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121 PrinciplesNofNelectronNcaptureNandNtransferNdissociationNmassNspectrometryNappliedNtoNpeptideNandN
proteinNstructureNanalysiscNChemicalnSocietynReviewsaN2013aNigaNjefibhe 58.5 146

120 westNpracticesNandNbenchmarksNforNintactNproteinNanalysisNforNtopbdownNmassNspectrometrycNNaturen
MethodsaN2019aNfkaNjmlbjni 21.6 137

119 MiddlebdownNanalysisNofNmonoclonalNantibodiesNwithNelectronNtransferNdissociationNorbitrapNfourierN
transformNmassNspectrometrycNAnalyticalnChemistryaN2014aNmkaNheejbfg 7.8 129

118 vnalysisNofNintactNmonoclonalNantibodyNIgβfNbyNelectronNtransferNdissociationNOrbitrapNαTMScN
MolecularnandnCellularnProteomicsaN2012aNffaNfljmbkl 7.6 124

117 MetalbbasedNinhibitionNofNpolyVvyPbriboseWNpolymerasebbtheNguardianNangelNofNyNvcNJournalnofn
MedicinalnChemistryaN2011aNjiaNgfnkbgek 8.3 124

116 StructuralNanalysisNofNintactNmonoclonalNantibodiesNbyNelectronNtransferNdissociationNmassN
spectrometrycNAnalyticalnChemistryaN2011aNmhaNmnfnbgl 7.8 111

115
ImprovedNlowbenergyNelectronNinjectionNsystemsNforNhighNrateNelectronNcaptureNdissociationNinN
αourierNtransformNionNcyclotronNresonanceNmassNspectrometrycNRapidnCommunicationsninnMassn
SpectrometryaN2001aNfjaNfminbji

2.2 106

114
xombinedNinfraredNmultiphotonNdissociationNandNelectronNcaptureNdissociationNwithNaNhollowN
electronNbeamNinNαourierNtransformNionNcyclotronNresonanceNmassNspectrometrycNRapidn
CommunicationsninnMassnSpectrometryaN2003aNflaNfljnbkm

2.2 105

113 xharacterizationNofNplatinumNanticancerNdrugNproteinbbindingNsitesNusingNaNtopbdownNmassN
spectrometricNapproachcNInorganicnChemistryaN2008aNilaNflbn 5.1 87

112 MaleimidebfunctionalisedNorganorutheniumNanticancerNagentsNandNtheirNbindingNtoNthiolbcontainingN
biomoleculescNChemicalnCommunicationsaN2012aNimaNfiljbl 5.8 82

111
RutheniumNversusNplatinumoNinteractionsNofNanticancerNmetallodrugsNwithNduplexNoligonucleotidesN
characterisedNbyNelectrosprayNionisationNmassNspectrometrycNJournalnofnBiologicalnInorganicn
ChemistryaN2010aNfjaNkllbmm

3.7 75

110 SelfbassemblyNofNaNgiantNmolecularNSolomonNlinkNfromNheNsubcomponentscNAngewandtenChemien-n
InternationalnEditionaN2014aNjhaNffgkfbj 16.4 74

109 zvaluationNofNHighbαieldNOrbitrapNαourierNTransformNMassNSpectrometerNforNPetroleomicscNEnergyn
uamp;nFuelsaN2013aNglaNgnlibgnmh 4.1 69

108 InbsprayNsuperchargingNofNpeptidesNandNproteinsNinNelectrosprayNionizationNmassNspectrometrycN
AnalyticalnChemistryaN2012aNmiaNikilbjf 7.8 67

107 IonNactivationNinNelectronNcaptureNdissociationNtoNdistinguishNbetweenNNbterminalNandNxbterminalN
productNionscNAnalyticalnChemistryaN2007aNlnaNljnkbkeg 7.8 62

106 TopNorNMiddletNUpNorNyowntNTowardNaNStandardNLexiconNforNProteinNTopbyownNandNvlliedNMassN
SpectrometryNvpproachescNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2019aNheaNffinbffjl 3.5 59

105 StabilityNofNanNorganometallicNrutheniumbubiquitinNadductNinNtheNpresenceNofNglutathioneoNrelevanceN
toNantitumourNactivitycNJournalnofnInorganicnBiochemistryaN2008aNfegaNgfhkbif 4.2 57
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104 HighNresolutionNmassNspectrometryNforNstudyingNtheNinteractionsNofNcisplatinNwithNoligonucleotidescN
InorganicnChemistryaN2008aNilaNfekgkbhh 5.1 55

103 ObservationNofNionNcoalescenceNinNOrbitrapNαourierNtransformNmassNspectrometrycNRapidn
CommunicationsninnMassnSpectrometryaN2012aNgkaNflffbl 2.2 46

102 ReactionNofNhydrogenNgasNwithNxkeNatNelevatedNpressureNandNtemperatureoNhydrogenationNandNcageN
fragmentationcNJournalnofnPhysicalnChemistrynAaN2006aNffeaNmjgmbhi 2.8 46

101 xoroneneNαusionNbyNHeatNTreatmentoNRoadNtoNNanographenescNJournalnofnPhysicalnChemistrynCaN2011
aNffjaNfhgelbfhgfi 3.8 45

100 vdvantagesNofNextendedNbottombupNproteomicsNusingNSapnNforNanalysisNofNmonoclonalNantibodiescN
AnalyticalnChemistryaN2014aNmkaNnnijbjh 7.8 44

99 LiquidNchromatographyNandNelectronbcaptureNdissociationNinNαourierNtransformNionNcyclotronN
resonanceNmassNspectrometrycNRapidnCommunicationsninnMassnSpectrometryaN2002aNfkaNnmmbng 2.2 44

98 xonformationNofNpolyalanineNandNpolyglycineNdicationsNinNtheNgasNphaseoNinsightNfromNionNmobilityN
spectrometryNandNreplicabexchangeNmolecularNdynamicscNJournalnofnPhysicalnChemistrynAaN2010aNffiaNkmmmbnk2.8 42

97 PeriodicNsequenceNdistributionNofNproductNionNabundancesNinNelectronNcaptureNdissociationNofN
amphipathicNpeptidesNandNproteinscNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2009aNgeaNffmgbng3.5 41

96 IonizationNenergiesNofNmultiplyNprotonatedNpolypeptidesNobtainedNbyNtandemNionizationNinNαourierN
transformNmassNspectrometerscNJournalnofnMassnSpectrometryaN2002aNhlaNffifbi 2.2 41

95 PeptideNandNproteinNcharacterizationNbyNhighbrateNelectronNcaptureNdissociationNαourierNtransformN
ionNcyclotronNresonanceNmassNspectrometrycNJournalnofnMassnSpectrometryaN2004aNhnaNlfnbgn 2.2 40

94 zlectronNcaptureNandNtransferNdissociationoNPeptideNstructureNanalysisNatNdifferentNionNinternalN
energyNlevelscNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2009aNgeaNjklblj 3.5 39

93 zmpiricalNmultidimensionalNspaceNforNscoringNpeptideNspectrumNmatchesNinNshotgunNproteomicscN
JournalnofnProteomenResearchaN2014aNfhaNfnffbge 5.6 38

92
αragmentationNmethodsNonNtheNbalanceoNunambiguousNtopbdownNmassNspectrometricN
characterizationNofNoxaliplatinbubiquitinNbindingNsitescNAnalyticalnandnBioanalyticalnChemistryaN2012aN
iegaNgkjjbkg

4.4 38

91
IncreasedNthroughputNandNultrabhighNmassNresolutionNinNyzSINαTbIxRNMSNimagingNthroughN
newbgenerationNexternalNdataNacquisitionNsystemNandNadvancedNdataNprocessingNapproachescN
ScientificnReportsaN2019aNnaNm

4.9 37

90 βoldNfingerNformationNstudiedNbyNhighbresolutionNmassNspectrometryNandNinNsilicoNmethodscN
ChemicalnCommunicationsaN2015aNjfaNfkfgbj 5.8 37

89 TopbdownNanalysisNofNimmunoglobulinNβNisotypesNfNandNgNwithNelectronNtransferNdissociationNonNaN
highbfieldNOrbitrapNmassNspectrometercNJournalnofnProteomicsaN2017aNfjnaNklblk 3.9 36

88 xompositionNofNhydrofullereneNmixturesNproducedNbyNxVkeWNreactionNwithNhydrogenNgasNrevealedNbyN
highbresolutionNmassNspectrometrycNJournalnofnPhysicalnChemistrynBaN2005aNfenaNfgligbl 3.4 36

87 HighbresolutionNαourierNtransformNionNcyclotronNresonanceNmassNspectrometryNwithNincreasedN
throughputNforNbiomolecularNanalysiscNAnalyticalnChemistryaN2014aNmkaNnegebm 7.8 35
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86 IntensitybIndependentNNoiseNαilteringNinNαTNMSNandNαTNMSdMSNSpectraNforNShotgunNLipidomicscN
AnalyticalnChemistryaN2017aNmnaNleikblejg 7.8 34

85
IterativeNmethodNforNmassNspectraNrecalibrationNviaNempiricalNestimationNofNtheNmassNcalibrationN
functionNforNαourierNtransformNmassNspectrometrybbasedNpetroleomicscNAnalyticalnChemistryaN2013aN
mjaNkihlbij

7.8 34

84 yistinguishingNanalyteNfromNnoiseNcomponentsNinNmassNspectraNofNcomplexNsamplesoNwhereNtoNcutN
theNnoisetcNAnalyticalnChemistryaN2014aNmkaNhhembfk 7.8 33

83 αilterNdiagonalizationNmethodbbasedNmassNspectrometryNforNmolecularNandNmacromolecularN
structureNanalysiscNAnalyticalnChemistryaN2012aNmiaNgmjebk 7.8 33

82 InterlaboratoryNStudyNforNxharacterizingNMonoclonalNvntibodiesNbyNTopbyownNandNMiddlebyownN
MassNSpectrometrycNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2020aNhfaNflmhbfmeg 3.5 32

81 TopbdownNanalysisNofNhebmeNkyaNproteinsNbyNelectronNtransferNdissociationNtimebofbflightNmassN
spectrometrycNAnalyticalnandnBioanalyticalnChemistryaN2013aNiejaNmjejbfi 4.4 31

80 vmidebINrelaxationbinducedNhydrogenNbondNdistortionoNvnNintermediateNinNelectronNcaptureN
dissociationNmassNspectrometryNofNalphabhelicalNpeptidestcNJournalnofnChemicalnPhysicsaN2008aNfgnaNenjfek3.9 31

79 ImpactNofNionNmagnetronNmotionNonNelectronNcaptureNdissociationNαourierNtransformNionNcyclotronN
resonanceNmassNspectrometrycNInternationalnJournalnofnMassnSpectrometryaN2006aNgjjbgjkaNfiibfin 1.9 31

78 SynthesisNofNxjnHxNandNxjmHxNfullerenesNstabilizedNbyNhydrogencNJournalnofnPhysicalnChemistrynBaN
2005aNfenaNjiehbj 3.4 31

77 xhargeNlocationNdirectsNelectronNcaptureNdissociationNofNpeptideNdicationscNJournalnofnthenAmericann
SocietynfornMassnSpectrometryaN2006aNflaNfleibff 3.5 31

76 ProteomeNdigestionNspecificityNanalysisNforNrationalNdesignNofNextendedNbottombupNandN
middlebdownNproteomicsNexperimentscNJournalnofnProteomenResearchaN2013aNfgaNjjjmbkn 5.6 30

75 zlectronNcaptureNdissociationNimplementationNprogressNinNαourierNtransformNionNcyclotronN
resonanceNmassNspectrometrycNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2008aNfnaNlkgblf 3.5 30

74 SelfbvssemblyNofNaNβiantNMolecularNSolomonNLinkNfromNheNSubcomponentscNAngewandtenChemieaN
2014aNfgkaNffiihbffiil 3.6 29

73 xomparativeNdissociationNofNpeptideNpolyanionsNbyNelectronNimpactNandNphotobinducedNelectronN
detachmentcNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2010aNgfaNklebme 3.5 29

72
MonitoringNMembraneNLipidomeNTurnoverNbyNMetabolicNNNLabelingNandNShotgunN
UltrabHighbResolutionNOrbitrapNαourierNTransformNMassNSpectrometrycNAnalyticalnChemistryaN2017aN
mnaNfgmjlbfgmkj

7.8 28

71 StructuralNvnalysisNofNMonoclonalNvntibodiesNbyNUltrahighNResolutionNMvLyINInbSourceNyecayN
αTbIxRNMassNSpectrometrycNAnalyticalnChemistryaN2019aNnfaNgelnbgemj 7.8 28

70 ProαormaoNvNStandardNProteoformNNotationcNJournalnofnProteomenResearchaN2018aNflaNfhgfbfhgj 5.6 27

69 OnNtheNutilityNofNisotopicNfineNstructureNmassNspectrometryNinNproteinNidentificationcNAnalyticaln
ChemistryaN2012aNmiaNieigbjf 7.8 27
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68
TissueNtransglutaminasebmediatedNglutamineNdeamidationNofNbetabamyloidNpeptideNincreasesN
peptideNsolubilityaNwhereasNenzymaticNcrossblinkingNandNpeptideNfragmentationNmayNserveNasN
molecularNtriggersNforNrapidNpeptideNaggregationcNJournalnofnBiologicalnChemistryaN2011aNgmkaNfgflgbmm

5.4 27

67 MultiplexedNMiddlebyownNMassNSpectrometryNasNaNMethodNforNRevealingNLightNandNHeavyNxhainN
xonnectivityNinNaNMonoclonalNvntibodycNAnalyticalnChemistryaN2018aNneaNfgjglbfgjhj 7.8 27

66 βlycanNvariabilityNonNaNrecombinantNIgβNantibodyNtransientlyNproducedNinNHzKbgnhzNcellscNNewn
BiotechnologyaN2012aNgnaNilfbk 6.4 26

65 ReactionNofNxkeNwithNHydrogenNβasoNInNSituNMonitoringNandNPathwayscNJournalnofnPhysicalnChemistryn
CaN2011aNffjaNffimibffing 3.8 26

64 SelectiveNsynthesisNofNtheNxhvNisomerNofNxkehfmcNOrganicnLettersaN2005aNlaNjjjlbke 6.2 26

63 vNfiveblevelNclassificationNsystemNforNproteoformNidentificationscNNaturenMethodsaN2019aNfkaNnhnbnie 21.6 25

62 UVNradiationNinducesNgenomebmediatedaNsitebspecificNcleavageNinNviralNproteinscNChemBioChemaN2012
aNfhaNmhlbij 3.8 25

61 HydrogenationNofNxkeNatNgβPaNpressureNandNhighNtemperaturecNChemicalnPhysicsaN2006aNhgjaNiijbijf 2.3 25

60 zlectronNcaptureNdissociationNαourierNtransformNionNcyclotronNresonanceNmassNspectrometryNinNtheN
electronNenergyNrangeNebjeNeVcNRapidnCommunicationsninnMassnSpectrometryaN2004aNfmaNfkelbfh 2.2 23

59 zlectronNtransferNdissociationNmassNspectrometryNofNhemoglobinNonNclinicalNsamplescNJournalnofnthen
AmericannSocietynfornMassnSpectrometryaN2012aNghaNfljebk 3.5 22

58 zxtendedNbottombupNproteomicsNwithNsecretedNasparticNproteaseNSapncNJournalnofnProteomicsaN2014aN
ffeaNgebhf 3.9 21

57
xapillaryNzlectrophoresisNandNzlectronNxaptureNyissociationNαourierNTransformNIonNxyclotronN
ResonanceNMassNSpectrometryNforNPeptideNMixtureNandNProteinNyigestNvnalysiscNEuropeannJournaln
ofnMassnSpectrometryaN2002aNmaNhmnbhnj

1.1 20

56 MonitoringNglycationNlevelsNofNaNbispecificNmonoclonalNantibodyNatNsubunitNlevelNbyN
ultrahighbresolutionNMvLyINαTbIxRNmassNspectrometrycNMAbsaN2020aNfgaNfkmgieh 6.6 20

55 HeterolyticNNbx˛–NbondNcleavageNinNelectronNcaptureNandNtransferNdissociationNofNpeptideNcationscN
JournalnofnPhysicalnChemistrynBaN2012aNffkaNfemelbfj 3.4 19

54 TheNHumanNProteoformNProjectoNyefiningNtheNhumanNproteomecNSciencenAdvancesaN2021aNlaNeabkelhi 14.3 19

53 IonNtrapNwithNnarrowNapertureNdetectionNelectrodesNforNαourierNtransformNionNcyclotronNresonanceN
massNspectrometrycNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2015aNgkaNlifbjf 3.5 18

52 StatisticalNanalysisNofNionNmobilityNspectrometrycNIIcNvdaptivelyNbiasedNmethodsNandNshapeN
correlationscNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2012aNghaNfglnbmm 3.5 18

51 StatisticalNanalysisNofNionNmobilityNspectrometrycNIcNUnbiasedNandNguidedNreplicabexchangeNmolecularN
dynamicscNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2012aNghaNhmkbnk 3.5 17

(2012-2011)
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50 ProducingNabsorptionNmodeNαourierNtransformNionNcyclotronNresonanceNmassNspectraNwithN
nonbquadraticNphaseNcorrectionNfunctionscNRapidnCommunicationsninnMassnSpectrometryaN2015aNgnaNfemlbnh2.2 17

49 SidebandsNinNαourierNtransformNionNcyclotronNresonanceNmassNspectracNInternationalnJournalnofnMassn
SpectrometryaN2012aNhgjbhglaNfebfm 1.9 16

48 TowardsNdataNacquisitionNthroughputNincreaseNinNαourierNtransformNmassNspectrometryNofNproteinsN
usingNdoubleNfrequencyNmeasurementscNInternationalnJournalnofnMassnSpectrometryaN2011aNhekaNgglbghf 1.9 16

47
zlectronNcaptureNdissociationNproductNionNabundancesNatNtheNXNaminoNacidNinNRvvvvbXbvvvvKN
peptidesNcorrelateNwithNaminoNacidNpolarityNandNradicalNstabilitycNJournalnofnthenAmericannSocietynforn
MassnSpectrometryaN2009aNgeaNgglhbmh

3.5 16

46 SynthesisNandNstructuralNcharacterizationNofNxleHhmcNAngewandtenChemien-nInternationalnEditionaN
2008aNilaNglnkbn 16.4 16

45 ImagingNofNTriglyceridesNinNTissuesNUsingNNanosprayNyesorptionNzlectrosprayNIonizationNVNanobyzSIWN
MassNSpectrometrycNInternationalnJournalnofnMassnSpectrometryaN2020aNiimaN 1.9 16

44 LeastbsquaresNfittingNofNtimebdomainNsignalsNforNαourierNtransformNmassNspectrometrycNJournalnofn
thenAmericannSocietynfornMassnSpectrometryaN2014aNgjaNfgkhblh 3.5 15

43 RadicalNstabilityNdirectsNelectronNcaptureNandNtransferNdissociationNofN˛†baminoNacidsNinNpeptidescN
Chemistryn-nAnEuropeannJournalaN2010aNfkaNikfgbgg 4.8 15

42 OnbxhipNMesoporousNαunctionalizedNMagneticNMicrospheresNforNProteinNSequencingNbyNzxtendedN
wottombupNMassNSpectrometrycNAnalyticalnChemistryaN2016aNmmaNflljbmi 7.8 14

41 αromNhighbNtoNsuperbresolutionNmassNspectrometrycNChimiaaN2014aNkmaNfkmbli 1.3 13

40 ThermalNyecompositionNofNxkeHfmcNJournalnofnPhysicalnChemistrynCaN2009aNffhaNfhfhhbfhfhm 3.8 13

39 vNnovelNmassNspectrometricNapproachNtoNtheNanalysisNofNhormonalNpeptidesNinNextractsNofNmouseN
pancreaticNisletscNFEBSnJournalaN2003aNgleaNhfikbjg 13

38 αourierNTransformNIonNxyclotronNResonanceNMassNSpectrometryNatNtheNxyclotronNαrequencycNJournaln
ofnthenAmericannSocietynfornMassnSpectrometryaN2017aNgmaNlkmblme 3.5 12

37 RepeatabilityNandNreproducibilityNofNproductNionNabundancesNinNelectronNcaptureNdissociationNmassN
spectrometryNofNpeptidescNEuropeannJournalnofnMassnSpectrometryaN2011aNflaNhgfbhf 1.1 12

36 vNTheoreticalNInvestigationNofNtheNKineticNznergyNofNIonsNTrappedNinNaNRadiobαrequencyNHexapoleN
IonNTrapcNEuropeannJournalnofnMassnSpectrometryaN2002aNmaNfmfbfmn 1.1 12

35 IdentificationNofNhemoglobinNvariantsNbyNtopbdownNmassNspectrometryNusingNselectedNdiagnosticN
productNionscNAnalyticalnandnBioanalyticalnChemistryaN2015aNielaNgmhlbij 4.4 11

34
yeamidationNandNtransamidationNofNsubstanceNPNbyNtissueNtransglutaminaseNrevealedNbyN
electronbcaptureNdissociationNfourierNtransformNmassNspectrometrycNChemistryn-nAnEuropeannJournalaN
2011aNflaNimkbnl

4.8 11

33
IdentificationNofNsingleNandNdoubleNsitesNofNphosphorylationNbyNzxyNαTbIxRdMSNinNpeptidesNrelatedN
toNtheNphosphorylationNsiteNdomainNofNtheNmyristoylatedNalaninebrichNxNkinaseNproteincNJournalnofn
thenAmericannSocietynfornMassnSpectrometryaN2007aNfmaNgfhlbij

3.5 11
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32 ShiftedbbasisNtechniqueNimprovesNaccuracyNofNpeakNpositionNdeterminationNinNαourierNtransformN
massNspectrometrycNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2004aNfjaNijlbkf 3.5 11

31
TracebLevelNPersistentNOrganicNPollutantNvnalysisNwithNβasbxhromatographyNOrbitrapNMassN
SpectrometrybznhancedNPerformanceNbyNxomplementaryNvcquisitionNandNProcessingNofN
TimebyomainNyatacNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2020aNhfaNgjlbgkk

3.5 10

30
SolutionbphaseNdeuteriumdhydrogenNexchangeNatNaNspecificNresidueNusingNnozzlebskimmerNandN
electronNcaptureNdissociationNmassNspectrometrycNRapidnCommunicationsninnMassnSpectrometryaN2006
aNgeaNkkfbj

2.2 10

29 PracticalNconsiderationsNforNimprovingNtheNproductivityNofNmassNspectrometrybbasedNproteomicscN
ChimiaaN2013aNklaNgiibn 1.3 9

28
ImprovedNUraniumNIsotopeNRatioNvnalysisNinNLiquidNSamplingbvtmosphericNPressureNβlowN
yischargedOrbitrapNαTMSNxouplingNthroughNtheNUseNofNanNzxternalNyataNvcquisitionNSystemcNJournaln
ofnthenAmericannSocietynfornMassnSpectrometryaN2021aNhgaNfggibfghk

3.5 9

27 yrosophilaNmelanogasterNcloakNtheirNeggsNwithNpheromonesaNwhichNpreventsNcannibalismcNPLoSn
BiologyaN2019aNflaNegeekefg 9.7 9

26 vdvancedNfundamentalsNinNαourierNtransformNmassNspectrometryN2019aNffhbfhg 8

25 xhemicalbMediatedNyigestionoNvnNvlternativeNRealmNforNMiddlebdownNProteomicstcNJournalnofn
ProteomenResearchaN2018aNflaNgeejbgefk 5.6 8

24 OnNtheNviabilityNofNheterolyticNpeptideNNbxV˛–WNbondNcleavageNinNelectronNcaptureNandNtransferN
dissociationNmassNspectrometrycNJournalnofnPhysicalnChemistrynBaN2014aNffmaNgnmjbng 3.4 8

23 HexagonalNclassNrepresentationNforNfingerprintingNandNfacileNcomparisonNofNpetroleomicNsamplescN
AnalyticalnChemistryaN2013aNmjaNjhffbj 7.8 8

22 StructuralNpreferencesNofNgasbphaseNMgTMPNmonomersNuponNsequenceNvariationscNJournalnofn
PhysicalnChemistrynAaN2011aNffjaNilffbm 2.8 8

21 TheNHumanNProteoformNProjectoNvNPlanNtoNyefineNtheNHumanNProteome 7

20
TransientbMediatedNSimulationsNofNαTMSNIsotopicNyistributionsNandNMassNSpectraNtoNβuideN
zxperimentNyesignNandNyataNvnalysiscNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2020aN
hfaNfnglbfnig

3.5 7

19
MultiparticleNSimulationsNofNQuadrupolarNIonNyetectionNinNanNIonNxyclotronNResonanceNxellNwithN
αourNNarrowNvpertureNyetectionNzlectrodescNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN
2018aNgnaNjfbkg

3.5 6

18 PingbpongNprotonsoNhowNhydrogenbbondingNnetworksNfacilitateNheterolyticNbondNcleavageNinN
peptideNradicalNcationscNJournalnofnPhysicalnChemistrynBaN2014aNffmaNgkgmbhl 3.4 6

17 OnNtheNutilityNofNpredictiveNchromatographyNtoNcomplementNmassNspectrometryNbasedNintactN
proteinNidentificationcNAnalyticalnandnBioanalyticalnChemistryaN2012aNiegaNgjgfbn 4.4 5

16 yetectionNofNProteoformsNUsingNTopbyownNMassNSpectrometryNandNyiagnosticNIonscNMethodsninn
MolecularnBiologyaN2019aNfnjnaNflhbfmh 1.4 4

15 vNαunctionalNβroupNvpproachNforNPredictionNofNvPPINResponseNofNOrganicNSyntheticNTargetscNJournaln
ofnthenAmericannSocietynfornMassnSpectrometryaN2015aNgkaNfggfbhg 3.5 4

(2015-2004)
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14 HighbresolutionNandNtandemNmassNspectrometrybbtheNindispensableNtoolsNofNtheNXXINcenturycNChimiaaN
2011aNkjaNkifbj 1.3 4

13
xyclotronNPhasebxoherentNIonNSpatialNyispersionNinNaNNonbQuadraticNTrappingNPotentialNisN
ResponsibleNforNαTbIxRNMSNatNtheNxyclotronNαrequencycNJournalnofnthenAmericannSocietynfornMassn
SpectrometryaN2018aNgnaNkhbll

3.5 4

12 TimebdependentNfrequencyNofNionNmotionNinNαourierNtransformNmassNspectrometrycNInternationaln
JournalnofnMassnSpectrometryaN2015aNhlkaNljbmi 1.9 3

11 UntargetedNanalysisNofNpureNsnailNslimeNandNsnailNslimebinducedNvuNnanoparticlesNmetabolomeNwithN
MvLyINαTbIxRNMScNJournalnofnMassnSpectrometryaN2021aNjkaNeilgg 2.2 3

10 OnNtheNuseNofNelectronNcaptureNrateNconstantsNtoNdescribeNelectronNcaptureNdissociationNmassN
spectrometryNofNpeptidescNEuropeannJournalnofnMassnSpectrometryaN2015aNgfaNijfbm 1.1 2

9 NarrowNvpertureNyetectionNzlectrodesNIxRNxellNwithNQuadrupolarNIonNyetectionNforNαTbIxRNMSNatN
theNxyclotronNαrequencycNJournalnofnthenAmericannSocietynfornMassnSpectrometryaN2020aNhfaNggjmbggkn 3.5 2
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