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Best practice standards for circular RNA research. Nature Methods, 2022, 19, 1208-1220.

Profiling of Plasma Extracellular Vesicle Transcriptome Reveals That circRNAs Are Prevalent and
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RNA-Seq profiling of leukocytes reveals a sex-dependent global circular RNA upregulation in multiple
sclerosis and 6 candidate biomarkers. Human Molecular Genetics, 2020, 29, 3361-3372.
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IScience, 2020, 23, 101345. :

Spatial expression analyses of the putative oncogene ciRS-7 in cancer reshape the microRNA sponge
theory. Nature Communications, 2020, 11, 4551.
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the Binding of SRSF1. Cancers, 2019, 11, 194. :
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Enhanced Tailored MicroRNA Sponge Activity of RNA Pol II-Transcribed TuD Hairpins Relative to
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Natural RNA circles function as efficient microRNA sponges. Nature, 2013, 495, 384-388.
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