8

papers

8

all docs

1478505

501 6
citations h-index
8 8
docs citations times ranked

1588992

g-index

1122

citing authors



ARTICLE IF CITATIONS

sRNAbench and sRNAtoolbox 2019: intuitive fast small RNA profiling and differential expression.
Nucleic Acids Research, 2019, 47, W530-W535.

sRNAtoolboxVM: Small RNA Analysis in a Virtual Machine. Methods in Molecular Biology, 2017, 1580,
149-174. 09 2

HGVA: the Human Genome Variation Archive. Nucleic Acids Research, 2017, 45, W189-W194.

Generation of different sizes and classes of small RNAs in barley is locus, chromosome and/or 0.8 ;
cultivar-dependent. BMC Genomics, 2016, 17, 735. ’

267 Spanish Exomes Reveal Population-Specific Differences in Disease-Related Genetic Variation.
Molecular Biology and Evolution, 2016, 33, 1205-1218.

sRNAtoolbox: an integrated collection of small RNA research tools. Nucleic Acids Research, 2015, 43, 145 238
W467-W473. :

DNA clustering and genome complexity. Computational Biology and Chemistry, 2014, 53, 71-78.

Clustering of DNA words and biological function: A proof of principle. Journal of Theoretical 17 29
Biology, 2012, 297, 127-136. :



