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analysis. Journal of Cell Science, 2020, 133, .
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DBS is activated by EPHB2/SRC signaling-mediated tyrosine phosphorylation in HEK293 cells. Molecular
and Cellular Biochemistry, 2019, 459, 83-93.

The interaction between PLEKHG2 and ABL1 suppresses cell growth via the NF-B signaling pathway in
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Specific activation of PLEKHG2-induced serum response element-dependent gene transcription by
four-and-a-half LIM domains (FHL) 1, but not FHL2 or FHL3. Small GTPases, 2019, 10, 361-366.

Heterotrimeric G protein Gi+s subunit attenuates PLEKHG2, a Rho family-specific guanine nucleotide
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A Genetically Encoded Probe for Live-Cell Imaging of H4K20 Monomethylation. Journal of Molecular
Biology, 2016, 428, 3885-3902.

KAT7/HBO1/MYST2 Regulates CENP-A Chromatin Assembly by Antagonizing Suv39h1-Mediated Centromere

Inactivation. Developmental Cell, 2016, 37, 413-427. 7.0 8
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PLEKHG2/[FLJ0O0018, a Rho family-specific guanine nucleotide exchange factor, is tyrosine
phosphorylated via the EphB2/cSrc signaling pathway. Cellular Signalling, 2014, 26, 691-696.

Threonine 680 Phosphorylation of FLJOOO18/PLEKHG2, a Rho Family-specific Guanine Nucleotide
Exchange Factor, by Epidermal Growth Factor Receptor Signaling Regulates Cell Morphology of 3.4 11
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Identification of a Rho family specific guanine nucleotide exchange factor, FLJO0O018, as a novel
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Galectin-1 and Galectin-3 Mediate Protocadherin-24-Dependent Membrane Localization of 12-catenin in 20 97
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Mastermind-like 1 (MamL1) and mastermind-like 3 (MamL3) are essential for Notch signaling in vivo.
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KAP1-independent transcriptional repression of SCAN-KRAB-containing zinc finger proteins.
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Kazusa mammalian cDNA resources: towards functional characterization of KIAA gene products.
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Preparation of a Set of Expression-Ready Clones of Mammalian Long cDNAs Encoding Large Proteins by
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unravel the cellular function of mKIAA proteins. Gene, 2005, 360, 35-44.
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The Kazusa cDNA project for identification of unknown human transcripts. Comptes Rendus -

Biologies, 2003, 326, 959-966.

Prediction of the Coding Sequences of Mouse Homologues of KIAA Gene: Il. The Complete Nucleotide
Sequences of 400 Mouse KIAA-homologous cDNAs Identified by Screening of Terminal Sequences of 3.4 43
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Trans-regulation of myogenin promoter/enhancer activity by c-ski during skeletal-muscle
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