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Circulating mRNA signature as a marRer for high-risk prostate cancer. Carcinogenesis, 2020, 41, 139-145.

CD44 Promotes PD-L1 Expression and Its Tumor-Intrinsic Function in Breast and Lung Cancers. Cancer 0.9 88
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E-Cadherin Downregulation is Mediated by Promoter Methylation in Canine Prostate Cancer.
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Deregulation of E-cadherin, i2-catenin, APC and Caveolin-1 expression occurs in canine prostate cancer
and metastatic processes. Research in Veterinary Science, 2018, 118, 254-261.

Loss of DNA methylation is related to increased expression of miR-21 and miR-146b in papillary thyroid
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cancer. PLoS ONE, 2017, 12, e0184094. :
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