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k Paper IF Citations

130 ThermometeroNaNwebserverNtoNpredictNproteinNthermalNstabilitybbNBioinformaticsZN2022ZN 7.2 1

129 PredictingNRNvNSecondaryNStructureNUsingNαnNVitroNandNαnNVivoNyatabNMethodsfinfMolecularfBiologyZN
2022ZNfhdhZNhgaif 1.4

128
MachineNlearningNmethodsNappliedNtoNgenotypingNdataNcaptureNinteractionsNbetweenNsingleN
nucleotideNvariantsNinNlateNonsetNvlzheimerUsNdiseasebbNAlzheimernsfandfDementia:fDiagnosistf
AssessmentfandfDiseasefMonitoringZN2022ZNehZNeefgdd

5.2

127 PhaseNseparationNdrivesNXachromosomeNinactivationbbNNaturefStructuralfandfMolecularfBiologyZN2022ZN
fnZNemgaemi 17.6 1

126 yesignNandN–unctionalNValidationNofNaNMutantNVariantNofNtheNLncRNvNtoNxounteractNSnailN–unctionNinN
zpithelialatoaMesenchymalNTransitionbNCancerfResearchZN2021ZNmeZNedgaeeg 10.1 18

125 TheNseesawNbetweenNnormalNfunctionNandNproteinNaggregationoNHowNfunctionalNinteractionsNmayN
increaseNproteinNsolubilitybNBioEssaysZN2021ZNhgZNefedddge 4.1 4

124 vctionableNdruggableNgenomeawideNMendelianNrandomizationNidentifiesNrepurposingNopportunitiesN
forNxOVαyaenbNNaturefMedicineZN2021ZNflZNkkmaklk 50.5 19

123 vggregationNisNaNxontextayependentNxonstraintNonNProteinNzvolutionbNFrontiersfinfMolecularf
BiosciencesZN2021ZNmZNklmeei 5.6 1

122 catRvPαyNomicsNvfbdoNgoingNdeeperNandNwiderNinNtheNpredictionNofNproteinaRNvNinteractionsbNNucleicf
AcidsfResearchZN2021ZNhnZNWlfaWln 20.1 9

121 MatrixascreeningNrevealsNaNvastNpotentialNforNdirectNproteinaproteinNinteractionsNamongNRNvNbindingN
proteinsbNNucleicfAcidsfResearchZN2021ZNhnZNkldfaklfe 20.1 2

120 RNvaproteinNinteractionsoNxentralNplayersNinNcoordinationNofNregulatoryNnetworksbNBioEssaysZN2021ZN
hgZNefdddeem 4.1 5

119 yualSeqywoNtheNhostapathogenNdualNRNvNsequencingNdatabaseNforNinfectionNprocessesbNNucleicf
AcidsfResearchZN2021ZNhnZNykmlaykng 20.1 3

118 ModellingNofNSHMTeNriboregulationNpredictsNdynamicNchangesNofNserineNandNglycineNlevelsNacrossN
cellularNcompartmentsbNComputationalfandfStructuralfBiotechnologyfJournalZN2021ZNenZNgdghagdhe 6.8 1

117 xomputationalNoptimizationNofNangiotensinaconvertingNenzymeNfNforNSvRSaxoVafNSpikeNmolecularN
recognitionbNComputationalfandfStructuralfBiotechnologyfJournalZN2021ZNenZNgddkagdeh 6.8 1

116 TheNαnterplayNwetweenNyisorderedNRegionsNinNRNvsNandNProteinsNModulatesNαnteractionsNWithinN
StressN ranulesNandNProcessingNwodiesbNJournalfoffMolecularfBiologyZN2021ZNeklein 6.5 4

115 NewNlessonsNonNTyPahgNfromNoldNNb´ furzeriNkillifishbbNAgingfCellZN2021ZNeegiel 9.9 1

114 xROSSaliveoNaNwebNserverNforNpredictingNtheNinNvivoNstructureNofNRNvNmoleculesbNBioinformaticsZN
2020ZNgkZNnhdanhe 7.2 4
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113 ZNandNvpproachesNtoNαdentifyNMolecularNPlayersNinN–ragileNXNTremorNandNvtaxiaNSyndromebNFrontiersf
infMolecularfBiosciencesZN2020ZNlZNge 5.6 6

112 LongNnonacodingNRNvNucbfneNcontrolsNepithelialNdifferentiationNbyNinterferingNwithNtheNvxTLkvcwv–N
complexbNEMBOfReportsZN2020ZNfeZNehklgh 6.5 11

111 wac–αTwaseoNaNdatabaseNtoNassessNtheNrelevanceNofNbacterialNgenesNduringNhostNinfectionbNNucleicf
AcidsfResearchZN2020ZNhmZNyieeayiek 20.1 5

110 ZoomingNinNonNproteinaRNvNinteractionsoNaNmultialevelNworkflowNtoNidentifyNinteractionNpartnersbN
BiochemicalfSocietyfTransactionsZN2020ZNhmZNeifnaeihg 5.1 3

109 ProteomeawideNobservationNofNtheNphenomenonNofNlifeNonNtheNedgeNofNsolubilitybNProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN2020ZNeelZNedeiaedfd 11.5 52

108 StructuralNanalysisNofNSvRSaxoVafNgenomeNandNpredictionsNofNtheNhumanNinteractomebNNucleicfAcidsf
ResearchZN2020ZNhmZNeefldaeefmg 20.1 36

107 yeterminationNofNprimaryNmicroRNvNprocessingNinNclinicalNsamplesNbyNtargetedNpriamiRasequencingbN
RnaZN2020ZNfkZNelfkaelgd 5.8 2

106 RNvNasNtheNstoneNguestNofNproteinNaggregationbNNucleicfAcidsfResearchZN2020ZNhmZNeemmdaeemmn 20.1 10

105 MicroRNvNyeregulationNinNwloodNSerumNαdentifiesNMultipleNSystemNvtrophyNvlteredNPathwaysbN
MovementfDisordersZN2020ZNgiZNemlgaemln 7 6

104 HOTvαRMeNregulatesNneuronalNdifferentiationNbyNmodulatingNNzURO zNαNNfNandNtheNdownstreamN
neurogenicNcascadebNCellfDeathfandfDiseaseZN2020ZNeeZNifl 9.8 12

103 LongNnonacodingNRNvapolycombNintimateNrendezvousbNOpenfBiologyZN2020ZNedZNfddefk 7 11

102 RNvabindingNandNprionNdomainsoNtheNYinNandNYangNofNphaseNseparationbNNucleicfAcidsfResearchZN2020
ZNhmZNnhneanidh 20.1 21

101 RNvacentricNapproachesNtoNstudyNRNvaproteinNinteractionsNinNvitroNandNinNsilicobNMethodsZN2020ZNelmZNeeaem4.6 10

100 ivSiSoNTowardsNHeterogeneousNwigNyataNvnalysisNforNPersonalizedNMedicineN2019ZN 3

99 TheNmutationalNlandscapeNofNaNprionalikeNdomainbNNaturefCommunicationsZN2019ZNedZNhekf 17.4 65

98 xerebrospinalNfluidNcytokinesNinNmultipleNsystemNatrophyoNvNcrossasectionalNxatalanNMSvNregistryN
studybNParkinsonismfandfRelatedfDisordersZN2019ZNkiZNgaef 3.6 12

97 vssemblyNofNProteinsNbyN–reeNRNvNduringNtheNzarlyNPhaseNofNProteostasisNStressbNJournalfoff
ProteomefResearchZN2019ZNemZNfmgiafmhl 5.6 5

96 αnteractiveNzxtremeaScaleNvnalyticsoNTowardsNwattlingNxancerbNIEEEfTechnologyfandfSocietyfMagazine
ZN2019ZNgmZNihake 0.8 1

(2019-2020)
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95 PosttranscriptionalNregulationNofNcolonicNepithelialNrepairNbyNRNvNbindingNproteinNαMPecα –fwPebN
EMBOfReportsZN2019ZNfdZN 6.5 8

94 PhaseNseparationNdrivesNXachromosomeNinactivationoNaNhypothesisbNNaturefStructuralfandfMolecularf
BiologyZN2019ZNfkZNggeaggh 17.6 66

93 TheNmoonlightingNRNvabindingNactivityNofNcytosolicNserineNhydroxymethyltransferaseNcontributesNtoN
controlNcompartmentalizationNofNserineNmetabolismbNNucleicfAcidsfResearchZN2019ZNhlZNhfhdahfih 20.1 12

92 PostatranscriptionalNregulatoryNpatternsNrevealedNbyNproteinaRNvNinteractionsbNScientificfReportsZN
2019ZNnZNhgdf 4.9 14

91 RNvNasNaNkeyNfactorNinNdrivingNorNpreventingNselfaassemblyNofNtheNTvRNyNvabindingNproteinNhgbN
JournalfoffMolecularfBiologyZN2019ZNhgeZNekleaekmm 6.5 37

90 RNvNstructureNdrivesNinteractionNwithNproteinsbNNaturefCommunicationsZN2019ZNedZNgfhk 17.4 55

89 HomageNtoNxhrisNyobsonbNFrontiersfinfMolecularfBiosciencesZN2019ZNkZNegl 5.6

88 vNmetastableNsubproteomeNunderliesNinclusionNformationNinNmuscleNproteinopathiesbNActaf
NeuropathologicafCommunicationsZN2019ZNlZNenl 7.3 10

87 αnsightsNonNproteinNthermalNstabilityoNaNgraphNrepresentationNofNmolecularNinteractionsbN
BioinformaticsZN2019ZNgiZNfiknafill 7.2 26

86 RNvctoNProteinaRNvNinteractionNpredictionsNforNmodelNorganismsNwithNsupportingNexperimentalN
databNNucleicfAcidsfResearchZN2019ZNhlZNykdeaykdk 20.1 27

85 –USNPhaseNSeparationNαsNModulatedNbyNaNMolecularNxhaperoneNandNMethylationNofNvrginineN
xationaˇ�NαnteractionsbNCellZN2018ZNelgZNlfdalghbeei 56.2 409

84 ProteinNcomplexNscaffoldingNpredictedNasNaNprevalentNfunctionNofNlongNnonacodingNRNvsbNNucleicf
AcidsfResearchZN2018ZNhkZNnelanfm 20.1 51

83 xerebrospinalNfluidNlevelsNofNcoenzymeNQedNareNreducedNinNmultipleNsystemNatrophybNParkinsonismf
andfRelatedfDisordersZN2018ZNhkZNekafg 3.6 15

82 vNMethodNforNRNvNStructureNPredictionNShowsNzvidenceNforNStructureNinNlncRNvsbNFrontiersfinf
MolecularfBiosciencesZN2018ZNiZNeee 5.6 12

81 vnNαntegrativeNStudyNofNProteinaRNvNxondensatesNαdentifiesNScaffoldingNRNvsNandNRevealsNPlayersN
inN–ragileNXavssociatedNTremorcvtaxiaNSyndromebNCellfReportsZN2018ZNfiZNghffaghghbel 10.6 42

80 ProteinNSyndesmosNisNaNnovelNRNvabindingNproteinNthatNregulatesNprimaryNciliaNformationbNNucleicf
AcidsfResearchZN2018ZNhkZNefdklaefdmk 20.1 12

79 SvMMSONNfostersNcancerNcellNfitnessNbyNconcertedlyNenhancingNmitochondrialNandNcytosolicN
translationbNNaturefStructuralfandfMolecularfBiologyZN2018ZNfiZNedgiaedhk 17.6 57

78 SpinalNmotorNneuronNproteinNsupersaturationNpatternsNareNassociatedNwithNinclusionNbodyNformationN
inNvLSbNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaZN2017ZNeehZNzgngiazgnhg11.5 72
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77 omiXcoreoNaNwebNserverNforNpredictionNofNproteinNinteractionsNwithNlargeNRNvbNBioinformaticsZN2017ZN
ggZNgedhagedk 7.2 15

76 NeuronalNintranuclearNVhyalineWNinclusionNdiseaseNandNfragileNXaassociatedNtremorcataxiaNsyndromeoN
aNmorphologicalNandNmolecularNdilemmabNBrainZN2017ZNehdZNeie 11.2 27

75 yiscoveringNtheNgUNUTRamediatedNregulationNofNalphaasynucleinbNNucleicfAcidsfResearchZN2017ZNhiZNefmmmaefndg20.1 23

74 vNhighathroughputNapproachNtoNprofileNRNvNstructurebNNucleicfAcidsfResearchZN2017ZNhiZNegi 20.1 26

73 QuantitativeNpredictionsNofNproteinNinteractionsNwithNlongNnoncodingNRNvsbNNaturefMethodsZN2016ZN
ehZNiak 21.6 80

72 MolecularNPathophysiologyNofN–ragileNXavssociatedNTremorcvtaxiaNSyndromeNandNPerspectivesNforN
yrugNyevelopmentbNCerebellumZN2016ZNeiZNinnaked 4.3 12

71 catRvPαyNsignatureoNidentificationNofNribonucleoproteinsNandNRNvabindingNregionsbNBioinformaticsZN
2016ZNgfZNllgai 7.2 55

70 vNxomputationalNvpproachNforNtheNyiscoveryNofNProteinaRNvNNetworksbNMethodsfinfMolecularf
BiologyZN2016ZNegimZNfnagn 1.4 3

69 TheN randNxhallengeNofNxharacterizingNRibonucleoproteinNNetworksbNFrontiersfinfMolecularf
BiosciencesZN2016ZNgZNfh 5.6 11

68 NonarandomNdistributionNofNhomoarepeatsoNlinksNwithNbiologicalNfunctionsNandNhumanNdiseasesbN
ScientificfReportsZN2016ZNkZNfknhe 4.9 20

67 vNxoncentrationayependentNLiquidNPhaseNSeparationNxanNxauseNToxicityNuponNαncreasedNProteinN
zxpressionbNCellfReportsZN2016ZNekZNfffafge 10.6 122

66 vdvancesNinNtheNcharacterizationNofNRNvabindingNproteinsbNWileyfInterdisciplinaryfReviewsfRNAZN2016
ZNlZNlngamed 9.3 66

65 vLSc–TyNMutationaαnducedNPhaseNTransitionNofN–USNLiquidNyropletsNandNReversibleNHydrogelsNintoN
αrreversibleNHydrogelsNαmpairsNRNPN ranuleN–unctionbNNeuronZN2015ZNmmZNklmand 13.9 503

64 NeurodegenerationNandNxanceroNWhereNtheNyisorderNPrevailsbNScientificfReportsZN2015ZNiZNeignd 4.9 30

63 ProteinNaggregationZNstructuralNdisorderNandNRNvabindingNabilityoNaNnewNapproachNforN
physicoachemicalNandNgeneNontologyNclassificationNofNmultipleNdatasetsbNBMCfGenomicsZN2015ZNekZNedle 4.5 12

62 wyNtheNcompanyNtheyNkeepoNinteractionNnetworksNdefineNtheNbindingNabilityNofNtranscriptionNfactorsbN
NucleicfAcidsfResearchZN2015ZNhgZNeefi 20.1 10

61 TheNHidQNmutationNinducesNaNedafoldNdecreaseNinNtheNsolubilityNofN˛–asynucleinbNJournalfoffBiologicalf
ChemistryZN2015ZNfndZNfgniahdh 5.4 51

60 xonstitutiveNpatternsNofNgeneNexpressionNregulatedNbyNRNvabindingNproteinsbNGenomefBiologyZN2014
ZNeiZNReg 18.3 31

(2014-2017)
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59 vLMOSToNanNallNatomNmolecularNsimulationNtoolkitNforNproteinNstructureNdeterminationbNJournalfoff
ComputationalfChemistryZN2014ZNgiZNeedeai 3.5 28

58 yiscoveryNofNproteinaRNvNnetworksbNMolecularfBioSystemsZN2014ZNedZNekgfahf 16

57 TheNcleverSuiteNapproachNforNproteinNcharacterizationoNpredictionsNofNstructuralNpropertiesZN
solubilityZNchaperoneNrequirementsNandNRNvabindingNabilitiesbNBioinformaticsZN2014ZNgdZNekdeam 7.2 31

56 ccSOLNomicsoNaNwebserverNforNsolubilityNpredictionNofNendogenousNandNheterologousNexpressionNinN
zscherichiaNcolibNBioinformaticsZN2014ZNgdZNfnlial 7.2 48

55 SevMotzoNaNmethodNforNhighathroughputNmotifNdiscoveryNinNnucleicNacidNsequencesbNBMCfGenomicsZN
2014ZNeiZNnfi 4.5 20

54 WidespreadNaggregationNandNneurodegenerativeNdiseasesNareNassociatedNwithNsupersaturatedN
proteinsbNCellfReportsZN2013ZNiZNlmeand 10.6 182

53 PredictionsNofNproteinâ��RNvNinteractionsbNWileyfInterdisciplinaryfReviews:fComputationalfMolecularf
ScienceZN2013ZNgZNekeaeli 7.9 15

52 SequenceawasedNPredictionNofNProteinNwehaviorN2013ZNeklaemf

51 PhysicochemicalNprinciplesNofNproteinNaggregationbNProgressfinfMolecularfBiologyfandfTranslationalf
ScienceZN2013ZNeelZNigalf 4 12

50 NeurodegenerativeNdiseasesoNquantitativeNpredictionsNofNproteinaRNvNinteractionsbNRnaZN2013ZNenZNefnahd5.8 50

49 XainactivationoNquantitativeNpredictionsNofNproteinNinteractionsNinNtheNXistNnetworkbNNucleicfAcidsf
ResearchZN2013ZNheZNege 20.1 33

48 PrinciplesNofNselfaorganizationNinNbiologicalNpathwaysoNaNhypothesisNonNtheNautogenousNassociationN
ofNalphaasynucleinbNNucleicfAcidsfResearchZN2013ZNheZNnnmlanm 20.1 32

47 catRvPαyNomicsoNaNwebNserverNforNlargeascaleNpredictionNofNproteinaRNvNinteractionsbNBioinformaticsZN
2013ZNfnZNfnfmagd 7.2 173

46 zxpressionNinNdrosophilaNofNtandemNamyloidN˛†NpeptidesNprovidesNinsightsNintoNlinksNbetweenN
aggregationNandNneurotoxicitybNJournalfoffBiologicalfChemistryZN2012ZNfmlZNfdlhmaih 5.4 34

45 vNrationallyNdesignedNsixaresidueNswapNgeneratesNcomparabilityNinNtheNaggregationNbehaviorNofN
˛–asynucleinNandN˛†asynucleinbNBiochemistryZN2012ZNieZNmlleam 3.2 20

44 SequenceabasedNpredictionNofNproteinNsolubilitybNJournalfoffMolecularfBiologyZN2012ZNhfeZNfglahe 6.5 71

43 NeurodegenerationNasNanNRNvNdisorderbNProgressfinfNeurobiologyZN2012ZNnnZNfngagei 10.9 44

42 xharacterizationNofNnovelNpaternalNncRNvsNatNtheNPlagleNlocusZNincludingNHymaiZNpredictedNtoN
interactNwithNregulatorsNofNactiveNchromatinbNPLoSfONEZN2012ZNlZNegmndl 3.7 21
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41 ynaπNfunctionsNasNaNcentralNhubNinNtheNzbNcoliNchaperoneNnetworkbNCellfReportsZN2012ZNeZNfieakh 10.6 233

40 vLSNmutationsNinN–USNcauseNneuronalNdysfunctionNandNdeathNinNxaenorhabditisNelegansNbyNaN
dominantNgainaofafunctionNmechanismbNHumanfMolecularfGeneticsZN2012ZNfeZNean 5.6 121

39 MetastabilityNofNnativeNproteinsNandNtheNphenomenonNofNamyloidNformationbNJournalfoffthef
AmericanfChemicalfSocietyZN2011ZNeggZNehekdag 16.4 305

38 vmyloidalikeNaggregatesNsequesterNnumerousNmetastableNproteinsNwithNessentialNcellularNfunctionsbN
CellZN2011ZNehhZNklalm 56.2 520

37 zffectsNofNtheNknownNpathogenicNmutationsNonNtheNaggregationNpathwayNofNtheNamyloidogenicN
peptideNofNapolipoproteinNvaαbNJournalfoffMolecularfBiologyZN2011ZNhdlZNhkialk 6.5 42

36 PredictingNproteinNassociationsNwithNlongNnoncodingNRNvsbNNaturefMethodsZN2011ZNmZNhhhai 21.6 235

35 yisulfideNbondsNreduceNtheNtoxicityNofNtheNamyloidNfibrilsNformedNbyNanNextracellularNproteinbN
AngewandtefChemiefufInternationalfEditionZN2011ZNidZNldhmaie 16.4 48

34 αnteractionsNinNtheNnativeNstateNofNmonellinZNwhichNplayNaNprotectiveNroleNagainstNaggregationbN
MolecularfBioSystemsZN2011ZNlZNifeagf 11

33 yetectionNofNearlyNlocomotorNabnormalitiesNinNaNyrosophilaNmodelNofNvlzheimerUsNdiseasebNJournalfoff
NeurosciencefMethodsZN2011ZNenlZNemkan 3 29

32 αntrinsicNdeterminantsNofNneurotoxicNaggregateNformationNbyNtheNamyloidNbetaNpeptidebNBiophysicalf
JournalZN2010ZNnmZNekllamh 2.9 44

31 PhysicochemicalNdeterminantsNofNchaperoneNrequirementsbNJournalfoffMolecularfBiologyZN2010ZNhddZNilnamm6.5 39

30 ProteomealevelNinterplayNbetweenNfoldingNandNaggregationNpropensitiesNofNproteinsbNJournalfoff
MolecularfBiologyZN2010ZNhdfZNnenafm 6.5 45

29 TranslationallyNoptimalNcodonsNassociateNwithNaggregationaproneNsitesNinNproteinsbNProteomicsZN2010
ZNedZNhekgale 4.8 36

28
PhysicochemicalNprinciplesNthatNregulateNtheNcompetitionNbetweenNfunctionalNandNdysfunctionalN
associationNofNproteinsbNProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaZN2009ZNedkZNedeinakh

11.5 125

27 PositionadependentNelectrostaticNprotectionNagainstNproteinNaggregationbNChemBioChemZN2009ZNedZNegdnaef3.8 43

26 MutationalNanalysisNofNtheNaggregationaproneNandNdisaggregationaproneNregionsNofN
acylphosphatasebNJournalfoffMolecularfBiologyZN2009ZNgmlZNnkialh 6.5 8

25 xompetitionNbetweenNfoldingZNnativeastateNdimerisationNandNamyloidNaggregationNinN
betaalactoglobulinbNJournalfoffMolecularfBiologyZN2009ZNgmkZNmlmand 6.5 65

24 vNrelationshipNbetweenNmRNvNexpressionNlevelsNandNproteinNsolubilityNinNzbNcolibNJournalfoff
MolecularfBiologyZN2009ZNgmmZNgmean 6.5 49

(2009-2012)
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23 xompetitionNbetweenNintramolecularNandNintermolecularNinteractionsNinNanNamyloidaformingN
proteinbNJournalfoffMolecularfBiologyZN2009ZNgmnZNllkamk 6.5 62

22 xorrelationNbetweenNmRNvNexpressionNlevelsNandNproteinNaggregationNpropensitiesNinNsubcellularN
localisationsbNMolecularfBioSystemsZN2009ZNiZNemlgak 49

21 vmyloidNformationNbyNtheNproainflammatoryNSeddvmcvnNproteinsNinNtheNageingNprostatebNPLoSfONEZN
2009ZNhZNeiikf 3.7 83

20 PredictionNofNaggregationaproneNregionsNinNstructuredNproteinsbNJournalfoffMolecularfBiologyZN2008ZN
gmdZNhfiagk 6.5 377

19 TowardsNquantitativeNpredictionsNinNcellNbiologyNusingNchemicalNpropertiesNofNproteinsbNMolecularf
BioSystemsZN2008ZNhZNeeldai 14

18 MolecularNdeterminantsNofNtheNaggregationNbehaviorNofNalphaaNandNbetaasynucleinbNProteinfScienceZN
2008ZNelZNmmlanm 6.3 84

17 TheNZyggregatorNmethodNforNpredictingNproteinNaggregationNpropensitiesbNChemicalfSocietyfReviews
ZN2008ZNglZNegniahde 58.5 258

16 TheNdistributionNofNresiduesNinNaNpolypeptideNsequenceNisNaNdeterminantNofNaggregationNoptimizedN
byNevolutionbNBiophysicalfJournalZN2007ZNngZNhgmfane 2.9 50

15
xomputationalNanalysisNofNtheNSbNcerevisiaeNproteomeNrevealsNtheNfunctionNandNcellularNlocalizationN
ofNtheNleastNandNmostNamyloidogenicNproteinsbNProteins:fStructuretfFunctionfandfBioinformaticsZN2007ZN
kmZNflgam

4.2 20

14 PredictionNofNlocalNstructuralNstabilitiesNofNproteinsNfromNtheirNaminoNacidNsequencesbNStructureZN
2007ZNeiZNegnahg 5.2 49

13 LifeNonNtheNedgeoNaNlinkNbetweenNgeneNexpressionNlevelsNandNaggregationNratesNofNhumanNproteinsbN
TrendsfinfBiochemicalfSciencesZN2007ZNgfZNfdhak 10.3 215

12 SimilaritiesNinNtheNthermodynamicsNandNkineticsNofNaggregationNofNdiseasearelatedNvbetaVeahdWN
peptidesbNProteinfScienceZN2007ZNekZNefehaff 6.3 49

11 SystematicNinNvivoNanalysisNofNtheNintrinsicNdeterminantsNofNamyloidNwetaNpathogenicitybNPLoSf
BiologyZN2007ZNiZNefnd 9.7 152

10 xharacterisationNofNamyloidNfibrilNformationNbyNsmallNheatashockNchaperoneNproteinsNhumanN
alphavaZNalphawaNandNRefd NalphawacrystallinsbNJournalfoffMolecularfBiologyZN2007ZNglfZNhldamh 6.5 85

9 OrganismNcomplexityNantiacorrelatesNwithNproteomicNbetaaaggregationNpropensitybNProteinfScienceZN
2005ZNehZNflgiahd 6.3 34

8 PredictionNofNaggregationNrateNandNaggregationaproneNsegmentsNinNpolypeptideNsequencesbNProteinf
ScienceZN2005ZNehZNflfgagh 6.3 181

7 TheNroleNofNaromaticityZNexposedNsurfaceZNandNdipoleNmomentNinNdeterminingNproteinNaggregationN
ratesbNProteinfScienceZN2004ZNegZNengnahe 6.3 145

6 vnNintegrativeNstudyNonNribonucleoproteinNcondensatesNidentifiesNscaffoldingNRNvsNandNrevealsNaN
newNplayerNinN–ragileNXaassociatedNTremorcvtaxiaNSyndrome 1
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5 RNvawindingNandNPrionNyomainsoNTheNYinNandNYangNofNPhaseNSeparation 1

4 StructuralNanalysisNofNSvRSaxoVafNgenomeNandNpredictionsNofNtheNhumanNinteractome 9

3 recaYfHNmatrixNscreeningNrevealsNaNvastNpotentialNforNdirectNproteinaproteinNinteractionsNamongN
RNvNbindingNproteins 1

2 XistNαncRNvNformsNsilencingNgranulesNthatNinduceNheterochromatinNformationNandNrepressiveN
complexesNrecruitmentNbyNphaseNseparation 2

1 TheNmutationalNlandscapeNofNaNprionalikeNdomain 1
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