8 68,576 7 8

papers citations h-index g-index

8 75,888 15.7 711

ext. papers ext. citations avg, IF L-index



WARREN GISH

Paper IF Citations

Improved spliced alignment from an information theoretic approach. Bioinformatics, 2006, 22, 13-20

WU-Blast2 server at the European Bioinformatics Institute. Nucleic Acids Research, 2003, 31, 3795-8 201 104

Comparison of whole genome assemblies of the human genome. Nucleic Acids Research, 2002, 30, 5004-%é.1

Local alignment statistics. Methods in Enzymology, 1996, 266, 460-80 17 473

Combined use of sequence similarity and codon bias for coding region identification. Journal of
Computational Biology, 1994, 1, 39-50

Issues in searching molecular sequence databases. Nature Genetics, 1994, 6, 119-29 363 691

Identification of protein coding regions by database similarity search. Nature Genetics, 1993, 3, 266-72

Basic local alignment search tool. Journal of Molecular Biology, 1990, 215, 403-10 6.5 65807



