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ARTICLE

Poplnf: An Approach for Reproducibly Visualizing and Assigning Population Affiliation in Genomic

Samples of Uncertain Origin. Journal of Computational Biology, 2021, 28, 296-303.

Genomic analysis reveals geography rather than culture as the predominant factor shapin

variation in northern Kenyan human populations. American Journal of Biological Anthropo
178, 488-503.
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