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n Paper IF Citations

88 GenomecwideNassociationNstudyNidentifiesNnovelNbreastNcancerNsusceptibilityNlocidNNaturebN2007bNkknbNgfoncpi50.4 1957

87 LargecscaleNgenotypingNidentifiesNkgNnewNlociNassociatedNwithNbreastNcancerNriskdNNaturekGeneticsbN
2013bNklbNilicmgbNimgegch 36.3 813

86 xssociationNanalysisNidentifiesNmlNnewNbreastNcancerNriskNlocidNNaturebN2017bNllgbNphcpk 50.4 643

85 xNcommonNcodingNvariantNinNzxSPoNisNassociatedNwithNbreastNcancerNriskdNNaturekGeneticsbN2007bNipbNilhco36.3 557

84 MultipleNindependentNvariantsNatNtheNTERTNlocusNareNassociatedNwithNtelomereNlengthNandNrisksNofN
breastNandNovarianNcancerdNNaturekGeneticsbN2013bNklbNingcokbNiokegch 36.3 422

83 GenomecwideNassociationNanalysisNofNmoreNthanNghfbfffNindividualsNidentifiesNglNnewNsusceptibilityN
lociNforNbreastNcancerdNNaturekGeneticsbN2015bNknbNinicof 36.3 406

82 xssociationNbetweenNzYPhαmNpolymorphismsNandNoutcomesNamongNwomenNwithNearlyNstageNbreastN
cancerNtreatedNwithNtamoxifendNJAMAkykJournalkofkthekAmericankMedicalkAssociationbN2009bNifhbNgkhpcim 27.4 405

81 PolygenicNRiskNScoresNforNPredictionNofNyreastNzancerNandNyreastNzancerNSubtypesdNAmericank
JournalkofkHumankGeneticsbN2019bNgfkbNhgcik 11 363

80 GenomecwideNassociationNstudiesNidentifyNfourNERNnegativecspecificNbreastNcancerNriskNlocidNNaturek
GeneticsbN2013bNklbNiphcobNipoegch 36.3 327

79 PredictionNofNbreastNcancerNriskNbasedNonNprofilingNwithNcommonNgeneticNvariantsdNJournalkofkthek
NationalkCancerkInstitutebN2015bNgfnbN 9.7 324

78 HeterogeneityNofNbreastNcancerNassociationsNwithNfiveNsusceptibilityNlociNbyNclinicalNandNpathologicalN
characteristicsdNPLoSkGeneticsbN2008bNkbNegfffflk 6 280

77 xNlocusNonNgppgiNmodifiesNriskNofNbreastNcancerNinNyRzxgNmutationNcarriersNandNisNassociatedNwithN
hormoneNreceptorcnegativeNbreastNcancerNinNtheNgeneralNpopulationdNNaturekGeneticsbN2010bNkhbNoolcph 36.3 276

76 GenomicNanalysesNidentifyNhundredsNofNvariantsNassociatedNwithNageNatNmenarcheNandNsupportNaNroleN
forNpubertyNtimingNinNcancerNriskdNNaturekGeneticsbN2017bNkpbNoikcokg 36.3 257

75 xNcommonNvariantNatNtheNTERTczLPTMgLNlocusNisNassociatedNwithNestrogenNreceptorcnegativeNbreastN
cancerdNNaturekGeneticsbN2011bNkibNghgfck 36.3 253

74 GenomecwideNassociationNanalysisNidentifiesNthreeNnewNbreastNcancerNsusceptibilityNlocidNNaturek
GeneticsbN2012bNkkbNighco 36.3 237

73 LargecscaleNgenomicNanalysesNlinkNreproductiveNagingNtoNhypothalamicNsignalingbNbreastNcancerN
susceptibilityNandNyRzxgcmediatedNαNxNrepairdNNaturekGeneticsbN2015bNknbNghpkcgifi 36.3 226

72 IdentificationNofNtenNvariantsNassociatedNwithNriskNofNestrogencreceptorcnegativeNbreastNcancerdN
NaturekGeneticsbN2017bNkpbNgnmncgnno 36.3 186
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71 FunctionalNvariantsNatNtheNggqgiNriskNlocusNforNbreastNcancerNregulateNcyclinNαgNexpressionNthroughN
longcrangeNenhancersdNAmericankJournalkofkHumankGeneticsbN2013bNphbNkopclfi 11 167

70 TriplecNegativeNyreastNzancerNRiskNGenesNIdentifiedNbyNMultigeneNHereditaryNzancerNPanelNTestingdN
JournalkofkthekNationalkCancerkInstitutebN2018bNggfbNollcomh 9.7 145

69 xNmetacanalysisNofNgenomecwideNassociationNstudiesNofNbreastNcancerNidentifiesNtwoNnovelN
susceptibilityNlociNatNmqgkNandNhfqggdNHumankMolecularkGeneticsbN2012bNhgbNlinicok 5.6 143

68 yreastNzancerNRiskNGenesNcNxssociationNxnalysisNinNMoreNthanNggibfffNWomendNNewkEnglandkJournalk
ofkMedicinebN2021bNiokbNkhockip 59.2 143

67 PxLyhbNzHEKhNandNxTMNrareNvariantsNandNcancerNriskqNdataNfromNzOGSdNJournalkofkMedicalkGeneticsbN
2016bNlibNoffcogg 5.8 121

66 xgecNandNTumorNSubtypecSpecificNyreastNzancerNRiskNEstimatesNforNzHEKhZggffdelzNzarriersdN
JournalkofkClinicalkOncologybN2016bNikbNhnlfcmf 2.2 107

65 GenomecWideNMetacxnalysesNofNyreastbNOvarianbNandNProstateNzancerNxssociationNStudiesNIdentifyN
MultipleNNewNSusceptibilityNLociNSharedNbyNatNLeastNTwoNzancerNTypesdNCancerkDiscoverybN2016bNmbNgflhcmn24.4 104

64 xNtranscriptomecwideNassociationNstudyNofNhhpbfffNwomenNidentifiesNnewNcandidateNsusceptibilityN
genesNforNbreastNcancerdNNaturekGeneticsbN2018bNlfbNpmocpno 36.3 101

63 yreastNcancerNriskNvariantsNatNmqhlNdisplayNdifferentNphenotypeNassociationsNandNregulateNESRgbN
RMNαgNandNzzαzgnfdNNaturekGeneticsbN2016bNkobNinkcom 36.3 93

62 EvidenceNthatNbreastNcancerNriskNatNtheNhqilNlocusNisNmediatedNthroughNIGFyPlNregulationdNNaturek
CommunicationsbN2014bNkbNkppp 17.4 87

61 NoNevidenceNthatNproteinNtruncatingNvariantsNinNyRIPgNareNassociatedNwithNbreastNcancerNriskqN
implicationsNforNgeneNpanelNtestingdNJournalkofkMedicalkGeneticsbN2016bNlibNhpocifp 5.8 83

60
RefinedNhistopathologicalNpredictorsNofNyRzxgNandNyRzxhNmutationNstatusqNaNlargecscaleNanalysisNofN
breastNcancerNcharacteristicsNfromNtheNyzxzbNzIMyxbNandNENIGMxNconsortiadNBreastkCancerkResearch
bN2014bNgmbNikgp

8.3 82

59 FinecscaleNmappingNofNtheNFGFRhNbreastNcancerNriskNlocusqNputativeNfunctionalNvariantsNdifferentiallyN
bindNFOXxgNandNEhFgdNAmericankJournalkofkHumankGeneticsbN2013bNpibNgfkmcmf 11 80

58 GenomecwideNassociationNstudyNidentifiesNihNnovelNbreastNcancerNsusceptibilityNlociNfromNoverallN
andNsubtypecspecificNanalysesdNNaturekGeneticsbN2020bNlhbNlnhclog 36.3 76

57 HeightNandNyreastNzancerNRiskqNEvidenceNFromNProspectiveNStudiesNandNMendelianNRandomizationdN
JournalkofkthekNationalkCancerkInstitutebN2015bNgfnbN 9.7 74

56 IdentificationNofNnineNnewNsusceptibilityNlociNforNendometrialNcancerdNNaturekCommunicationsbN2018bN
pbNigmm 17.4 70

55 yRzxhNPolymorphicNStopNzodonNKiihmXNandNtheNRiskNofNyreastbNProstatebNandNOvarianNzancersdN
JournalkofkthekNationalkCancerkInstitutebN2016bNgfobN 9.7 65

54 IdentificationNofNfourNnovelNsusceptibilityNlociNforNoestrogenNreceptorNnegativeNbreastNcancerdNNaturek
CommunicationsbN2016bNnbNgginl 17.4 64

(2016-2013)

3



53 FinecscaleNmappingNofNtheNlqggdhNbreastNcancerNlocusNrevealsNatNleastNthreeNindependentNriskN
variantsNregulatingNMxPiKgdNAmericankJournalkofkHumankGeneticsbN2015bNpmbNlchf 11 59

52 FinecmappingNofNglfNbreastNcancerNriskNregionsNidentifiesNgpgNlikelyNtargetNgenesdNNaturekGeneticsbN
2020bNlhbNlmcni 36.3 56

51 FiveNendometrialNcancerNriskNlociNidentifiedNthroughNgenomecwideNassociationNanalysisdNNaturek
GeneticsbN2016bNkobNmmncmnk 36.3 56

50 FunctionalNmechanismsNunderlyingNpleiotropicNriskNallelesNatNtheNgppgidgNbreastcovarianNcancerN
susceptibilityNlocusdNNaturekCommunicationsbN2016bNnbNghmnl 17.4 53

49 zommonNnoncsynonymousNSNPsNassociatedNwithNbreastNcancerNsusceptibilityqNfindingsNfromNtheN
yreastNzancerNxssociationNzonsortiumdNHumankMolecularkGeneticsbN2014bNhibNmfpmcggg 5.6 48

48 GenomecwideNassociationNandNtranscriptomeNstudiesNidentifyNtargetNgenesNandNriskNlociNforNbreastN
cancerdNNaturekCommunicationsbN2019bNgfbNgnkg 17.4 47

47 FinecmappingNofNtheNHNFgyNmulticancerNlocusNidentifiesNcandidateNvariantsNthatNmediateN
endometrialNcancerNriskdNHumankMolecularkGeneticsbN2015bNhkbNgknocph 5.6 46

46 SharedNheritabilityNandNfunctionalNenrichmentNacrossNsixNsolidNcancersdNNaturekCommunicationsbN2019
bNgfbNkig 17.4 45

45
EvidenceNthatNtheNlpghNVariantNrsgfpkgmnpNzonfersNSusceptibilityNtoNEstrogencReceptorcPositiveN
yreastNzancerNthroughNFGFgfNandNMRPSifNRegulationdNAmericankJournalkofkHumankGeneticsbN2016bN
ppbNpficpgg

11 43

44
GeneticNRiskNScoreNMendelianNRandomizationNShowsNthatNObesityNMeasuredNasNyodyNMassNIndexbN
butNnotNWaistqHipNRatiobNIsNzausalNforNEndometrialNzancerdNCancerkEpidemiologykBiomarkerskandk
PreventionbN2016bNhlbNglficglgf

4 42

43 zYPgpxgNfinecmappingNandNMendelianNrandomizationqNestradiolNisNcausalNforNendometrialNcancerdN
EndocrineyRelatedkCancerbN2016bNhibNnncpg 5.7 41

42 GeneticNoverlapNbetweenNendometriosisNandNendometrialNcancerqNevidenceNfromNcrosscdiseaseN
geneticNcorrelationNandNGWxSNmetacanalysesdNCancerkMedicinebN2018bNnbNgpnocgpon 4.8 40

41 GeneticNpredispositionNtoNinNsituNandNinvasiveNlobularNcarcinomaNofNtheNbreastdNPLoSkGeneticsbN2014bN
gfbNegffkhol 6 38

40 PredictionNofNtamoxifenNoutcomeNbyNgeneticNvariationNofNzYPhαmNinNpostcmenopausalNwomenNwithN
earlyNbreastNcancerdNBritishkJournalkofkClinicalkPharmacologybN2014bNnnbNmplcnfi 3.8 38

39 ImprovedNPredictionNofNEndoxifenNMetabolismNbyNzYPhαmNGenotypeNinNyreastNzancerNPatientsN
TreatedNwithNTamoxifendNFrontierskinkPharmacologybN2017bNobNloh 5.6 37

38 MicroRNxNrelatedNpolymorphismsNandNbreastNcancerNriskdNPLoSkONEbN2014bNpbNegfppni 3.7 37

37 NightNworkNandNbreastNcancerNestrogenNreceptorNstatusccresultsNfromNtheNGermanNGENIzxNstudydN
ScandinaviankJournalkofkWorkxkEnvironmentkandkHealthbN2013bNipbNkkocll 4.3 37

36 FinecmappingNidentifiesNtwoNadditionalNbreastNcancerNsusceptibilityNlociNatNpqigdhdNHumankMoleculark
GeneticsbN2015bNhkbNhpmmcok 5.6 36
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35 IdentificationNandNcharacterizationNofNnovelNassociationsNinNtheNzxSPoexLShzRghNregionNonN
chromosomeNhNwithNbreastNcancerNriskdNHumankMolecularkGeneticsbN2015bNhkbNholcpo 5.6 35

34 zandidateNlocusNanalysisNofNtheNTERTczLPTMgLNcancerNriskNregionNonNchromosomeNlpglNidentifiesN
multipleNindependentNvariantsNassociatedNwithNendometrialNcancerNriskdNHumankGeneticsbN2015bNgikbNhigckl6.3 30

33 GenomecwideNassociationNstudyNofNgermlineNvariantsNandNbreastNcancercspecificNmortalitydNBritishk
JournalkofkCancerbN2019bNghfbNmkncmln 8.7 28

32 MetacanalysisNofNgenomecwideNassociationNstudiesNidentifiesNcommonNsusceptibilityNpolymorphismsN
forNcolorectalNandNendometrialNcancerNnearNSHhyiNandNTSHZgdNScientifickReportsbN2015bNlbNgnimp 4.9 27

31 PolymorphismsNinNaNPutativeNEnhancerNatNtheNgfqhgdhNyreastNzancerNRiskNLocusNRegulateNNRyFhN
ExpressiondNAmericankJournalkofkHumankGeneticsbN2015bNpnbNhhcik 11 26

30 FinecscaleNmappingNofNoqhkNlocusNidentifiesNmultipleNindependentNriskNvariantsNforNbreastNcancerdN
InternationalkJournalkofkCancerbN2016bNgipbNgificgign 7.5 26

29 IdentificationNofNindependentNassociationNsignalsNandNputativeNfunctionalNvariantsNforNbreastNcancerN
riskNthroughNfinecscaleNmappingNofNtheNghpggNlocusdNBreastkCancerkResearchbN2016bNgobNmk 8.3 25

28 xnNintergenicNriskNlocusNcontainingNanNenhancerNdeletionNinNhqilNmodulatesNbreastNcancerNriskNbyN
deregulatingNIGFyPlNexpressiondNHumankMolecularkGeneticsbN2016bNhlbNiomicionm 5.6 24

27 xNnetworkNanalysisNtoNidentifyNmediatorsNofNgermlinecdrivenNdifferencesNinNbreastNcancerNprognosisdN
NaturekCommunicationsbN2020bNggbNigh 17.4 20

26 zomprehensiveNgeneticNassessmentNofNtheNESRgNlocusNidentifiesNaNriskNregionNforNendometrialN
cancerdNEndocrineyRelatedkCancerbN2015bNhhbNolgcmg 5.7 19

25 FinecscaleNmappingNofNtheNkqhkNlocusNidentifiesNtwoNindependentNlociNassociatedNwithNbreastNcancerN
riskdNCancerkEpidemiologykBiomarkerskandkPreventionbN2015bNhkbNgmofcpg 4 17

24 FineNscaleNmappingNofNtheNgnqhhNbreastNcancerNlocusNusingNdenseNSNPsbNgenotypedNwithinNtheN
zollaborativeNOncologicalNGenecEnvironmentNStudyNXzOGsYdNScientifickReportsbN2016bNmbNihlgh 4.9 16

23 NoNclinicalNutilityNofNKRxSNvariantNrsmgnmkinfNforNovarianNorNbreastNcancerdNGynecologickOncologybN
2016bNgkgbNiomckfg 4.9 15

22
xNgenomecwideNassociationNstudyNtoNidentifyNgeneticNsusceptibilityNlociNthatNmodifyNductalNandN
lobularNpostmenopausalNbreastNcancerNriskNassociatedNwithNmenopausalNhormoneNtherapyNuseqNaN
twocstageNdesignNwithNreplicationdNBreastkCancerkResearchkandkTreatmentbN2013bNgiobNlhpclkh

4.4 14

21 zombinedNxssociationsNofNaNPolygenicNRiskNScoreNandNzlassicalNRiskNFactorsNWithNyreastNzancerNRiskdN
JournalkofkthekNationalkCancerkInstitutebN2021bNggibNihpciin 9.7 14

20 TheNqpdxrgmloZNtruncatingNvariantNisNassociatedNwithNriskNofNtriplecnegativeNbreastNcancerdNNpjkBreastk
CancerbN2019bNlbNio 7.8 12

19 yreastNzancerNPolygenicNRiskNScoreNandNzontralateralNyreastNzancerNRiskdNAmericankJournalkofk
HumankGeneticsbN2020bNgfnbNoincoko 11 12

18 TamoxifenNPharmacogeneticsNandNMetabolismqNTheNSameNIsNNotNtheNSamedNJournalkofkClinicalk
OncologybN2019bNinbNgpogcgpoh 2.2 11

(2019-2015)
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17 GeneticNvariationNinNmitoticNregulatoryNpathwayNgenesNisNassociatedNwithNbreastNtumorNgradedN
HumankMolecularkGeneticsbN2014bNhibNmfikckm 5.6 11

16
TheNInfluencesNofNxdherenceNtoNTamoxifenNandNzYPhαmNPharmacogeneticsNonNPlasmaN
zoncentrationsNofNtheNxctiveNMetaboliteNXZYcEndoxifenNinNyreastNzancerdNClinicalkandkTranslationalk
SciencebN2020bNgibNhokchph

4.9 11

15 FinecMappingNofNtheNgpggdhNyreastNzancerNSusceptibilityNLocusdNPLoSkONEbN2016bNggbNefgmfigm 3.7 11

14 ProfilesNofNmiRNxsNmatchedNtoNbiologyNinNaromataseNinhibitorNresistantNbreastNcancerdNOncotargetbN
2016bNnbNnghilcnghlk 3.3 10

13 ObesityNxltersNEndoxifenNPlasmaNLevelsNinNYoungNyreastNzancerNPatientsqNxNPharmacometricN
SimulationNxpproachdNClinicalkPharmacologykandkTherapeuticsbN2020bNgfobNmmgcmnf 6.1 9

12 TranscriptomecwideNassociationNstudyNofNbreastNcancerNriskNbyNestrogencreceptorNstatusdNGenetick
EpidemiologybN2020bNkkbNkkhckmo 2.6 9

11 ERyykNpromoterNpolymorphismNisNassociatedNwithNpoorNdistantNdiseasecfreeNsurvivalNinNhighcriskN
earlyNbreastNcancerdNPLoSkONEbN2014bNpbNegfhioo 3.7 5

10 GeneNExpressionNSignaturesNofNyRzxnessNandNTumorNInflammationNαefineNSubgroupsNofNEarlycStageN
HormoneNReceptorcPositiveNyreastNzancerNPatientsdNClinicalkCancerkResearchbN2020bNhmbNmlhicmlik 12.9 4

9 xNcaseconlyNstudyNtoNidentifyNgeneticNmodifiersNofNbreastNcancerNriskNforNyRzxgeyRzxhNmutationN
carriersdNNaturekCommunicationsbN2021bNghbNgfno 17.4 4

8 zommonNvariantsNinNbreastNcancerNriskNlociNpredisposeNtoNdistinctNtumorNsubtypesddNBreastkCancerk
ResearchbN2022bNhkbNh 8.3 3

7 XZYcEndoxifenNandNEarlyNRecurrenceNofNyreastNzancerqNxnNExplorativeNxnalysisNinNaNProspectiveN
yrazilianNStudyddNJournalkofkPersonalizedkMedicinebN2022bNghbN 3.6 3

6 TwoNtruncatingNvariantsNinNFxNzzNandNbreastNcancerNriskdNScientifickReportsbN2019bNpbNghlhk 4.9 2

5
αownregulationNofNglchydroxyprostaglandinNdehydrogenaseNduringNacquiredNtamoxifenNresistanceN
andNassociationNwithNpoorNprognosisNinNER˛–cpositiveNbreastNcancerdNExplorationkofkTargetedk
AntiytumorkTherapybN2020bNgbNillcing

2.5 2

4 zombiningNgenomecwideNstudiesNofNbreastbNprostatebNovarianNandNendometrialNcancersNmapsN
crossccancerNsusceptibilityNlociNandNidentifiesNnewNgeneticNassociations 2

3 GenomecwideNassociationNstudyNidentifiesNihNnovelNbreastNcancerNsusceptibilityNlociNfromNoverallN
andNsubtypecspecificNanalyses 2

2 zommonNvariantsNinNbreastNcancerNriskNlociNpredisposeNtoNdistinctNtumorNsubtypes 1

1
xssociationNofNgermlineNgeneticNvariantsNwithNbreastNcancercspecificNsurvivalNinNpatientNsubgroupsN
definedNbyNcliniccpathologicalNvariablesNrelatedNtoNtumorNbiologyNandNtypeNofNsystemicNtreatmentdN
BreastkCancerkResearchbN2021bNhibNom

8.3 1
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