13

papers

14

all docs

687363

4,480 13
citations h-index
14 14
docs citations times ranked

1125743
13

g-index

9876

citing authors



10

12

m

ARTICLE IF CITATIONS

Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283.

Common variants associated with plasma triglycerides and risk for coronary artery disease. Nature 914 754
Genetics, 2013, 45, 1345-1352. )

Genome-wide mapping of human loci for essential hypertension. Lancet, The, 2003, 361, 2118-2123.

Meta-analysis identifies common and rare variants influencing blood pressure and overlapping with 914 293
metabolic trait loci. Nature Genetics, 2016, 48, 1162-1170. )

Genome-wide scan identifies CDH13 as a novel susceptibility locus contributing to blood pressure
determination in two European populations. Human Molecular Genetics, 2009, 18, 2288-2296.

Targeting 160 Candidate Genes for Blood Pressure Regulation with a Genome-Wide Genotyping Array. 05 o8
PLoS ONE, 2009, 4, e6034. ’

Comparative analysis of genome-wide association studies signals for lipids, diabetes, and coronary
heart disease: Cardiovascular Biomarker Genetics Collaboration. European Heart Journal, 2012, 33,
393-407.

Haplotypes of the WNK1 %\ene associate with blood pressure variation in a severely hypertensive
population from the British Genetics of Hypertension study. Human Molecular Genetics, 2005, 14, 2.9 91
1805-1814.

Two-dimensional genome-scan identifies novel epistatic loci for essential hypertension. Human
Molecular Genetics, 2006, 15, 1365-1374.

Common Polymorphisms in the CYP11B1 and CYP11B2 Genes: Evidence for a Digenic Influence on 97 35
Hypertension. Hypertension, 2013, 61, 232-239. ’

Chromosome 2p Shows Significant Linkage to Antihypertensive Response in the British Genetics of
Hypertension Study. Hypertension, 2006, 47, 603-608.

Rare coding variants in 35 genes associate with circulating lipid levelsa€”A multi-ancestry analysis of 6.2 04
170,000 exomes. American Journal of Human Genetics, 2022, 109, 81-96. :

Genetic association analysis of inositol polyphosphate phosphatase-like 1 (INPPL1, SHIP2) variants with

essential hypertension. Journal of Medical Genetics, 2007, 44, 603-605.




