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14 FreeSenergySmappingSofSclassSISMHCSmoleculesSandSstructuralSdeterminationSofSboundSpeptidesjS
ProteinoSciencehS1996hSqhSmnsnitm 6.3 43

13 EffectSofSconformationalSflexibilitySandSsolvationSonSreceptoriligandSbindingSfreeSenergiesjS
BiochemistryhS1994hSoohSmoussitt 3.2 149

12 ReflectionsSonSMathematicalSContributionsStoSUnderstandingStheSMolecularSBasisSofSLifevSFromS
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9 TowardScomputationalSdeterminationSofSpeptideireceptorSstructurejSProteinoSciencehS1993hSnhSmtnsipo 6.3 28
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7 IdentificationSofSTicellSepitopesSandSuseSinSconstructionSofSsyntheticSvaccinesjSMethodsoino
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