputKmetadataKonKtheKpostYecdhKdevelopmentKagendarK–inkingKdataKpublicationsKtoK
responsibleKinnovationKandKscienceKdiplomacyaKOMICSmAmJournalmofmIntegrativemBiologyWK2014WKdkWKdYl 3.8 26

60 xstimatingKfalseKdiscoveryKratesKforKpeptideKandKproteinKidentificationKusingKrandomizedKdatabasesaK
ProteomicsWK2010WKdcWKefilYji 4.8 26

59 NewKmetricsKforKcomparativeKgenomicsaKCurrentmOpinionminmBiotechnologyWK2006WKdjWKggcYj 11.4 26

58 StatisticalKanalysisKofKglobalKgeneKexpressionKdatamKsomeKpracticalKconsiderationsaKCurrentmOpinionminm
BiotechnologyWK2004WKdhWKheYj 11.4 24

57 SPIRxmKSystematicKproteinKinvestigativeKresearchKenvironmentaKJournalmofmProteomicsWK2011WKjhWKdeeYi 3.9 23

56 xxperimentYspecificKestimationKofKpeptideKidentificationKprobabilitiesKusingKaKrandomizedKdatabaseaK
OMICSmAmJournalmofmIntegrativemBiologyWK2007WKddWKfhdYih 3.8 23

55 tKstatisticalKmodelKofKproteinKsequenceKsimilarityKandKfunctionKsimilarityKrevealsKoverlyYspecificK
functionKpredictionsaKPLoSmONEWK2009WKgWKejhgi 3.7 23

54 TheKUnitedKStatesKofKtmericaKandKscientificKresearchaKPLoSmONEWK2010WKhWKedeecf 3.7 22

53 —OPxwKenablesKdiscoveriesKthroughKconsistentlyKprocessedKproteomicsKdataaKJournalmofmProteomem
ResearchWK2014WKdfWKdcjYdf 5.6 20

52 xxperimentalKstandardsKforKhighYthroughputKproteomicsaKOMICSmAmJournalmofmIntegrativemBiologyWK
2006WKdcWKdheYj 3.8 20

51
HowKHealthcareKvanKRefocusKonKItsKSuperYvustomersKSPatientsWKnKpdTKandKvustomersKSwoctorsKandK
NursesTKbyK–everagingK–essonsKfromKtmazonWKUberWKandKWatsonaKOMICSmAmJournalmofmIntegrativem
BiologyWK2016WKecWKfelYff

3.8 19

50 wesigningKaKpostYgenomicsKknowledgeKecosystemKtoKtranslateKpharmacogenomicsKintoKpublicK
healthKactionaKGenomemMedicineWK2012WKgWKld 14.4 18

49 OpportunitiesKandKchallengesKforKtheKlifeKsciencesKcommunityaKOMICSmAmJournalmofmIntegrativem
BiologyWK2012WKdiWKdfkYgj 3.8 18

48 wynamicKProteomicKtnalysisKofKPancreaticK—esenchymeKRevealsKNovelKyactorsKThatKxnhanceK
HumanKxmbryonicKStemKvellKtoKPancreaticKvellKwifferentiationaKStemmCellsmInternationalWK2016WKecdiWKidkfhie5 18

47
TowardsKanKxcologyKofKvollectiveKInnovationmKHumanKVariomeKProjectKSHVPTWKRareKwiseaseK
vonsortiumKforKtutosomalK–ociKSRawivt–TKandKwataYxnabledK–ifeKSciencesKtllianceKSwx–StTaKCurrentm
PharmacogenomicsmandmPersonalizedmMedicineWK2011WKlWKegfYehd

0.4 17

46 ueyondKproteinKexpressionWK—OPxwKgoesKmultiYomicsaKNucleicmAcidsmResearchWK2015WKgfWKwddghYhd 20.1 15

45 IntegratedKProteomicKandKTranscriptomicYuasedKtpproachesKtoKIdentifyingKSignatureKuiomarkersK
andKPathwaysKforKxlucidationKofKwaoyKandKUWeekKSubtypesaKProteomesWK2017WKhWK 4.6 15
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44 —etaYanalysisKforKproteinKidentificationmKaKcaseKstudyKonKyeastKdataaKOMICSmAmJournalmofmIntegrativem
BiologyWK2010WKdgWKfclYdg 3.8 15

43 uioinformaticsKandKdataYintensiveKscientificKdiscoveryKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAm
JournalmofmIntegrativemBiologyWK2011WKdhWKdllYecd 3.8 15

42 HostKairwayKproteinsKinteractKwithKStaphylococcusKaureusKduringKearlyKpneumoniaaKInfectionmandm
ImmunityWK2008WKjiWKkkkYlk 3.7 15

41 vommunicationKandKdataYintensiveKscienceKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAmJournalmofm
IntegrativemBiologyWK2011WKdhWKedfYh 3.8 14

40
zenomeYenvironmentKinteractionsKandKprospectiveKtechnologyKassessmentmKevolutionKfromK
pharmacogenomicsKtoKnutrigenomicsKandKecogenomicsaKOMICSmAmJournalmofmIntegrativemBiologyWK
2009WKdfWKdYi

3.8 14

39 —etadataKchecklistKforKtheKintegratedKpersonalKO—IvSKstudymKproteomicsKandKmetabolomicsK
experimentsaKOMICSmAmJournalmofmIntegrativemBiologyWK2014WKdkWKkdYh 3.8 13

38 PolicyKandKdataYintensiveKscientificKdiscoveryKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAmJournalm
ofmIntegrativemBiologyWK2011WKdhWKeedYh 3.8 13

37 uiologyKandKdataYintensiveKscientificKdiscoveryKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAm
JournalmofmIntegrativemBiologyWK2011WKdhWKeclYde 3.8 13

36 IP—mKtnKintegratedKproteinKmodelKforKfalseKdiscoveryKrateKestimationKandKidentificationKinK
highYthroughputKproteomicsaKJournalmofmProteomicsWK2011WKjhWKddiYed 3.9 12

35 PredictiveKtnalyticsKInKHealthcaremK—edicationsKasKaKPredictorKofK—edicalKvomplexityaKBigmDataWK2013
WKdWKefjYgg 3.1 11

34 tKvisionKforKedstKcenturyKUaSaKPolicyKtoKsupportKsustainableKadvancementKofKscientificKdiscoveryKandK
technologicalKinnovationaKOMICSmAmJournalmofmIntegrativemBiologyWK2010WKdgWKfffYh 3.8 11

33 vhargeKstateKestimationKforKtandemKmassKspectrometryKproteomicsaKOMICSmAmJournalmofmIntegrativem
BiologyWK2005WKlWKeffYhc 3.8 11

32
uiomarkerKdifferencesKbetweenKcadavericKgraftsKusedKinKhumanKorthotopicKliverKtransplantationKasK
identifiedKbyKcoulometricKelectrochemicalKarrayKdetectionKSvxtwTKmetabolomicsaKOMICSmAmJournalm
ofmIntegrativemBiologyWK2014WKdkWKjijYjj

3.8 10

31 ReproducibilitymKInKpraiseKofKopenKresearchKmeasuresaKNatureWK2013WKglkWKdjc 50.4 10

30 wevelopmentKofKuItTxvHYhgKstandardKmixturesKforKassessmentKofKproteinKidentificationKandK
relativeKexpressionaKProteomicsWK2007WKjWKfilfYk 4.8 10

29 HealthKvareKTransformationmKtKStrategyKRootedKinKwataKandKtnalyticsaKAcademicmMedicineWK2016WKldWKdihYj3.9 10

28 vlassifyingKproteinsKintoKfunctionalKgroupsKbasedKonKallYversusYallKu–tSTKofKdcKmillionKproteinsaK
OMICSmAmJournalmofmIntegrativemBiologyWK2011WKdhWKhdfYed 3.8 9

27 HealthcareKtnalyticsmKvreatingKaKPrioritizedKImprovementKSystemKwithKPerformanceKuenchmarkingaK
BigmDataWK2014WKeWKhcYg 3.1 8
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26 TheKnecessityKofKadjustingKtestsKofKproteinKcategoryKenrichmentKinKdiscoveryKproteomicsaK
BioinformaticsWK2010WKeiWKfccjYdd 7.2 8

25 xducationKandKdataYintensiveKscienceKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAmJournalmofm
IntegrativemBiologyWK2011WKdhWKedjYl 3.8 8

24 wx–StKzlobalKforKâ��uigKwataâ��KandKtheKuioeconomymKvatalyzingKvollectiveKInnovationaKIndustrialm
BiotechnologyWK2012WKkWKdjiYdjk 1.3 8

23 vanKMnormalMKproteinKexpressionKrangesKbeKestimatedKwithKhighYthroughputKproteomicsraKJournalmofm
ProteomemResearchWK2015WKdgWKeflkYgcj 5.6 7

22
tnKtppealKtoKtheKzlobalKHealthKvommunityKforKaKTripartiteKInnovationmKtnKMxssentialKwiagnosticsK
–istWMKMHealthKinKtllKPoliciesWMKandKMSeeYThroughKedSstTKventuryKScienceKandKxthicsMaKOMICSmAmJournalm
ofmIntegrativemBiologyWK2015WKdlWKgfhYge

3.8 6

21
uernardK–erermKrecipientKofKtheKecdgKinauguralKWernerK”alowKResponsibleKInnovationKPrizeKinKzlobalK
OmicsKandKPersonalizedK—edicineKSPacificKRimKtssociationKforKvlinicalKPharmacogeneticsTaKOMICSmAm
JournalmofmIntegrativemBiologyWK2014WKdkWKeddYed

3.8 6

20 —etadataKvhecklistKforKtheKIntegratedKPersonalKOmicsKStudymKProteomicsKandK—etabolomicsK
xxperimentsaKBigmDataWK2013WKdWKeceYi 3.1 6

19 wesignKandKinitialKcharacterizationKofKtheKSvYeccKproteomicsKstandardKmixtureaKOMICSmAmJournalmofm
IntegrativemBiologyWK2011WKdhWKjfYke 3.8 6

18 QuantifyingKproteinKfunctionKspecificityKinKtheKgeneKontologyaKStandardsminmGenomicmSciencesWK2010WK
eWKefkYgg 6

17 TowardK—oreKTransparentKandKReproducibleKOmicsKStudiesKThroughKaKvommonK—etadataKvhecklistK
andKwataKPublicationsaKBigmDataWK2013WKdWKdliYecd 3.1 5

16 TechnologyKandKdataYintensiveKscienceKinKtheKbeginningKofKtheKedstKcenturyaKOMICSmAmJournalmofm
IntegrativemBiologyWK2011WKdhWKecfYj 3.8 5

15 ValidatingKannotationsKforKuncharacterizedKproteinsKinKShewanellaKoneidensisaKOMICSmAmJournalmofm
IntegrativemBiologyWK2008WKdeWKeddYh 3.8 5

14 O—IvSKstudiesmKHowKaboutKmetadataKchecklistKandKdataKpublicationsraKJournalmofmProteomemResearch
WK2014WKdfWKdjkfYg 5.6 4

13 yindingKTextYSupportedKzeneYtoYwiseaseKvoYappearancesKwithK—OPxwYwiggeraKOMICSmAmJournalmofm
IntegrativemBiologyWK2015WKdlWKjhgYi 3.8 4

12 VisualizingKtheKProteinKSequenceKUniverseaKConcurrencymComputationmPracticemandmExperienceWK2014WK
eiWKdfdfYdfeh 1.4 4

11 welsaKWorkshopKIVmK–aunchingKtheKQuantifiedKHumanKInitiativeaKBigmDataWK2013WKdWKdkjYlc 3.1 4

10 —odelingKsequenceKandKfunctionKsimilarityKbetweenKproteinsKforKproteinKfunctionalKannotationK
2010WKecdcWKgllYhce 4

9 HaKinfluenzaeKvonsortiummKintegrativeKstudyKofKHaKinfluenzaeYhumanKinteractionsaKOMICSmAmJournalm
ofmIntegrativemBiologyWK2002WKiWKfgdYk 3.8 4
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8 SpectralKanalysisKofKdistributionsmKfindingKperiodicKcomponentsKinKeukaryoticKenzymeKlengthKdataaK
OMICSmAmJournalmofmIntegrativemBiologyWK2002WKiWKdefYfc 3.8 3

7 tKvaseKStudymKtnalyzingKvityKVitalityKwithKyourKPillarsKofKtctivityY–iveWKWorkWKShopWKandKPlayaKBigm
DataWK2016WKgWKicYi 3.1 3

6 IntroducingKaK—etadataKvhecklistKforKOmicsKwataaKBigmDataWK2013WKdWKdlh 3.1 2

5 VisualizingKtheKproteinKsequenceKuniverseK2012WK 2

4 —eetingKReportKfromKtheKzenomicKStandardsKvonsortiumKSzSvTKWorkshopKlaKStandardsminmGenomicm
SciencesWK2010WKfWKediYeg 2

3 —eetingKReportmKM—etagenomicsWK—etadataKandK—etaYanalysisMKS—fTKWorkshopKatKtheKPacificK
SymposiumKonKuiocomputingKecdcaKStandardsminmGenomicmSciencesWK2010WKeWKfhjYic 2

2 OptimizingKhighKperformanceKcomputingKworkflowKforKproteinKfunctionalKannotationaKConcurrencym
ComputationmPracticemandmExperienceWK2014WKeiWKeddeYeded 1.4 1

1 wataKScienceKvommunityK—aturesKwithKwiversitymKvonferenceKObservationsWKHighlightsWKandK
Interviewsâ��StrataKwataKvonferenceWKNewKYorkWKSeptemberKddâ��dfWKecdkaKBigmDataWK2018WKiWKfchYfdf 3.1
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