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Developing a Yeast Platform Strain for an Enhanced Taxadiene Biosynthesis by CRISPR/Cas9.
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A Highly Characterized Synthetic Landing Pad System for Precise Multicopy Gene Integration in Yeast.
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Determinants of selection in yeast evolved by genome shuffling. Biotechnology for Biofuels, 2018, 11, 6.2 °
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An Engineered Arol Protein Degradation Approach for Increased <i>cis,cis</i> -Muconic Acid
Biosynthesis in Saccharomyces cerevisiae. Applied and Environmental Microbiology, 2018, 84, .

Pyrenoid functions revealed by proteomics in Chlamydomonas reinhardtii. PLoS ONE, 2018, 13, e0185039. 2.5 59

Seamless site-directed mutagenesis of the Saccharomyces cerevisiae genome using CRISPR-Cas9.

Journal of Biological Engineering, 2016, 10, 6.

Reconstituting Plant Secondary Metabolism in Saccharomyces cerevisiae for Production of

High-Value Benzylisoquinoline Alkaloids. Methods in Enzymology, 2016, 575, 195-224. 1o o
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Mining Enzyme Diversity of Transcriptome Libraries through DNA Synthesis for Benzylisoquinoline

Alkaloid Pathway Optimization in Yeast. ACS Synthetic Biology, 2016, 5, 1505-1518.

Directed evolution of a fungal 12-glucosidase in Saccharomyces cerevisiae. Biotechnology for Biofuels,
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Microbial Factories for the Production of Benzylisoquinoline Alkaloids. Trends in Biotechnology,
2016, 34, 228-241.

Engineering of a Nepetalactol-Producing Platform Strain of <i>Saccharomyces cerevisiae</i> for the 2.8 45
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Dynamics of Physicochemical Variables and Cultivable Bacteria in Vermicompost During Steady Food
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Metabolic engineering of a tyrosine-overproducing yeast platform using targeted metabolomics. 4.0 o8
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Saccharomyces cerevisiae Genome Shuffling through Recursive Population Mating Leads to Improved
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