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h Paper IF Citations

899 TaxonomyTHphylogenyTHmolecularHdatingHandHancestralHstateHreconstructionHofHXylariomycetidaeH
P ordariomycetesQVHFungalcDiversityTH2022THYYZTHY 17.6 2

898 yorphoUmolecularHcharacterizationHofHnrunneofissuraceaeHfamVHnovVTHoirsosiaHmangiferaeHspVHnovVTH
andHmsterinaHneomangiferaeHnomVHnovVHMycologicalcProgressTH2022THZYTHZceUZea 1.9

897  ynopsisHofHxeptosphaeriaceaeHandHuntroductionHofHThreeHzewHTaxaHandH‘neHzewH—ecordHfromH
ohinaVHJournalcofcFungickBaselocSwitzerlandlTH2022THdTH]Yb 5.6 0

896 ’eziculaHendophyticaHspVHnovVTHendophyticHinHpendrobiumHinHThailandVHMycotaxonTH2021THY[bTHab[Uacc 0.5 0

895 xembosiaHmimusopisHspVHnovVHfromHThailandVHMycotaxonTH2021THY[bTHb[aUb]] 0.5

894 TwoHnovelHspeciesHandHtwoHnewHrecordsHofHfromHfreshwaterHhabitatsHinHohinaHandHThailandVH
MycoKeysTH2021THd]THceUYXY 2.4 2

893 TaxonomicHstudiesHofHsomeHoftenHoverUlookedHpiaporthomycetidaeHandH ordariomycetidaeVHFungalc
DiversityTH2021THYYYTH]][ 17.6 1

892 TheHslobalH oilHyycobiomeHconsortiumHdatasetHforHboostingHfungalHdiversityHresearchVHFungalc
DiversityTH2021THYYYTHac[ 17.6 10

891 piscoveryHofHThreeHzovelHoytosporaH peciesHinHThailandHandHTheirHmntagonisticH’otentialVHDiversityTH
2021THY[TH]dd 2.5 1

890 yorphologyHandH’hylogenyH—evealHfamVHnovVHPTHQHwithHTwoHzovelH peciesVHJournalcofcFungickBaseloc
SwitzerlandlTH2021THcTH 5.6 1

889 niphasicHtaxonomicHapproachesHforHgenericHrelatednessHandHphylogeneticHrelationshipsHofH
TeichosporaceaeVHFungalcDiversityTH2021THYYXTHYeeUZ]Y 17.6 0

888 httpsfWWbotryosphaerialesVorgWTHanHonlineHplatformHforHupUtoUdateHclassificationHandHaccountHofHtaxaH
ofHnotryosphaerialesVHDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationTH2021THZXZYTH 5 4

887 zovelHspeciesHPyucoromycetesTHyucoraceaeQHfromHnorthernHThailandVHMycoKeysTH2021THd]THacUcd 2.4 1

886 genVHetHspVHnovVHandHspVHnovVHPpiatrypaceaeQHfromHohinaVHBiodiversitycDatacJournalTH2021THeTHeb[db] 1.8 3

885 unvestigatingHspeciesHboundariesHinHoolletotrichumVHFungalcDiversityTH2021THYXcTHYXcUYZc 17.6 25

884 olimateUrungalH’athogenHyodelingH’redictsHxossHofHpHtoH‘neUThirdHofHTeaHsrowingHmreasVH
FrontierscincCellularcandcInfectioncMicrobiologyTH2021THYYTHbYXabc 5.9 2

883 yorphologicalHandHphylogeneticHresolutionHofHmrthriniumHfromHmedicinalHplantsHinHYunnanTH
includingHmVHcordylinesHandHmVHpseudomariiHsppVHnovVVHMycotaxonTH2021THY[bTHYd[UYee 0.5 2
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882 rungalHtaxonomyHandHsequenceUbasedHnomenclatureVHNaturecMicrobiologyTH2021THbTHa]XUa]d 26.6 32

881 yucoraleanHrungiHinHThailandfHzovelH peciesHofHmbsidiaHfromHTropicalHrorestH oilVHCryptogamieoc
MycologieTH2021TH]ZTH 1.4 3

880 yultigeneH’hylogenyH—evealsHgenVHetHspVHnovVHandHramilialH—eplacementHofHPXylarialesTH
 ordariomycetesTHmscomycotaQVHLifeTH2021THYYTH 3 3

879 towHtoHpublishHaHnewHfungalHspeciesTHorHnameTHversionH[VXVHIMAcFungusTH2021THYZTHYY 6.8 26

878 untroducingHaHnewHpleosporaleanHfamilyH ublophiostomataceaeHfamVHnovVHtoHaccommodateH
 ublophiostomaHgenVHnovVHScientificcReportsTH2021THYYTHe]eb 4.9 4

877
TaxonomicHandHphylogeneticHcontributionsHtoHoeltisHformosanaTHricusHampelasTHrVHsepticaTH
yacarangaHtanariusHandHyorusHaustralisHleafHlitterHinhabitingHmicrofungiVHFungalcDiversityTH2021TH
YXdTHYUZYa

17.6 6

876 yacrofungiHasHaHzutraceuticalH ourcefH’romisingHnioactiveHoompoundsHandHyarketHëalueVHJournalc
ofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 11

875 ’hylogeneticHassessmentHandHtaxonomicHrevisionHofHtalobyssotheciumHandHxentitheciumH
PxentitheciaceaeTH’leosporalesQVHMycologicalcProgressTH2021THZXTHcXYUcZX 1.9 2

874 TheH’lantHramilyHmsteraceaeHusHaHoacheHforHzovelHrungalHpiversityfHzovelH peciesHandHseneraHWithH
—emarkableHmscosporesHinHxeptosphaeriaceaeVHFrontierscincMicrobiologyTH2021THYZTHbbXZbY 5.7 1

873 romitiporiaHpunicataHandH’haeoacremoniumHminimumHassociatedHwithHqscaHcomplexHofHgrapevineH
inHohinaVHPhytopathologycResearchTH2021TH[TH 4.1 2

872 ’hlebopusHPnoletalesTHnoletinellaceaeQTHaHpeculiarHboleteHgenusHwithHwidelyHconsumedHedibleH
speciesHandHpotentialHforHeconomicHdevelopmentHinHtropicalHcountriesVHFoodcBioscienceTH2021TH]YTHYXXebZ4.9 2

871 piversityHandHrunctionHofHmppressoriaVHPathogensTH2021THYXTH 4.5 4

870 WhereHareHtheHbasalHfungikHourrentHstatusHonHdiversityTHecologyTHevolutionTHandHtaxonomyVHBiologiac
kPolandlTH2021THcbTH]ZYU]]X 1.5 3

869 TaxonomyTHpiversityHandHoultivationHofHtheH‘udemansielloidWXeruloidHTaxaHandHwithH—espectHtoH
TheirHnioactivitiesfHmH—eviewVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 3

868 mdditionsHtoHutalianH’leosporinaeTHincludingHspVHnovVHBiodiversitycDatacJournalTH2021THeTHeaeb]d 1.8 1

867 untegratingHpifferentHxinesHofHqvidenceHtoHqstablishHaHzovelHmscomyceteHsenusHandHramilyHPTHQHinVH
JournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 7

866  tructureHandHpevelopmentHofHmscomataH2021THZaaUZbZ

865 yushroomHcultivationHforHsoilHamendmentHandHbioremediationVHCircularcAgriculturalcSystemsTH2021TH
YTHYUY] 3

(2021-2021)

3



864 ‘utlineHofHmscomycotaH2021THZ]bUZa] 0

863 mcrocordiellaHyunnanensisHspVHnovVHP—equienellaceaeTHXylarialesQHfromHYunnanTHohinaVHPhytotaxaTH
2021TH]dcTHYX[UYY[ 0.7 2

862 TheHqvolutionHofHxifeHyodesHinH tictidaceaeTHwithHThreeHzovelHTaxaVHJournalcofcFungickBaseloc
SwitzerlandlTH2021THcTH 5.6 5

861 qvolutionHofHfreshwaterHpiaporthomycetidaeHP ordariomycetesQHprovidesHevidenceHforHfiveHnewH
ordersHandHsixHnewHfamiliesVHFungalcDiversityTH2021THYXcTHcYUYXa 17.6 11

860 riveHzovelHrreshwaterHmscomycetesHundicateHtighHndiscoveredHpiversityHinHxoticHtabitatsHinH
ThailandVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 10

859 —eviewingHtheHworldOsHedibleHmushroomHspeciesfHmHnewHevidenceUbasedHclassificationHsystemVH
ComprehensivecReviewscincFoodcSciencecandcFoodcSafetyTH2021THZXTHYedZUZXY] 16.4 34

858 oatecholUnearingH’olyketideHperivativesHfromVHJournalcofcNaturalcProductsTH2021THd]THZXa[UZXad 4.9 2

857 umportanceHofHyolecularHpataHtoHudentifyHrungalH’lantH’athogensHandHsuidelinesHforH’athogenicityH
TestingHnasedHonHwochOsH’ostulatesVHPathogensTH2021THYXTH 4.5 4

856 pefiningHaHspeciesHinHfungalHplantHpathologyfHbeyondHtheHspeciesHlevelVHFungalcDiversityTH2021THYXeTHZbc 17.6 3

855 riveHzovelHTaxaHfromHrreshwaterHtabitatsHandHzewHTaxonomicHunsightsHofH’leurothecialesHandH
 avoryellomycetidaeVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 2

854 zovelHsaprobicHspeciesHPtermatomycetaceaeTH’leosporalesQHfromHohinaHPYunnanH’rovinceQHandH
ThailandVHMycoKeysTH2021THdZTHacUce 2.4 2

853 rungalHniodiversityHinH altHyarshHqcosystemsVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 4

852 WhatHareHfungalHspeciesHandHhowHtoHdelineateHthemkVHFungalcDiversityTH2021THYXeTHY 17.6 15

851 untegrativeHapproachesHforHspeciesHdelimitationHinHmscomycotaVHFungalcDiversityTH2021THYXeTHYaa 17.6 10

850 niodiversityHofHxignicolousHrreshwaterHtyphomycetesHfromHohinaHandHThailandHandHpescriptionHofH
 ixteenH peciesVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 3

849 rungalH’athogensHinHsrasslandsVHFrontierscincCellularcandcInfectioncMicrobiologyTH2021THYYTHbeaXdc 5.9 2

848 yorphologicalHandHphylogeneticHappraisalHofH‘phiocerasHP‘phioceraceaeTHyagnaporthalesQVHPLoSc
ONETH2021THYbTHeXZa[da[ 3.7 0

847 WhatHisHaHspeciesHinHfungalHplantHpathogenskVHFungalcDiversityTH2021THYXeTHZ[e 17.6 8
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846 mquatisphaeriaHthailandicaHgenVHetHspVHnovVHPTetraplosphaeriaceaeTH’leosporalesQHfromHfreshwaterH
habitatHinHThailandVHPhytotaxaTH2021THaY[THYYdUYZd 0.7 2

845 unsightHintoHtheH ystematicsHofHzovelHqntomopathogenicHrungiHmssociatedHwithHmrmoredH caleH
unsectTHPtemipterafHpiaspididaeQHinHohinaVHJournalcofcFungickBaselocSwitzerlandlTH2021THcTH 5.6 1

844 mHTaxonomicHmppraisalHofHnambusicolousHrungiHinH‘ccultibambusaceaeHP’leosporalesTH
pothideomycetesQHwithHzewHoollectionsHfromHYunnanH’rovinceTHohinaVHLifeTH2021THYYTH 3 2

843 pelimitingHspeciesHinHnasidiomycotafHaHreviewVHFungalcDiversityTH2021THYXeTHYdY 17.6 2

842 qarlyUdivergingHfungalHphylafHtaxonomyTHspeciesHconceptTHecologyTHdistributionTHanthropogenicH
impactTHandHnovelHphylogeneticHproposalsVHFungalcDiversityTH2021THYXeTHYU]X 17.6 5

841 yacrofungiHasHroodH2021TH]XaU]Yc 1

840 rungalHdiversityHnotesHY[dcUYaYYfHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandHspeciesH
ofHfungalHtaxaVVHFungalcDiversityTH2021THYYYTHYU[[a 17.6 17

839 —oussoellaHguttulataHP—oussoellaceaeTH’leosporalesQTHaHnovelHbambusicolousHascomyceteHfromH
ThailandVHPhytotaxaTH2020TH]cYTHZZYUZ[[ 0.7 2

838 TheHsenusHfromH outhwesternHohinaHandHzorthernHThailandVHMycobiologyTH2020TH]dTH]b]U]ca 1.7

837 xepiotaHcondylosporaTHaHnewHspeciesHwithHnoduloseHsporesHinHsectionHxilaceaeHfromHnorthernH
ThailandVHPhytotaxaTH2020TH]aaTHbYUbe 0.7 1

836 yolecularH’hylogenyHandHyorphologyHofHPiHQHPmmphisphaeriaceaeQVHJournalcofcFungickBaseloc
SwitzerlandlTH2020THbTH 5.6 3

835 TwoHnewHspeciesHofHTermitomycesHPmgaricalesTHxyophyllaceaeQHfromHohinaHandHThailandVHPhytotaxaTH
2020TH][eTHZ[YUZ]Z 0.7 1

834 nravellingHevolutionaryHrelationshipsHbetweenHepifoliarHyeliolaceaeHandHangiospermsVHJournalcofc
SystematicscandcEvolutionTH2020TH 2.9 6

833 yorphoUmolecularHcharacterizationHofHtwoHnovelHamphisphaeriaceousHspeciesHfromHYunnanTHohinaVH
PhytotaxaTH2020TH]]bTHY]]UYad 0.7 2

832 rirstHsexualHmorphHrecordHofH arcopodiumHvanillaeVHMycotaxonTH2020THY[]THcXcUcYc 0.5 0

831 ’atellariopsidaceaeHramVHzovVHWithH exualUmsexualHoonnectionHandHaHzewHtostH—ecordHforH
PëibrisseaceaeTHmscomycotaQVHFrontierscincMicrobiologyTH2020THYYTHeXb 5.7 1

830 rungalHdiversityHnotesHYYaYâ��YZcbfHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandH
speciesHofHfungalHtaxaVHFungalcDiversityTH2020THYXXTHaUZcc 17.6 62

829 qlucidationHofHtheHlifeHcycleHofHtheHendophyticHgenusHyuscodorHandHitsHtransferHtoHunduratiaHinH
unduratiaceaeHfamVHnovVTHbasedHonHaHpolyphasicHtaxonomicHapproachVHFungalcDiversityTH2020THYXYTHYccUZYX17.6 18
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828 TaxonomyHandHphylogenyHofHhyalineUsporedHcoelomycetesVHFungalcDiversityTH2020THYXXTHZceUdXY 17.6 30

827 mlphaUslucosidaseUHandHxipaseUunhibitoryH’henalenonesHfromHaHzewH peciesHofH‘riginatingHfromH
ThailandVHMoleculesTH2020THZaTH 4.8 8

826 nimuriaHomanensisHspVHnovVHPpidymosphaeriaceaeTH’leosporalesQHfromH‘manVHPhytotaxaTH2020TH]]eTHecUYXd0.7 2

825 senomeHWideHudentificationHofHtheHyx‘HseneHramilyHmssociatedHwithH’owderyHyildewH—esistanceH
inH—ubberHTreesHPteveaHbrasiliensisQVHTropicalcPlantcBiologyTH2020THY[TH[[YU[]Z 1.6 1

824 —ibosomalHandH’roteinHseneH’hylogenyH—evealsHzovelH aprobicHrungalH peciesHrromHandVHFrontiersc
incMicrobiologyTH2020THYYTHY[X[ 5.7 4

823 yicrofungiHassociatedHwithHolematisHP—anunculaceaeQHwithHanHintegratedHapproachHtoHdelimitingH
speciesHboundariesVHFungalcDiversityTH2020THYXZTHYUZX[ 17.6 37

822 XepiculaHyifeiiHspVHnovVHcausedHaHleafHblightHofHxasiaHspinosaHPmraceaeQHinH outhHohinaHkarstVHEuropeanc
JournalcofcPlantcPathologyTH2020THYadTHYZYUY[] 2.1 2

821 qvolutionHofHnonUlichenizedTHsaprotrophicHspeciesHofHmrthoniaHPmscomycotaTHmrthonialesQHandH
resurrectionHofHzaeviaTHwithHnotesHonHyycoporumVHFungalcDiversityTH2020THYXZTHZXaUZZ] 17.6 7

820 zigrosporaH peciesHmssociatedHwithHëariousHtostsHfromH handongH’eninsulaTHohinaVHMycobiologyTH
2020TH]dTHYbeUYd[ 1.7 6

819 oontributionsHtoHspeciesHofHXylarialesHinHohinaU[VHoollodisculaHtubulosaHPXylariaceaeQVHPhytotaxaTH
2020TH]ZdTHYZZUY[X 0.7 2

818 ’olyketideUperivedH econdaryHyetabolitesHfromHaHpothideomycetesHrungusTHVHetHVHVTH
PyuyocopronalesQHwithHmntimicrobialHandHoytotoxicHmctivitiesVHBiomoleculesTH2020THYXTH 5.9 5

817 TaxonomicHandHphylogeneticHcontributionsHtoHfungiHassociatedHwithHtheHinvasiveHweedH
ohromolaenaHodorataHP iamHweedQVHFungalcDiversityTH2020THYXYTHYUYca 17.6 31

816 turdlesHinHfungalHtaxonomyfHqffectivenessHofHrecentHmethodsHinHdiscriminatingHtaxaVHMegataxaTH
2020THYTH 3.8 7

815 TaxonomyHandHphylogenyHofHxeptosilliaHcordylineaHspVHnovVHfromHohinaVHPhytotaxaTH2020TH][aTHZY[UZZb 0.7 2

814 xonicericolaHfuyuanensisHP’arabambusicolaceaeQHaHnewHterrestrialHpleosporaleanHascomyceteHfromH
YunnanH’rovinceTHohinaVHPhytotaxaTH2020TH]]bTHYX[UYY[ 0.7 3

813 WicklowiaHphuketensisHPWicklowiaceaeTH’leosporalesQTHaHnovelHfreshwaterHtaxonHfromHThailandVH
PhytotaxaTH2020TH]aZTHaaUb] 0.7 4

812 pomesticationHofHsanodermaHleucocontextumTHsVHresinaceumTHandHsVHgibbosumHoollectedHfromH
YunnanH’rovinceTHohinaVHBiosciencesocBiotechnologycResearchcAsiaTH2020THYcTHXcUZb 0.5 1

811 mdditionsHtoH’haeosphaeriaceaeHP’leosporalesQfHgenVHnovVTHspVHnovVTHspVHnovVHandHaHnewHhostHrecordH
ofHfromHyusaceaeVHMycoKeysTH2020THcXTHaeUdd 2.4 2
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810 spVHnovVHPtypocrealesfHtypocreaceaeQHonHspVHfromHYunnanTH’—HohinaVHBiodiversitycDatacJournalTH2020TH
dTHea[]eX 1.8 4

809 TheHriseHofHmycologyHinHmsiaVHScienceAsiaTH2020TH]b THY 1.4 7

808 spVHnovVHPpistoseptisporaceaeQHonHbambooHfromHohinaHandHThailandVHBiodiversitycDatacJournalTH2020TH
dTHea[bcd 1.8 7

807 PrungiTH ordariomycetesQTHaHnewHspeciesHfromHinHnorthernHThailandVHBiodiversitycDatacJournalTH2020TH
dTHeadcaa 1.8 6

806 piseasesHofHP’oaceaeQHinHohinafHspVHnovVHMycoKeysTH2020THb[TH]eUbc 2.4 7

805 TaxonomyHandHphylogeneticHappraisalHofHspVHnovVHandHPpidymosphaeriaceaeTH’leosporalesQHonH
yusaceaeHfromHThailandVHMycoKeysTH2020THcXTHYeU[c 2.4 4

804 yultiUgeneHphylogeneticHevidenceHsuggestsHbelongsHinHpidymosphaeriaceaeHP’leosporalesTH
pothideomycetesQHandHspVHnovVHonHfromHThailandVHMycoKeysTH2020THcYTHYXYUYYd 2.4 5

803 yodernHTaxonomicHmpproachesHtoHudentifyingHpiatrypaceousHrungiHfromHyarineHtabitatsTHwithHaH
zovelHsenusHtalocryptovalsaHpayarathneHNHwVpVtydeTHsenVHzovVVHCryptogamieocMycologieTH2020TH]YTHZY 1.4 10

802 mHsurveyHofHmarineHfungiHonHwoodHinH outhHmustraliaVHBotanicacMarinaTH2020THb[TH]beU]cd 1.8 0

801 mHpolyphasicHapproachHtoHdelineateHspeciesHinHnipolarisVHFungalcDiversityTH2020THYXZTHZZaUZab 17.6 13

800 —efinedHfamiliesHofHpothideomycetesfHordersHandHfamiliesHincertaeHsedisHinHpothideomycetesVH
FungalcDiversityTH2020THYXaTHYcU[Yd 17.6 29

799 rreshwaterHpothideomycetesVHFungalcDiversityTH2020THYXaTH[YeUaca 17.6 29

798 TaxonomicHandHphylogeneticHcharacterizationsHrevealHthreeHnewHspeciesHofHyendogiaH
PyyriangiaceaeTHyyriangialesQVHMycologicalcProgressTH2020THYeTH]YUaY 1.9 4

797 oharacterizationHofH peciesHmssociatedHwithHyangoHsreyHxeafH potHpiseaseHinH inaloaTHyexicoVH
PathogensTH2020THeTH 4.5 4

796 yycoenterolobiumHaquadictyosporiumHspVHnovVHP’leosporomycetidaeTHpothideomycetesQHfromHaH
freshwaterHhabitatHinHThailandVHMycologicalcProgressTH2020THYeTHYX[YUYX]Z 1.9 2

795 ‘neHstopHshopHuëfHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generafHcbâ��YXXHPZXZXQVHFungalcDiversityTH2020THYX[THdcUZYd 17.6 18

794 mHyechanisticH—eviewHonHyedicinalHyushroomsUperivedHnioactiveHoompoundsfH’otentialH
yycotherapyHoandidatesHforHmlleviatingHzeurologicalHpisordersVHPlantacMedicaTH2020THdbTHYYbYUYYca 3.1 10

793 nambiguousHidentificationHofHfungifHwhereHdoHweHstandHandHhowHaccurateHandHpreciseHisHfungalH
pzmHbarcodingkVHIMAcFungusTH2020THYYTHY] 6.8 101

(2020-2020)

7



792  ettingHscientificHnamesHatHallHtaxonomicHranksHinHitalicsHfacilitatesHtheirHquickHrecognitionHinH
scientificHpapersVHIMAcFungusTH2020THYYTHZa 6.8 12

791
niscogniauxiaHdendrobiiHspVHnovVHandHnVHpetrensisHfromHpendrobiumHorchidsHandHtheHfirstHreportHofH
cytotoxicityHPtowardsHma]eHandHwabZQHofHnVHpetrensisHPyrxooHY]UXYaYQHinHvitroVHSouthcAfricanc
JournalcofcBotanyTH2020THY[]TH[dZU[e[

2.9 4

790 PmcrogenosporaceaeTHyinutisphaeralesQHmppearsHtoHneHaHëeryHpiverseHsenusVHFrontierscinc
MicrobiologyTH2020THYYTHYbXb 5.7 11

789 yorphoUmolecularHanalysisHrevealsHmppendiculellaHviticisHspVHnovVHPyeliolaceaeQVHPhytotaxaTH2020TH
]a]TH]aUa] 0.7 1

788 rungalHdiversityHnotesHYZccâ��Y[dbfHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalc
DiversityTH2020THYX]THYUZbb 17.6 26

787 mHreUevaluationHofHtheHohaetothyrialesHusingHcriteriaHofHcomparativeHbiologyVHFungalcDiversityTH2020TH
YX[TH]cUda 17.6 12

786 zovelHspeciesHofHfungiHonHfromHThailandVHMycologyTH2020THYYTH[XbU[Ya 3.7 1

785 TheHnumbersHofHfungifHisHtheHdescriptiveHcurveHflatteningkVHFungalcDiversityTH2020THYX[THZYeUZcY 17.6 58

784  tudiesHonH’armulariaceaeHuuVH—eUexaminationHofHtysterostomellaTHyinteraTH—hipidocarponHandH
ëiegasellaVHPhytotaxaTH2020TH]adTHZ[YUZ]Y 0.7

783 ’hylogenyHofHnewHmarineHpothideomycetesHandH ordariomycetesHfromHmangrovesHandHdeepUseaH
sedimentsVHBotanicacMarinaTH2020THb[THYaaUYdY 1.8 15

782 PpactylosporaceaeTHqurotiomycetesTHrungiQHaHzovelHxignicolousHsenusVHFrontierscincMicrobiologyTH
2020THYYTH]ab 5.7 9

781 ThreeHzovelHqntomopathogenicHrungiHrromHohinaHandHThailandVHFrontierscincMicrobiologyTH2020THYYTHbXdeeY5.7 1

780 qndophyticHmssociatedHWithHcvVHTomentosaHinHohinaVHFrontierscincMicrobiologyTH2020THYYTHbXe[dc 5.7 3

779  ubstrateH’referenceHpeterminesHyacrofungalHniogeographyHinHtheHsreaterHyekongH ubU—egionVH
ForestsTH2019THYXTHdZ] 2.8 4

778 ëerruconisHheveaeTHaHnovelHspeciesHfromHteveaHbrasiliensisHinHThailandVHPhytotaxaTH2019TH]X[TH]c 0.7 1

777 yurisporaHaquaticaHspVHnovVHandHyurisporaHfagicolaTHaHnewHrecordHfromHfreshwaterHhabitatHinHohinaVH
PhytotaxaTH2019TH]YbTHYUY[ 0.7 6

776 —hytidhysteronHmangroveiHPtysteriaceaeQTHaHnewHspeciesHfromHmangrovesHinH’hetchaburiH’rovinceTH
ThailandVHPhytotaxaTH2019TH]XYTHYbb 0.7 5

775 TheHholomorphHofHzeoroussoellaHalishanenseHspVHnovVHP—oussoellaceaeTH’leosporalesQHonH
’ennisetumHpurpureumHP’oaceaeQVHPhytotaxaTH2019TH]XbTHZYdUZ[b 0.7 6
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774 mdditionsHtoHtheHgenusH avoryellaHP avoryellaceaeQTHwithHtheHasexualHmorphsH avoryellaHnypaeH
combVHnovVHandH VHsarushimanaHspVHnovVVHPhytotaxaTH2019TH]XdTHYeaUZXc 0.7 4

773 WicklowiaHsubmersaHspVHnovVHPWicklowiaceaeTH’leosporalesQTHaHsecondHspeciesHinHaHmonotypicHfamilyVH
PhytotaxaTH2019TH]YYTHc[Ud[ 0.7 4

772 yorphologyHandHphylogenyHrevealH temphyliumHdianthiHspVHnovVHandHnewHhostHrecordsHforHtheH
sexualHmorphsHof VHbeticolaTH VHgracilariaeTH VHsimmonsiiHandH VHvesicariumfrVHPhytotaxaTH2019TH]YYTHZ][UZb[0.7 1

771 mHnewHsectionHandHaHnewHspeciesHofHmlternariaHencounteredHfromH‘manVHPhytotaxaTH2019TH]XaTHZce 0.7 9

770 untroducingHmrthriniumHphyllostachiumHspVHnovVHPmpiosporaceaeTHXylarialesQHonH’hyllostachysH
heterocladaHfromH ichuanH’rovinceTHohinaVHPhytotaxaTH2019TH]XbTHeYUYYX 0.7 8

769 yultiUgeneHphylogenyHandHmorphotaxonomyHofH’haeosphaeriaHampeliHspVHnovVHfromHricusHampelasH
andHaHnewHrecordHofH’VHmusaeHfromH—oystoneaHregiaVHPhytotaxaTH2019TH]XbTHYYYUYZd 0.7 5

768 TaxonomyHandHmolecularHphylogenyHofHThyrostromaHephedricolaHspVHnovVHPpothidotthiaceaeQHandH
proposalHforHThyrostromaHjaczewskiiHcombVHnovVVHPhytotaxaTH2019TH]YbTHZ][UZab 0.7 5

767 ’hylogenyHandHmorphologyHofHxasiodiplodiaHspeciesHassociatedHwithHyagnoliaHforestHplantsVH
ScientificcReportsTH2019THeTHY][aa 4.9 13

766 qndophyticHpestalotiodHtaxaHinHpendrobiumHorchidsVHPhytotaxaTH2019TH]YeTHZbdUZdb 0.7 7

765 seHofHendophytesHasHbiocontrolHagentsVHFungalcBiologycReviewsTH2019TH[[THY[[UY]d 6.8 98

764 xasiodiplodiaHtheobromaeHandHxVHpseudotheobromaeHcausingHleafHnecrosisHonHoamelliaHsinensisHinH
rujianH’rovinceTHohinaVHCanadiancJournalcofcPlantcPathologyTH2019TH]YTHZccUZd] 1.6 4

763 ’harmaceuticalH’otentialHofHyarineHrungalHqndophytesVHReferencecSeriescincPhytochemistryTH2019THZd[U[Xa0.7 3

762 TaxonomyHandHtheHevolutionaryHhistoryHofHyicropeltidaceaeVHFungalcDiversityTH2019THecTH[e[U][b 17.6 11

761 rungalHdiversityHnotesHYX[bâ��YYaXfHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandH
speciesHofHfungalHtaxaVHFungalcDiversityTH2019THebTHYUZ]Z 17.6 76

760 mnHonlineHresourceHforHmarineHfungiVHFungalcDiversityTH2019THebTH[]cU][[ 17.6 75

759 pivergenceHtimeHcalibrationsHforHancientHlineagesHofHmscomycotaHclassificationHbasedHonHaHmodernH
reviewHofHestimationsVHFungalcDiversityTH2019THebTHZdaU[]b 17.6 25

758 rungalHdiversityHnotesHeZeâ��YX[afHtaxonomicHandHphylogeneticHcontributionsHonHgeneraHandHspeciesH
ofHfungiVHFungalcDiversityTH2019THeaTHYUZc[ 17.6 105

757 yuyocopronHheveaeHspVHnovVHandHyVHdipterocarpiHappearsHtoHhaveHhostUjumpedHtoHrubberVH
MycologicalcProgressTH2019THYdTHc]YUcaZ 1.9 6
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756 ’harmaceuticalH’otentialHofHyarineHrungalHqndophytesVHReferencecSeriescincPhytochemistryTH2019THYUZ[ 0.7 6

755 yisturatosphaeriaHviridibrunneaHspVHnovVHPTeichosporaceaeTH’leosporalesQHfromHThailandVHPhytotaxaTH
2019TH[ddTHYZ[ 0.7 1

754 zeoastrosphaeriellaHaquaticaHspVHnovVHPmigialaceaeQTHaHnewHspeciesHfromHfreshwaterHhabitatHinH
southernHThailandVHPhytotaxaTH2019TH[eYTHYec 0.7 6

753 TwoHnewHspeciesHofHmmphisphaeriaHPmmphisphaeriaceaeQHfromHnorthernHThailandVHPhytotaxaTH2019TH
[eYTHZXc 0.7 6

752 mHnewHspeciesHofH’hyllachoraHP’hyllachoraceaeTH’hyllachoralesQHonH’hyllostachysHheterocladaHfromH
 ichuanTHohinaVHPhytotaxaTH2019TH[eZTHYdb 0.7 5

751 zeopestalotiopsisHalpapicalisHspVHnovVHaHnewHendophyteHfromHtropicalHmangroveHtreesHinHwrabiH
’rovinceHPThailandQVHPhytotaxaTH2019TH[e[THZaY 0.7 8

750 mquimonosporaHtratensisHgenVHetHspVHnovVHPpiaporthomycetidaeTH ordariomycetesQTHaHnewHlineageH
fromHaHfreshwaterHhabitatHinHThailandVHPhytotaxaTH2019TH[ecTHY]b 0.7 3

749 TaxonomicHandHphylogeneticHcharacterizationsHrevealHtwoHnewHspeciesHandHtwoHnewHrecordsHofH
—oussoellaHP—oussoellaceaeTH’leosporalesQHfromHYunnanTHohinaVHMycologicalcProgressTH2019THYdTHaccUaeY 1.9 9

748 yelanocamarosporioidesHugamicaHgenVHetHspVHnovVTHaHnovelHmemberHofHtheHfamilyH
yelanommataceaeHfromHzbekistanVHMycologicalcProgressTH2019THYdTH]cYU]dY 1.9 7

747 ’hylogeneticH—evisionHofH avoryellaceaeHandHqvidenceHforHutsH—ankingHasHaH ubclassVHFrontierscinc
MicrobiologyTH2019THYXTHd]X 5.7 15

746 TwoHnewHentomopathogenicHspeciesHofHinHThailandVHMycoKeysTH2019THa[Uc] 2.4 5

745 ThreeHnewH’hylloporusHspeciesHfromHtropicalHohinaHandHThailandVHMycologicalcProgressTH2019THYdTHbX[UbY]1.9 5

744 rungicolousHfungifHterminologyTHdiversityTHdistributionTHevolutionTHandHspeciesHchecklistVHFungalc
DiversityTH2019THeaTH[[cU][X 17.6 23

743 tighHseneticHpiversityHandH peciesHoomplexityHofHmssociatedHWithHsrapevineHpiebackHinHohinaVH
FrontierscincMicrobiologyTH2019THYXTHYe[b 5.7 27

742 oonioscyphaHtenebrosaHspVHnovVHPoonioscyphaceaeQHfromHohinaHandHnotesHonHoonioscyphaHspeciesVH
PhytotaxaTH2019TH]Y[THYaeUYcY 0.7 2

741 yultigeneHphylogeneticHanalysesHtoHestablishHnewHëalsariaHspeciesHandHtaxonomicHsignificanceHofH
sporeHornamentationVHPLoScONETH2019THY]THeXZYcedZ 3.7 7

740 TheHamazingHpotentialHofHfungifHaXHwaysHweHcanHexploitHfungiHindustriallyVHFungalcDiversityTH2019THecTHYUY[b17.6 236

739 oulturableHplantHpathogenicHfungiHassociatedHwithHsugarcaneHinHsouthernHohinaVHFungalcDiversityTH
2019THeeTHYUYX] 17.6 24
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738  particolinsHmUsTHniologicallyHmctiveH‘xidizedH pirodioxynaphthaleneHperivativesHfromHtheH
mscomyceteVHJournalcofcNaturalcProductsTH2019THdZTHZdcdUZdda 4.9 10

737 rreshwaterH ordariomycetesVHFungalcDiversityTH2019THeeTH]aYUbbX 17.6 59

736 mH urveyHofHPxyophyllaceaeTHmgaricalesQTHuncludingHaHzewH peciesTHfromHaH ubtropicalHrorestHinH
XishuangbannaTHohinaVHMycobiologyTH2019TH]cTH[eYU]XX 1.7 6

735 genVHetHspVHnovVHP’haeosphaeriaceaeTH’leosporalesQHonHP’oaceaeQHfromH ichuanH’rovinceTHohinaVH
MycoKeysTH2019THYYeUYaX 2.4 10

734  triatiguttulaceaeTHaHnewHpleosporaleanHfamilyHtoHaccommodateHandHgenVHnovVHfromHpalmsVH
MycoKeysTH2019TH]eTHeeUYZe 2.4 10

733 TwoHnewHendophyticHspeciesHfromHinHohinaVHMycoKeysTH2019TH]eTHYUY] 2.4 3

732 TheHgenusVHMycoKeysTH2019THaYTHYUY] 2.4 1

731 mHnewHrecordHofHPnasidiomycotaTH’olyporalesQHforHThailandHandHfirstHassessmentHofHoptimumH
conditionsHforHmyceliaHproductionVHMycoKeysTH2019THaYTHbaUd[ 2.4 5

730 speciesHinHsouthUwesternHohinaVHMycoKeysTH2019THacTHYY[UYZc 2.4 13

729 genVHnovVTHaHsecondHhypocrellinUproducingHgenusHinH hiraiaceaeHP’leosporalesQVHMycoKeysTH2019THadTHYUZb 2.4 7

728 mdditionsHtoHtheHknowledgeHofHinHThailandfHTHaHnewHrecordgHandHspVHnovVHMycoKeysTH2019THaeTH]cUba 2.4 6

727 TheHgenusVHMycoKeysTH2019THbXTHbeUeZ 2.4 9

726 mdditionsHtoHohaetothyriaceaeHPohaetothyrialesQfHgenVHnovVHandHTHaHnewHhostHrecordHfromHdecayingH
leavesHofVHMycoKeysTH2019THbYTHeYUYXe 2.4 2

725 mH tableH’hylogenyHforHpactylosporaceaeVHCryptogamieocMycologieTH2019TH]XTHZ[ 1.4 5

724 ‘neHstopHshopHuuufHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generafHaYâ��caHPZXYeQVHFungalcDiversityTH2019THedTHccUYbX 17.6 16

723 yolecularHdataHrevealsHaHnewHholomorphicHmarineHfungusTHTHandHtheHasexualHmorphHofVHMycologyTH
2019THYYTHYbcUYd[ 3.7 3

722 ‘neHstopHshopHuufHtaxonomicHupdateHwithHmolecularHphylogenyHforHimportantHphytopathogenicH
generafHZbâ��aXHPZXYeQVHFungalcDiversityTH2019THe]TH]YUYZe 17.6 34

721 mcremoniumHarthriniiHspVHnovVTHaHmycopathogenicHfungusHonHmrthriniumHyunnanumVHPhytotaxaTH2019TH
]ZXTHZd[UZee 0.7 0
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720 zotesTHoutlineHandHdivergenceHtimesHofHnasidiomycotaVHFungalcDiversityTH2019THeeTHYXaU[bc 17.6 116

719 mHmorphoUmolecularHreUappraisalHofH’olystigmaHfulvumHandH’VHrubrumHP’olystigmaTH
’olystigmataceaeQVHPhytotaxaTH2019TH]ZZTHZXeUZZ] 0.7 1

718 TubeufiaHsahyadriensisHPTubeufiaceaeQTHaHnewHdictyosporousHanamorphHfromHtheHWesternHshatsTH
undiaVHPhytotaxaTH2019TH]Z[THYcYUYdY 0.7 1

717 TaxonomicHandHphylogeneticHcharacterizationsHofHweissleriellaHbambusicolaHspVHnovVH
PxentitheciaceaeTH’leosporalesQHfromHYunnanTHohinaVHPhytotaxaTH2019TH]Z[THYZeUY]] 0.7 4

716 sanodermaHweixiensisHP’olyporaceaeTHnasidiomycotaQTHaHnewHmemberHofHtheHsVHlucidumHcomplexH
fromHYunnanH’rovinceTHohinaVHPhytotaxaTH2019TH]Z[THcaUdb 0.7 5

715 ounninghamellaHbinariaeTHyucorHardhlaengiktusTHyucorHgigasporusHandHmbelopsisHchangbaiensisTH
newlyHrecordedHspeciesHfromHamphibianHfecesHandHsoilHinHworeaVHPhytotaxaTH2019TH]ZaTHYeU[] 0.7

714 ramiliesHinHnotryosphaerialesfHaHphylogeneticTHmorphologicalHandHevolutionaryHperspectiveVHFungalc
DiversityTH2019THe]THYUZZ 17.6 39

713  exualHmorphHofH’haeoacremoniumHaureumHfromH—hizophoraHmucronataHcollectedHinHsouthernH
ThailandVHPhytotaxaTH2019TH[dcTHZY 0.7 1

712 mHphylogeneticHcensusHofHglobalHdiversityHofHgutHanaerobicHfungiHandHaHnewHtaxonomicHframeworkVH
FungalcDiversityTH2018THdeTHZa[UZbb 17.6 24

711 zovelHmicrosatelliteHmarkersHrevealHmultipleHoriginsHofHnotryosphaeriaHdothideaHcausingHtheH
ohineseHgrapevineHtrunkHdiseaseVHFungalcEcologyTH2018TH[[THY[]UY]Z 4.1 5

710 yorphologicalHandHmolecularHtaxonomyHofHvahnulaHdianchiaHspVHnovVHPvahnulalesQHfromHsubmergedH
woodHinHpianchiHxakeTHYunnanHohinaVHMycologicalcProgressTH2018THYcTHa]cUaaa 1.9 8

709
pirectHcomparisonHofHcultureUdependentHandHcultureUindependentHmolecularHapproachesHrevealHtheH
diversityHofHfungalHendophyticHcommunitiesHinHstemsHofHgrapevineHPëitisHviniferaQVHFungalcDiversityTH
2018THeXTHdaUYXc

17.6 83

708 ‘utlineHofHmscomycotafHZXYcVHFungalcDiversityTH2018THddTHYbcUZb[ 17.6 157

707 yorphologyHandHphylogenyHofHmtrocalyxHacervatusHspVHnovVHPxophiotremataceaeQHfromHmcerHspeciesVH
PhytotaxaTH2018TH[[[THYee 0.7 2

706 yorphologicalHandHmolecularHtaxonomyHofHnovelHspeciesH’leurotheciaceaeHfromHfreshwaterH
habitatsHinHYunnanTHohinaVHMycologicalcProgressTH2018THYcTHaYYUa[X 1.9 15

705
yycobiomesHofHsympatricHmmorphophallusHalbispathusHPmraceaeQHandHoamelliaHsinensisHPTheaceaeQH
â��HaHcaseHstudyHrevealsHclearHtissueHpreferencesHandHdifferencesHinHdiversityHandHcompositionVH
MycologicalcProgressTH2018THYcTH]deUaXX

1.9 6

704 yultiUgeneHphylogeneticHanalysesHrevealsHzeohelicosporiumHgenVHnovVHandHfiveHnewHspeciesHofH
helicosporousHhyphomycetesHfromHaquaticHhabitatsVHMycologicalcProgressTH2018THYcTHb[YUb]b 1.9 14

703 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforHsraphostromataceaeTHtypoxylaceaeTH
xopadostomataceaeHandHXylariaceaeVHFungalcDiversityTH2018THddTHYUYba 17.6 58
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702 oomparativeHgenomeHandHtranscriptomeHanalysesHrevealHadaptationsHtoHopportunisticHinfectionsHinH
woodyHplantHdegradingHpathogensHofHnotryosphaeriaceaeVHDNAcResearchTH2018THZaTHdcUYXZ 4.5 34

701 telminthosporiumHsubmersumHspVHnovVHPyassarinaceaeQHfromHsubmergedHwoodHinHnorthUwesternH
YunnanH’rovinceTHohinaVHPhytotaxaTH2018TH[]dTHZbe 0.7 3

700 yorphologicalHandHphylogeneticHevidenceHrevealHrissuromaHtaiwanenseHspVHnovVHPmigialaceaeTH
’leosporalesQHfromHtedychiumHcoronariumVHPhytotaxaTH2018TH[[dTHZba 0.7 8

699 mcrocordiellaHomanensisHspVHnovVHP—equienellaceaeTHXylarialesQHfromHtheH ultanateHofH‘manVH
PhytotaxaTH2018TH[[dTHZe] 0.7 6

698 TheHimportanceHofHplotHsizeHandHtheHnumberHofHsamplingHseasonsHonHcapturingHmacrofungalHspeciesH
richnessVHFungalcBiologyTH2018THYZZTHbeZUcXX 2.8 6

697 ThyridariellaTHaHnovelHmarineHfungalHgenusHfromHundiafHmorphologicalHcharacterizationHandH
phylogenyHinferredHfromHmultigeneHpzmHsequenceHanalysesVHMycologicalcProgressTH2018THYcTHceYUdX] 1.9 25

696 niodiversityHofHfungiHonHëitisHviniferaHxVHrevealedHbyHtraditionalHandHhighUresolutionH
cultureUindependentHapproachesVHFungalcDiversityTH2018THeXTHYUd] 17.6 52

695 yorphologyHandHmultigeneHphylogenyHrevealHnewHgenusHandHspeciesHofHTorulaceaeHfromH
freshwaterHhabitatsHinHnorthwesternHYunnanTHohinaVHMycologicalcProgressTH2018THYcTHa[YUa]a 1.9 13

694
untroducingHmculeataHaquaticaHgenVHetHspVHnovVTHyinimelanolocusHthailandensisHspVHnovVHandH
ThysanoreaHaquaticaHspVHnovVHPterpotrichiellaceaeTHohaetothyrialesQHfromHfreshwaterHinHnorthernH
ThailandVHMycologicalcProgressTH2018THYcTHbYcUbZe

1.9 11

693 ’seudostanjehughesiaHaquitropicaHgenVHetHspVHnovVHandH poridesmiumHsensuHlatoHspeciesHfromH
freshwaterHhabitatsVHMycologicalcProgressTH2018THYcTHaeYUbYb 1.9 23

692
zeocamarosporiumHjorjanensisTHzVHpersepolisiTHandHzVHsolicolaHsppVHnovVHPzeocamarosporiaceaeTH
’leosporalesQHisolatedHfromHsalineHlakesHofHuranHindicateHtheHpossibleHhalotolerantHnatureHforHtheH
genusVHMycologicalcProgressTH2018THYcTHbbYUbce

1.9 8

691 zovelHpalmicolousHtaxaHwithinH’leosporalesfHmultigeneHphylogenyHandHtaxonomicHcircumscriptionVH
MycologicalcProgressTH2018THYcTHacYUaeX 1.9 11

690 rungalHdiversityHnotesHcXeâ��d[efHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaHwithHanH
emphasisHonHfungiHonH—osaceaeVHFungalcDiversityTH2018THdeTHYUZ[b 17.6 101

689 mdditionsHtoHtheHgenusHyassariotheaHinHpiaporthaceaeVHMycologicalcProgressTH2018THYcTHYY[eUYY]c 1.9 3

688 zativeHrorestsHtaveHaHtigherHpiversityHofHyacrofungiHThanHoomparableH’lantationHrorestsHinHtheH
sreaterHyekongH ubregionVHForestsTH2018THeTH]XZ 2.8 6

687 TheHholomorphHofHrusariumHceltidicolaHspVHnovVHfromHoeltisHaustralisVHPhytotaxaTH2018TH[bYTHZaY 0.7 2

686 zeolinocarponHphayaoenseHspVHnovVHPxinocarpaceaeQHfromHThailandVHPhytotaxaTH2018TH[bZTHcc 0.7 4

685 yorphoUyolecularHoharacterizationHofHTwoHsHsppVHP’leosporalesQH trainsHyycoparasitesHofH’owderyH
yildewHofVHFrontierscincMicrobiologyTH2018THeTHYZ 5.7 20
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684 TenHreasonsHwhyHaHsequenceUbasedHnomenclatureHisHnotHusefulHforHfungiHanytimeHsoonVHIMAcFungusTH
2018THeTHYccUYd[ 6.8 27

683 oanHweHuseHenvironmentalHpzmHasHholotypeskVHFungalcDiversityTH2018THeZTHYU[X 17.6 39

682 oombinedHmultiUgeneHbackboneHtreeHforHtheHgenusHooniochaetaHwithHtwoHnewHspeciesHfromH
zbekistanVHPhytotaxaTH2018TH[[bTH][ 0.7 10

681 mHnovelHmarineHgenusTHtalobyssotheciumHPxentitheciaceaeQHandHepitypificationHofH
talobyssotheciumHobionesHcombVHnovVVHMycologicalcProgressTH2018THYcTHYYbYUYYcY 1.9 10

680 yolecularHtaxonomyHofHfiveHspeciesHofHmicrofungiHonHmlnusHsppVHfromHutalyVHMycologicalcProgressTH
2018THYcTHZaaUZc] 1.9 5

679 yorphoUmolecularHcharacterizationHofH’eroneutypaHPpiatrypaceaeTHXylarialesQHwithHtwoHnovelH
speciesHfromHThailandVHPhytotaxaTH2018TH[abTHY 0.7 9

678 rruitingHpatternsHofHmacrofungiHinHtropicalHandHtemperateHlandHuseHtypesHinHYunnanH’rovinceTHohinaVH
ActacOecologicaTH2018THeYTHcUYa 1.7 1

677
mnHappendageUbearingHcoelomyceteH’seudotruncatellaHarezzoensisHgenVHandHspVHnovVH
PmmphisphaerialesHgeneraHincertaeHsedisQHfromHutalyTHwithHnotesHonHyonochaetinulaVHPhytotaxaTH
2018TH[[dTHYcc

0.7 4

676 zewHspeciesHofHoamptophoraHandHoyphellophoraHfromHohinaTHandHfirstHreportHofHsexualHmorphsHforH
theseHgeneraVHPhytotaxaTH2018TH[][THY]e 0.7 7

675 yarinophialophoraHgarethjonesiiHgenVHetHspVHnovVfHaHnewHhyphomyceteHassociatedHwithHtalocyphinaH
fromHmarineHhabitatsHinHThailandVHPhytotaxaTH2018TH[]aTHY 0.7 7

674 yorphologyHandHphylogenyHofHTamhinisporaHsrinivasaniiHspVHnovVHPTubeufiaceaeQHfromHnorthernH
WesternHshatsTHundiaVHPhytotaxaTH2018TH[]bTHYY[ 0.7 5

673 xecanicilliumHsubprimulinumHPoordycipitaceaeTHtypocrealesQTHaHnovelHspeciesHfromHnaoshanTH
YunnanVHPhytotaxaTH2018TH[]dTHee 0.7 8

672 telicascusHalatusHPyorosphaeriaceaeQTHaHnewHfreshwaterHspeciesHfromHsouthwesternHohinaVH
PhytotaxaTH2018TH[aYTHZYX 0.7 2

671 spVHnovVHP’haeosphaeriaceaeTH’leosporalesQHonHfromHutalyVHMycoKeysTH2018TH[aU]b 2.4 6

670 yorphologicalHandHphylogeneticHcharacterisationHofHnovelHspeciesHassociatedHwithHmangrovesVH
MycoKeysTH2018THe[UYZX 2.4 16

669 mHnewHsectionHandHspeciesHofHmgaricussubgenus’seudochitoniaHfromHThailandVHMycoKeysTH2018THa[Ubc 2.4 10

668 netaUtubulinHandHmctinHgeneHphylogenyHsupportsHasHaHnewHspeciesHfromHfreshwaterHhabitatsHinH
ohinaVHMycoKeysTH2018THYUYa 2.4 6

667 spVHnovVHPooryneaceaeTHpiaporthalesQHonHtwigsHofH’araHrubberHinHThailandVHMycoKeysTH2018THcaUeX 2.4 3
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666 zovelHTaxaHwithinHzectriaceaefoosmosporellagenVHnovVHandmquanectriaspVHnovVHfromHrreshwaterH
tabitatsHinHohinaVHCryptogamieocMycologieTH2018TH[eTHYbeUYeZ 1.4 8

665 yultigeneH’hylogenyHooupledHwithHyorphologicalHoharacterizationH—evealHTwoHzewH peciesH
oftolmiellaandHTaxonomicHunsightsHwithinH’atellariaceaeVHCryptogamieocMycologieTH2018TH[eTHYe[UZXe 1.4 7

664 xentimurisporaceaeTHaHzewH’leosporaleanHramilyHwithHpivergenceHTimesHqstimatesVHCryptogamieoc
MycologieTH2018TH[eTHZaeUZdZ 1.4 8

663 ’hylogeneticHcharacterizationHofHtwoHnovelHwamalomycesHspeciesHinHTubeufiaceaeHPTubeufialesQVH
MycologicalcProgressTH2018THYcTHb]cUbbX 1.9 12

662  implifiedHandHefficientHpzmHextractionHprotocolHforHyeliolaceaeHspecimensVHMycologicalcProgressTH
2018THYcTH]X[U]Ya 1.9 8

661 udentificationHofHendophyticHfungiHfromHleavesHofH’andanaceaeHbasedHonHtheirHmorphotypesHandH
pzmHsequenceHdataHfromHsouthernHThailandVHMycoKeysTH2018THZaUbc 2.4 37

660 TwoHnovelHspeciesHofHP’arabambusicolaceaeTH’leosporalesQHwithHtheirHphomaUlikeHasexualHmorphsVH
MycoKeysTH2018TH]cUbZ 2.4 2

659 zewHspeciesHinHTHnewHcombinationsHinHandHanHupdatedHbackboneHtreeHforHpictyosporiaceaeVH
MycoKeysTH2018THd[UYXa 2.4 16

658 TheHworldâ��sHtenHmostHfearedHfungiVHFungalcDiversityTH2018THe[THYbYUYe] 17.6 52

657 spVHnovVHassociatedHwithHleafHdiseasesHofHinHohinaVHMycoKeysTH2018TH]eUbY 2.4 13

656 Thailandâ��sHamazingHdiversityfHupHtoHebMHofHfungiHinHnorthernHThailandHmayHbeHnovelVHFungalcDiversity
TH2018THe[THZYaUZ[e 17.6 84

655 rungalHdiversityHnotesHd]Xâ��eZdfHmicroUfungiHassociatedHwithH’andanaceaeVHFungalcDiversityTH2018TH
e[THYUYbX 17.6 66

654 TaxonomicHcircumscriptionHofHpiaporthalesHbasedHonHmultigeneHphylogenyHandHmorphologyVHFungalc
DiversityTH2018THe[THZ]YU]][ 17.6 41

653 pidymellaHeriobotryaeHspVHnovVHPpidymellaceaeQHandHmrthriniumHarundinisHPmpiosporaceaeQHfromH
fruitHofHqriobotryaHjaponicaHPloquatQHinHohinaVHPhytotaxaTH2018TH[dZTHY[b 0.7 2

652 ramilialHstatusHofHxophiotremataceaeHandHitsHrelatedHfamiliesHinH’leosporalesVHPhytotaxaTH2018TH[d[THe[ 0.7 1

651 pescriptionHofHpermeaHpersicaHPpermateaceaeTHtelotialesQTHaHnewHasexualHmscomyceteHfromHuranTH
andHanHupdatedHkeyHtoHpermeaHspeciesVHPhytotaxaTH2018TH[bcTHZa 0.7 1

650 untroducingHyassarioramusculicolaTHaHnovelHgenusHinHyassariaceaeVHPhytotaxaTH2018TH[cYTHYc 0.7 1

649 TriadelphiaHfusiformisHspVHnovVHfromHaHfreshwaterHhabitatHinHThailandVHPhytotaxaTH2018TH[c]THZ[Y 0.7 3
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648 yonochaetiaHsinensisHspVHnovVHfromHYunnanH’rovinceHinHohinaVHPhytotaxaTH2018TH[caTHae 0.7 2

647 yultigeneHphylogeneticsHofH’olycephalomycesHP‘phiocordycipitaceaeTHtypocrealesQTHwithHtwoHnewH
speciesHfromHThailandVHScientificcReportsTH2018THdTHYdXdc 4.9 5

646 mHtaxonomicHreassessmentHofHTubeufialesHbasedHonHmultiUlocusHphylogenyHandHmorphologyVHFungalc
DiversityTH2018THeZTHY[YU[]] 17.6 24

645 TaxonomyHandHphylogenyHofHoperculateHdiscomycetesfH’ezizomycetesVHFungalcDiversityTH2018THeXTHYbYUZ][17.6 17

644 tiddenHmycotaHofHpineHneedlesfHyolecularHsignaturesHfromH’o—UpssqHandH—ibosomalHpzmH
phylogeneticHcharacterizationHofHnovelHphylotypesVHScientificcReportsTH2018THdTHYdXa[ 4.9 12

643
 tudiesHonH’armulariaceaeHuVHmHphylogenyHbasedHonHavailableHsequenceHdatagHintroducingH
’armularialesHordVHnovVTHandHtemigraphaceaeTHyelaspileellaceaeHandH tictographaceaeHfamVHnovVVH
PhytotaxaTH2018TH[beTHb[

0.7 6

642 ’seudodactylariaHbrevisHspVHnovVHfromHThailandHconfirmsHtheHstatusHofH’seudodactylariaceaeVH
PhytotaxaTH2018TH[beTHZ]Y 0.7 3

641
zotesHforHgenerafHbasalHcladesHofHrungiHPincludingHmphelidiomycotaTHnasidiobolomycotaTH
nlastocladiomycotaTHoalcarisporiellomycotaTHoaulochytriomycotaTHohytridiomycotaTH
qntomophthoromycotaTHslomeromycotaTHwickxellomycotaTHyonoblepharomycotaTH
yortierellomycotaTHyucoromycotaTHzeocallimastigomycotaTH‘lpidiomycotaTH—ozellomycotaHandH
ZoopagomycotaQVHFungalcDiversityTH2018THeZTH][UYZe

17.6 52

640 mrachnophoraHlongaHspVHnovVTHaHfreshwaterHhyphomyceteHfromHfarHnorthH–ueenslandTHmustraliaVH
MycotaxonTH2018THY[[THeUY[ 0.5 2

639 mcuminatisporaHpalmarumHgenVHetHspVHnovVHfromHmangroveHhabitatsVHMycologicalcProgressTH2018THYcTHYYc[UYYdd1.9 6

638 yolecularHphylogenyTHmorphologyHandHpathogenicityHofH’seudopestalotiopsisHspeciesHonHuxoraHinH
TaiwanVHMycologicalcProgressTH2018THYcTHe]YUeaZ 1.9 11

637 TranslucidithyriumHthailandicumHgenVHetHspVHnovVfHaHnewHgenusHinH’haeothecoidiellaceaeVHMycologicalc
ProgressTH2018THYcTHYXdcUYXeb 1.9 3

636 yicrofungiHonHTectonaHgrandisHPteakQHinHzorthernHThailandVHFungalcDiversityTH2017THdZTHYXcUYdZ 17.6 73

635 nambusicolousHfungiVHFungalcDiversityTH2017THdZTHYUYXa 17.6 98

634 piversityHofHmuriculariaHPmuriculariaceaeTHmuricularialesQHinHThailandVHPhytotaxaTH2017THZeZTHYe 0.7 9

633  uccessfulHcultivationHofHaHvaluableHwildHstrainHofHxepistaHsordidaHfromHThailandVHMycologicalc
ProgressTH2017THYbTH[YYU[Z[ 1.9 8

632 yonochaetiaHilexaeHspVHnovVHP’estalotiopsidaceaeQHfromHYunnanH’rovinceHinHohinaVHPhytotaxaTH2017TH
ZeYTHYZ[ 0.7 5

631 ’yrenochaetopsisHtabarestanensisHPoucurbitariaceaeTH’leosporalesQTHaHnewHspeciesHisolatedHfromH
riceHfarmsHinHnorthHuranVHPhytotaxaTH2017THZecTHYa 0.7 10
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630  ubsessilaHturbinataHgenVHetVHspVHnovVHPneltraniaceaeQTHaHneltraniaUlikeHfungusHfromHThailandVH
MycologicalcProgressTH2017THYbTH[e[U]XY 1.9 7

629 TaxonomicHrevisionHandHphylogeneticHanalysesHofHrubberHpowderyHmildewHfungiVHMicrobialc
PathogenesisTH2017THYXaTHYdaUYea 3.8 11

628 rourHnewHspeciesHofHTubeufiaHPTubeufiaceaeTHTubeufialesQHfromHThailandVHMycologicalcProgressTH
2017THYbTH]X[U]Yc 1.9 15

627 mHnovelH’estalotiopsisHspeciesHisolatedHfromHnulbophyllumHthouarsHinHsuangxiH’rovinceTHohinaVH
PhytotaxaTH2017TH[XbTHeb 0.7 1

626 rungalHdiversityHnotesH]eYâ��bXZfHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalc
DiversityTH2017THd[THYUZbY 17.6 134

625 yelansporellaceaefHaHnovelHfamilyHofHpiaporthalesHPmscomycotaQVHPhytotaxaTH2017TH[XaTHYeY 0.7 9

624 TheHrankingHofHfungifHaHtributeHtoHpavidHxVHtawksworthHonHhisHcXthHbirthdayVHFungalcDiversityTH2017TH
d]THYUZ[ 17.6 56

623 mHsixUgeneHphylogeneticHoverviewHofHnasidiomycotaHandHalliedHphylaHwithHestimatedHdivergenceH
timesHofHhigherHtaxaHandHaHphyloproteomicsHperspectiveVHFungalcDiversityTH2017THd]TH][Uc] 17.6 81

622 —ankingHhigherHtaxaHusingHdivergenceHtimesfHaHcaseHstudyHinHpothideomycetesVHFungalcDiversityTH
2017THd]THcaUee 17.6 99

621 mnHupdatedHphylogenyHofH ordariomycetesHbasedHonHphylogeneticHandHmolecularHclockHevidenceVH
FungalcDiversityTH2017THd]THZaU]Y 17.6 99

620 zewHsaprobicHmarineHfungiHandHaHnewHcombinationVHBotanicacMarinaTH2017THbXTH 1.8 12

619 piatrypellaHtectonaeHandH’eroneutypaHmackenzieiHsppVHnovVHPpiatrypaceaeQHfromHnorthernHThailandVH
MycologicalcProgressTH2017THYbTH]b[U]cb 1.9 17

618 oalcarisporiumHxylariicolaHspVHnovVHandHintroductionHofHoalcarisporiaceaeHfamVHnovVHinHtypocrealesVH
MycologicalcProgressTH2017THYbTH][[U]]a 1.9 9

617 yultigeneHphylogenyHandHmorphologyHrevealHthatHtheHohineseHmedicinalHmushroomHâ��oordycepsH
gunniiâ��HisHyetacordycepsHneogunniiHspVHnovVVHPhytotaxaTH2017TH[XZTHZc 0.7 9

616 yolecularHtaxonomyHandHmorphologicalHcharacterizationHrevealHnewHspeciesHandHnewHhostHrecordsH
ofHTorulaHspeciesHPTorulaceaeTH’leosporalesQVHMycologicalcProgressTH2017THYbTH]]cU]bY 1.9 17

615  aprobicHpothideomycetesHinHThailandfHzeoaquastromaHgenVHnovVHP’arabambusicolaceaeQH
introducedHbasedHonHmorphologicalHandHmolecularHdataVHPhytotaxaTH2017TH[XZTHY[[ 0.7 7

614 ’hylogeneticHandHchemotaxonomicHresolutionHofHtheHgenusHmnnulohypoxylonHPXylariaceaeQH
includingHfourHnewHspeciesVHFungalcDiversityTH2017THdaTHYU][ 17.6 53

613 zotesHforHgenerafHmscomycotaVHFungalcDiversityTH2017THdbTHYUae] 17.6 151

(2017-2017)
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612  tudyHofHthreeHinterestingHmmanitaHspeciesHfromHThailandfHyorphologyTHmultipleUgeneHphylogenyH
andHtoxinHanalysisVHPLoScONETH2017THYZTHeXYdZY[Y 3.7 15

611 mHnewHspeciesHofHyonilochaetesHfromHzothapodytesHpittosporoidesVHPhytotaxaTH2017TH[ZbTHYZe 0.7 1

610 untroducingH‘phiocordycepsHthanathonensisTHaHnewHspeciesHofHentomogenousHfungiHonHantsTHandHaH
referenceHspecimenHforH‘VHpseudolloydiiVHPhytotaxaTH2017TH[ZdTHYYa 0.7 6

609 mlfariaHavenellaeHspVHnovVHfromHutalyVHPhytotaxaTH2017TH[[ZTHbc 0.7

608 mHnewHspeciesHofHTrichoglossumHPseoglossalesTHmscomycotaQHfromHThailandVHPhytotaxaTH2017TH[YbTHYbY 0.7 2

607 yorphologicalHcharacterizationHandHpzmHbasedHtaxonomyHofHrusiconidiumHgenVHnovVHwithHtwoHnovelH
taxaHwithinHyelanommataceaeHP’leosporalesQVHPhytotaxaTH2017TH[XdTHZXb 0.7 10

606 TowardsHaHnaturalHclassificationHofHmnnulatascaceaeUlikeHtaxafHintroducingHmtractosporalesHordVHnovVH
andHsixHnewHfamiliesVHFungalcDiversityTH2017THdaTHcaUYYX 17.6 29

605
TowardsHaHnaturalHclassificationHofH‘phiobolusHandHophiobolusUlikeHtaxagHintroducingHthreeHnovelH
generaH‘phiobolopsisTH’araophiobolusHandH’seudoophiobolusHinH’haeosphaeriaceaeH
P’leosporalesQVHFungalcDiversityTH2017THdcTHZeeU[[e

17.6 24

604
rirstHsuccessfulHdomesticationHandHdeterminationHofHnutritionalHandHantioxidantHpropertiesHofHtheH
redHearHmushroomHmuriculariaHthailandicaHPmuricularialesTHnasidiomycotaQVHMycologicalcProgressTH
2017THYbTHYXZeUYX[e

1.9 16

603 xifeHstylesHofHoolletotrichumHspeciesHandHimplicationsHforHplantHbiosecurityVHFungalcBiologycReviewsTH
2017TH[YTHYaaUYbd 6.8 104

602 TropicHoriginsTHaHdispersalHmodelHforHsaprotrophicHmushroomsHinHmgaricusHsectionHyinoresHwithH
descriptionsHofHsixteenHnewHspeciesVHScientificcReportsTH2017THcTHaYZZ 4.9 10

601 yicrofungiHonHTamarixVHFungalcDiversityTH2017THdZTHZ[eU[Xb 17.6 35

600 yorphologicalHandHphylogeneticHinsightsHresolveH’lenodomusHsinensisHPxeptosphaeriaceaeQHasHaH
newHspeciesVHPhytotaxaTH2017TH[Z]THc[ 0.7 6

599
untroducingHtheHnewHundianHmangroveHspeciesTHëaginatisporaHmicroarmatisporaH
PxophiostomataceaeQHbasedHonHmorphologyHandHmultigeneHphylogeneticHanalysisVHPhytotaxaTH2017TH
[ZeTHY[e

0.7 16

598 ’hylogeneticHtaxonomyHofHpematiopleosporaHfusiformisHspVHnovVHP’haeosphaeriaceaeQHfromH—ussiaVH
PhytotaxaTH2017TH[YbTHZ[e 0.7 7

597 rungalHdiversityHnotesHbX[â��cXdfHtaxonomicHandHphylogeneticHnotesHonHgeneraHandHspeciesVHFungalc
DiversityTH2017THdcTHYUZ[a 17.6 107

596 yultipleHgeneHgenealogyHrevealsHhighHgeneticHdiversityHandHevidenceHforHmultipleHoriginsHofHohineseH
’lasmoparaHviticolaHpopulationVHScientificcReportsTH2017THcTHYc[X] 4.9 10

595 zovomicrotheliaHpandanicolaHspVHnovVTHaHnonUlichenizedHTrypetheliaceaeHspeciesHfromH’andanusVH
PhytotaxaTH2017TH[ZYTHZa] 0.7 4
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594 mHnewHspeciesHofHoolletotrichumHfromH onchusHspVHinHutalyVHPhytotaxaTH2017TH[Y]THaa 0.7 6

593 TwoHnewHspeciesHofHpyfrolomycesHPpyfrolomycetaceaeTHpothideomycetesQHfrom´ karstHlandformsVH
PhytotaxaTH2017TH[Y[THZbc 0.7 6

592 TheHgenusH’hillipsiaHfromHohinaHandHThailandVHPhytotaxaTH2017TH[YbTHY[d 0.7 2

591 telicosporiumHluteosporumHspVHnovVHandHmcanthohelicosporaHaureaHPTubeufiaceaeTHTubeufialesQH
fromHterrestrialHhabitatsVHPhytotaxaTH2017TH[YeTHZ]Y 0.7 12

590 singHstandardHkeywordsHinHpublicationsHtoHfacilitateHupdatesHofHnewHfungalHtaxonomicHnamesVHIMAc
FungusTH2017THdTHmcXUmc[ 6.8 7

589 rungalHniodiversityH’rofilesHZYâ��[XVHCryptogamieocMycologieTH2017TH[dTHYXYUY]b 1.4 27

588 yolecularH’hylogenyHandHyorphologicalHoharacterizationHofHmsexualHrungiHPTubeufiaceaeQHfromH
rreshwaterHtabitatsHinHYunnanTHohinaVHCryptogamieocMycologieTH2017TH[dTHZcUa[ 1.4 30

587 zovelzeoacanthostigma peciesHfromHmquaticHtabitatsVHCryptogamieocMycologieTH2017TH[dTHYbeUYeX 1.4 10

586  uccessionHandHzaturalH‘ccurrenceHofH aprobicHrungiHonHxeavesHofyagnoliaHliliiferainHaHTropicalH
rorestVHCryptogamieocMycologieTH2017TH[dTHZY[UZZa 1.4 7

585
mHzewHtysteriformHpothideomyceteHPsloniaceaeTH’leosporomycetidaeuncertaeH
sedisQT’urpurepitheciumHmurisporumgenVHetHspVHnovVHonH’ineHooneH calesVHCryptogamieocMycologieTH
2017TH[dTHZ]YUZaY

1.4 3

584 neltraniaUxikeHTaxaHfromHThailandVHCryptogamieocMycologieTH2017TH[dTH[XYU[Ye 1.4 4

583 pelonicicolaHsiamensegenVHNHspVHnovVHPpelonicicolaceaefamVHnovVTHpelonicicolalesHordVHnovVQTHaH
 aprobicH peciesHfrompelonixHregia eedH’odsVHCryptogamieocMycologieTH2017TH[dTH[ZYU[]X 1.4 4

582 TaxonomicH’ositionHofyelomastiaHitalicaHspVHnovVandH’hylogeneticH—eappraisalHofH
pyfrolomycetalesVHCryptogamieocMycologieTH2017TH[dTHaXcUaZa 1.4 3

581 xactariusHsubgenusH—ussulariaHPnasidiomycotaTH—ussulalesQfHnovelHmsianHspeciesTHworldwideH
phylogenyHandHevolutionaryHrelationshipsVHFungalcBiologyTH2016THYZXTHYaa]UYadY 2.8 20

580 xamproconiaceaeHfamVHnovVHtoHaccommodateHxamproconiumHdesmazieriVHPhytotaxaTH2016THZcXTHde 0.7 18

579 TowardsHaHnaturalHclassificationHofHpothideomycetesfHdVHTheHgeneraHoocconiaTHpianeseaTH
qndococcusHandHxineostromaVHPhytotaxaTH2016THZaaTHbb 0.7 3

578 TruncatonesHmâ��pTHbenzo[j]fluoranthenesHfromHmnnulohypoxylonHspeciesHPXylariaceaeTHmscomycotaQVH
TetrahedronTH2016THcZTHb]aXUb]a] 2.4 18

577 ’hylogenyHandHmorphologyHrevealHtwoHnewHspeciesHofHpiaportheHfromHnetulaHsppVHinHohinaVH
PhytotaxaTH2016THZbeTHeX 0.7 21

(2016-2017)
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576 TheHgenusHrusariellaVHMycologicalcProgressTH2016THYaTHY[Y[UY[Zb 1.9 1

575 ncertaintiesHinH’redictingHpebrisHrlowHtazardsHrollowingHWildfireVHGeophysicalcMonographcSeriesTH
2016THZdcUZee 1.1

574 xentinulactamTHaHhirsutaneHsesquiterpeneHwithHanHunprecedentedHlactamHmodificationVHTetrahedronc
LettersTH2016THacTHaeYYUaeY[ 2 12

573 mHnewHspeciesHofHTrichodermaHhypoxylonHharboursHabundantHsecondaryHmetabolitesVHScientificc
ReportsTH2016THbTH[c[be 4.9 24

572 TwoHnovelHmcervusHspeciesHextendHtheirHdistributionHwithinHYunnanTHohinaVHPhytotaxaTH2016THZd[THc] 0.7 4

571 TaxonomyHof’aragavialidiumP‘rthopterafHTetrigidaefH celimeninaeQHwithHpescriptionHofH‘neHzewH
 peciesHandHzotesHonHqcologyHandHtabitsVHEntomologicalcNewsTH2016THYZbTH][UaY 0.4 5

570 senericHnamesHinHyagnaporthalesVHIMAcFungusTH2016THcTHYaaUe 6.8 66

569 qquiseticolaHgenVHnovVHP’haeosphaeriaceaeQTHfromHqquisetumHspVHinHutalyVHPhytotaxaTH2016THZd]THYbe 0.7 6

568  peciesHofH’silocybeHPtymenogastraceaeQHfromHYunnanTHsouthwestHohinaVHPhytotaxaTH2016THZd]THYdY 0.7 1

567 mdditionsHtoHwarstHrungiH[fH’rosthemiumHsinenseHspHnovVTHfromHsuizhouH’rovinceTHohinaVHPhytotaxaTH
2016THZd]THZdY 0.7 3

566 piversityHofH’enicilliumHspeciesHisolatedHfromHheavyHmetalHpollutedHsoilHinHsuizhouH’rovinceTHohinaVH
PhytotaxaTH2016THZc[THYbc 0.7 5

565 ´›´›´›xaccariaHrubroalbaHspVHnovVHPtydnangiaceaeTHmgaricalesQHfromH outhwesternHohinaVHPhytotaxaTH
2016THZd]TH]Y 0.7 5

564 zovelHchaetosphaeriaceousHhyphomycetesHfromHaquaticHhabitatsVHMycologicalcProgressTH2016THYaTHYYacUYYbc1.9 17

563 ’hallusHhaitangensisTHaHnewHspeciesHofHstinkhornHfromHYunnanH’rovinceTHohinaVHPhytotaxaTH2016TH
ZdXTHYYb 0.7 4

562  poridesmioidesHthailandicaHgenVHetHspVHnovVHPpothideomycetesQHfromHnorthernHThailandVH
MycologicalcProgressTH2016THYaTHYYbeUYYcd 1.9 9

561 mdditionsHtoHtheHsenus—hytidhysteroninHtysteriaceaeVHCryptogamieocMycologieTH2016TH[cTHeeUYYb 1.4 11

560 unfluencesHofHvegetationHdisturbanceHonHhydrogeomorphicHresponseHfollowingHwildfireVHHydrologicalc
ProcessesTH2016TH[XTHYY[YUYY]d 3.3 7

559  peciesHclarificationHofHtheHculinaryHnachuHmushroomHinHwesternHohinaVHMycologiaTH2016THYXdTHdZdU[b 2.4 11
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558  omeHstromaticHpyrenomycetousHfungiHfromHnorthernHThailandHâ��HZVHmnnulohypoxylonHandHstulinaVH
MycotaxonTH2016THY[YTHbYUda 0.5

557 TaxonomyHandHphylogenyHofHxaburnicolaHgenVHnovVHandH’aramassariosphaeriaHgenVHnovVH
PpidymosphaeriaceaeTHyassarineaeTH’leosporalesQVHFungalcBiologyTH2016THYZXTHY[a]UY[c[ 2.8 17

556 ramiliesHofH ordariomycetesVHFungalcDiversityTH2016THceTHYU[Yc 17.6 164

555 TheHholomorphHofH’arasarcopodiumHP tachybotryaceaeQTHintroducingH’VHpandanicolaHspVHnovVHonH
’andanusHspVVHPhytotaxaTH2016THZbbTHZaX 0.7 9

554 oamarosporiumHarezzoensisHonHoytisusHspVTHanHadditionHtoHsexualHstateHofHoamarosporiumHsensuH
strictoVHSaudicJournalcofcBiologicalcSciencesTH2016THZ[THYUd 4 5

553 TheHgenusHThoradontaHinHThailandHP‘rthopterafHTetrigidaefH celimeninaeQHwithHdescriptionHofHtwoH
newHspeciesVHJournalcofcNaturalcHistoryTH2016THaXTHd[[Ud]a 0.5 2

552 TowardsHstandardizingHtaxonomicHranksHusingHdivergenceHtimesHâ��HaHcaseHstudyHforHreconstructionHofH
theHmgaricusHtaxonomicHsystemVHFungalcDiversityTH2016THcdTHZ[eUZeZ 17.6 50

551 ’seudopestalotiopsisHignotaHandH’sVHcamelliaeHsppVHnovVHassociatedHwithHgreyHblightHdiseaseHofHteaH
inHohinaVHMycologicalcProgressTH2016THYaTHY 1.9 19

550 —oselliniaHconvexaHspVHnovVHPXylarialesTH’ezizomycotinaQHfromHohinaVHMycoscienceTH2016THacTHYb]UYcX 1.2 6

549 ’ulveroboletusHfragransTHaHnewHnoletaceaeHspeciesHfromHzorthernHThailandTHwithHaHremarkableH
aromaticHodorVHMycologicalcProgressTH2016THYaTHY 1.9 20

548
xignicolousHfreshwaterHfungiHalongHaHnorthâ��southHlatitudinalHgradientHinHtheHmsianWmustralianH
regiongHcanHweHpredictHtheHimpactHofHglobalHwarmingHonHbiodiversityHandHfunctionkVHFungalcEcologyTH
2016THYeTHYeXUZXX

4.1 72

547 mHnewHspeciesHandHaHrevisedHkeyHofHtheHgenusHThoradontaHP‘rthopteraTHTetrigidaeQVHZooKeysTH2016THbeUce1.2 3

546 TaxonomyHandH’hylogenyHofvuncaceicolagenVHnovVHP’haeosphaeriaceaeTH’leosporinaeTH
’leosporalesQVHCryptogamieocMycologieTH2016TH[cTHY[aUYab 1.4 11

545 TaxonomicHandH’hylogeneticH’lacementHof’haeodimeriellaP’seudoperisporiaceaeTH’leosporalesQVH
CryptogamieocMycologieTH2016TH[cTHYacUYcb 1.4 4

544 ruscosporellalesTHaHzewH‘rderHofHmquaticHandHTerrestrialHtypocreomycetidaeHP ordariomycetesQVH
CryptogamieocMycologieTH2016TH[cTH]]eU]ca 1.4 15

543 untroducingyelanoctonaHtectonaegenVHetHspVHnovVHandyinimelanolocusHyunnanensisspVHnovVH
PterpotrichiellaceaeTHohaetothyrialesQVHCryptogamieocMycologieTH2016TH[cTH]ccU]eZ 1.4 8

542 TaxonomicH—earrangementHofmnthostomellaPXylariaceaeQHnasedHonHaHyultigeneH’hylogenyHandH
yorphologyVHCryptogamieocMycologieTH2016TH[cTHaXeUa[d 1.4 10

541 —ecordsHofHtedotettixHandHTeredorusHinHThailandHwithHtheHdescriptionHofHthreeHnewHspeciesH
P‘rthopteraTHTetrigidaeQVHZooKeysTH2016THd[Uea 1.2 2
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540 ‘verlookedHcompetingHasexualHandHsexuallyHtypifiedHgenericHnamesHofHwithHrecommendationsHforH
theirHuseHorHprotectionVHIMAcFungusTH2016THcTHZdeU[Xd 6.8 27

539 yorphologyHandH’hylogenyHofHzeoscytalidiumHorchidacearumHspVHnovVHPnotryosphaeriaceaeQVH
MycobiologyTH2016TH]]THceUd] 1.7 18

538 seneticHmnalysesHofHtheHunternalHTranscribedH pacerH equencesH uggestHuntrogressionHandH
puplicationHinHtheHyedicinalHyushroomHmgaricusHsubrufescensVHPLoScONETH2016THYYTHeXYabZaX 3.7 12

537 —ecommendationsHforHcompetingHsexualUasexuallyHtypifiedHgenericHnamesHinH ordariomycetesH
PexceptHpiaporthalesTHtypocrealesTHandHyagnaporthalesQVHIMAcFungusTH2016THcTHY[YUa[ 6.8 57

536 mdditionsHto porormiaceaefHuntroducingHTwoHzovelHseneraT particolaandrorliomycesTH
from partiumVHCryptogamieocMycologieTH2016TH[cTHcaUec 1.4 13

535 mHnewHspeciesHandHfourHnewHrecordsHofHmmanitaHPmmanitaceaegHnasidiomycotaQHfromHzorthernH
ThailandVHPhytotaxaTH2016THZdbTHZYY 0.7 14

534 zeopestalotiopsisHvitisHspVHnovVHcausingHgrapevineHleafHspotHinHohinaVHPhytotaxaTH2016THZadTHb[ 0.7 25

533 xepiotaHthailandicaHPmgaricaceaeQTHaHnewHspeciesHfromHThailandVHPhytotaxaTH2016THZ]aTHZbZ 0.7 5

532 yultigeneHphylogenyHandHmorphologyHrevealHaHnewHspeciesTH‘phiocordycepsHtettigoniaTHfromH
suizhouH’rovinceTHohinaVHPhytotaxaTH2016THZdXTHY]Y 0.7 7

531 ohaetothyrinaHmangiferaeHspVHnovVTHaHnewHspeciesHofHohaetothyrinaVHPhytotaxaTH2016THZaaTHZY 0.7 8

530 oorrectHnamesHofHtwoHcultivatedHmushroomsHfromHtheHgenusH’leurotusHinHohinaVHPhytotaxaTH2016TH
ZbXTH[b 0.7 2

529 mHnewHspeciesHofHgenusHmnteagloniumHPmnteagloniaceaeTH’leosporalesQHwithHitsHasexualHmorphVH
PhytotaxaTH2016THZb[THZ[[ 0.7 6

528 yuyocopronalesTHordVHnovVTHPpothideomycetesTHmscomycotaQHandHaHreappraisalHofHyuyocopronH
speciesHfromHnorthernHThailandVHPhytotaxaTH2016THZbaTHZZa 0.7 21

527 unfundibulicybeHrufaHspVHnovVHPTricholomataceaeQTHaHreddishHbrownHspeciesHfromHsouthwesternH
ohinaVHPhytotaxaTH2016THZbbTHY[] 0.7 4

526 xentitheciumHcangshanenseHspVHnovVHPxentitheciaceaeQHfromHfreshwaterHhabitatsHinHYunnanH
’rovinceTHohinaVHPhytotaxaTH2016THZbcTHbY 0.7 11

525 oalcarisporiumHcordycipiticolaHspVHnovVTHanHimportantHfungalHpathogenHofHoordycepsHmilitarisVH
PhytotaxaTH2016THZbdTHY[a 0.7 5

524 TwoHnewHspeciesHofHtelicascusHPyorosphaeriaceaeQHfromHsubmergedHwoodHinHnorthernHThailandVH
PhytotaxaTH2016THZcXTHYdZ 0.7 8

523 mdditionsHtoHwarstHrungiHYfHnotryosphaeriaHminutispermatiaHspVHnovVTHfromHsuizhouH’rovinceTHohinaVH
PhytotaxaTH2016THZcaTH[a 0.7 19
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522 unterUHandHintraUspecificHdiversityHinHmgaricusHendoxanthusHandHalliedHspeciesHrevealsHaHnewHtaxonTHmVH
punjabensisVHPhytotaxaTH2016THZaZTHY 0.7 11

521 mHchecklistHofHfungiHinH‘manVHPhytotaxaTH2016THZc[THZYe 0.7 12

520 yolecularHdataHshowsHpidymellaHaptrootiiHisHaHnewHgenusHinHnambusicolaceaeVHPhytotaxaTH2016THZ]cTHee 0.7 8

519 zewHspeciesHofH poroschismaHPohaetosphaeriaceaeQHfromHaquaticHhabitatsHinHThailandVHPhytotaxaTH
2016THZdeTHY]c 0.7 14

518 oeramothyriumHlongivolcaniformeHspVHnovVTHaHnewHspeciesHofHohaetothyriaceaeHfromHnorthernH
ThailandVHPhytotaxaTH2016THZbcTHaY 0.7 6

517 mdditionsHtoHwarstHrungiHZfHmlpestrisphaeriaHjonesiiHfromHsuizhouH’rovinceTHohinaVHPhytotaxaTH2016TH
ZccTHZaa 0.7 9

516 TwoHnewH’seudohalonectriaHspeciesHonHbeechHcupulesHPragusHsylvaticaQHandHaHnewHgenusHtoH
accommodateH’VHsuthepensisVHPhytotaxaTH2016THZcdTHYYa 0.7 3

515 telminthosporiumHvelutinumHandHtVHaquaticumHspVHnovVHfromHaquaticHhabitatsHinHYunnanH’rovinceTH
ohinaVHPhytotaxaTH2016THZa[THYce 0.7 9

514  tudiesHonHmgaricusHsubtilipesHTHaHnewHcultivatableHspeciesHfromHThailandTHincidentallyHrevealHtheH
presenceHofHmgaricusHsubrufescensHinHmfricaVHMycoscienceTH2016THacTHZ[eUZaX 1.2 12

513 ’yristriatinsHmHandHnfH’yridinoUoyathaneHmntibioticsHfromHtheHnasidiomyceteHoyathusHcfVHstriatusVH
JournalcofcNaturalcProductsTH2016THceTHYbd]Ud 4.9 38

512 mntagonisticHinteractionHbetweenHTrichodermaHasperellumHandH’hytophthoraHcapsiciHinHvitroVH
JournalcofcZhejiangcUniversity:cSciencecBTH2016THYcTHZcYUZdY 4.5 20

511 rungalHdiversityHnotesHZa[â��[bbfHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalc
DiversityTH2016THcdTHYUZ[c 17.6 174

510 xigninsphaeriaHjonesiiHgenVHetVHspVHnovVTHaHremarkableHbambooHinhabitingHascomyceteVHPhytotaxaTH
2016THZ]cTHYXe 0.7 5

509 TheHfamiliesHpistoseptisporaceaeHfamVHnovVTHwirschsteiniotheliaceaeTH porormiaceaeHandH
TorulaceaeTHwithHnewHspeciesHfromHfreshwaterHinHYunnanH’rovinceTHohinaVHFungalcDiversityTH2016THdXTH[caU]Xe17.6 50

508 ’oaceascomaHaquaticumHspVHnovVHPxentitheciaceaeQTHaHnewHspeciesHfromHsubmergedHbambooHinH
freshwaterVHPhytotaxaTH2016THZa[THcY 0.7 12

507 oryptosporellaHplatyphyllaTHaHnewHspeciesHassociatedHwithHnetulaHplatyphyllaHinHohinaVHPhytotaxaTH
2016THZa[THZda 0.7 4

506  eimatosporiumHquercinaHspVHnovVHPpiscosiaceaeQHonH–uercusHroburHfromHsermanyVHPhytotaxaTH2016TH
ZaaTHZ]X 0.7 7

505  exualHmorphHofH eimatosporiumHcorniiHfoundHonHoornusHsanguineaHinHutalyVHPhytotaxaTH2016THZacTHaY 0.7 7
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504 mHdescriptionHofHelevenHnewHspeciesHofHmgaricusHsectionsHXanthodermateiHandHtondensesHcollectedH
fromHTibetHandHtheHsurroundingHareasVHPhytotaxaTH2016THZacTHee 0.7 13

503 pictyosporiaceaeHfamVHnovVVHFungalcDiversityTH2016THdXTH]acU]dZ 17.6 33

502 TaxonomyHandHphylogenyHofHdematiaceousHcoelomycetesVHFungalcDiversityTH2016THccTHYU[Yb 17.6 105

501 ‘phiosimulansHtanacetiHgenVHetHspVHnovVHP’haeosphaeriaceaeQHonHTanacetumHspVHPmsteraceaeQHfromH
utalyVHMycologicalcProgressTH2016THYaTHY 1.9 7

500 zewHspeciesHandHrecordsHofHsaddleHfungiHPtelvellaTHtelvellaceaeQHfromHviuzhaigouHzaturalH—eserveTH
ohinaVHMycoscienceTH2016THacTH]ZZU][X 1.2 4

499  eifertiaHshangrilaensisHspVHnovVHPyelanommataceaeQTHaHnewHspeciesHfromH outhwestHohinaVH
PhytotaxaTH2016THZc[TH[] 0.7 8

498 rungalHdiversityHnotesH[bcâ��]eXfHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalc
DiversityTH2016THdXTHYUZcX 17.6 219

497  poroschismaHfromHsubmergedHwoodHinHYunnanTHohinaVHMycologicalcProgressTH2016THYaTHYY]aUYYaa 1.9 15

496 yorphologyHandHphylogenicHpositionHofHWynnellaHsubalpinaHspVHnovVHPtelvellaceaeQHfromHwesternH
ohinaVHPhytotaxaTH2016THZcXTH]Y 0.7 5

495 slobalHversusHohineseHperspectivesHonHtheHphylogenyHofHtheHzUfixingHcladeVHJournalcofcSystematicsc
andcEvolutionTH2016THa]TH[eZU[ee 2.9 4

494 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforH’leosporaceaeVHFungalcDiversityTH2015THcYTHdaUY[e17.6 72

493 ‘verviewHofH tachybotrysHPyemnoniellaQHandHcurrentHspeciesHstatusVHFungalcDiversityTH2015THcYTHYcUd[ 17.6 31

492 qndophyticHpiaportheHassociatedHwithHoitrusfHmHphylogeneticHreassessmentHwithHsevenHnewHspeciesH
fromHohinaVHFungalcBiologyTH2015THYYeTH[[YU]c 2.8 54

491 oytosporaHspeciesHassociatedHwithHwalnutHcankerHdiseaseHinHohinaTHwithHdescriptionHofHaHnewHspeciesH
oVHgigalocusVHFungalcBiologyTH2015THYYeTH[YXUe 2.8 37

490 TowardsHunravelingHrelationshipsHinHXylariomycetidaeHP ordariomycetesQVHFungalcDiversityTH2015THc[THc[UY]]17.6 110

489 pynamicsHofHtheHworldwideHnumberHofHfungiHwithHemphasisHonHfungalHdiversityHinHohinaVHMycologicalc
ProgressTH2015THY]THY 1.9 26

488 qpitypificationHofnroomellaHvitalbaeandHuntroductionHofHaHzovelH peciesHoftyalotiellaVHCryptogamieoc
MycologieTH2015TH[bTHe[UYXd 1.4 7

487 peconinsHmUqfHouparenicHandHyevalonicHorH’ropionicHmcidHoonjugatesHfromHtheHnasidiomyceteH
peconicaHspVH]cYVHJournalcofcNaturalcProductsTH2015THcdTHe[]Ud 4.9 35
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486 piscoveryHofHnewHmitorubrinHderivativesHfromHtypoxylonHfulvoUsulphureumHspVHnovVHPmscomycotaTH
XylarialesQVHMycologicalcProgressTH2015THY]THY 1.9 14

485 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforH ordariomycetesVHFungalcDiversityTH2015THcZTHYeeU[XY17.6 206

484
’olyporusHumbellatusTHanHqdibleUyedicinalHoultivatedHyushroomHwithHyultipleHpevelopedH
tealthUoareH’roductsHasHroodTHyedicineHandHoosmeticsfHmH—eviewVHCryptogamieocMycologieTH2015TH
[bTH[U]Z

1.4 16

483 rungalHdiversityHnotesHYâ��YYXfHtaxonomicHandHphylogeneticHcontributionsHtoHfungalHspeciesVHFungalc
DiversityTH2015THcZTHYUYec 17.6 231

482 mnthostomellaHisHpolyphyleticHcomprisingHseveralHgeneraHinHXylariaceaeVHFungalcDiversityTH2015THc[THZX[UZ[d17.6 50

481 piverseHspeciesHofHoolletotrichumHassociatedHwithHgrapevineHanthracnoseHinHohinaVHFungalcDiversityTH
2015THcYTHZ[[UZ]b 17.6 38

480 slobalHdiversityHandHtaxonomyHofHtheHmuriculariaHauriculaUjudaeHcomplexHPmuricularialesTH
nasidiomycotaQVHMycologicalcProgressTH2015THY]THY 1.9 19

479 TheHracesHofHrungiHdatabasefHfungalHnamesHlinkedHwithHmorphologyTHphylogenyHandHhumanHimpactsVH
FungalcDiversityTH2015THc]TH[UYd 17.6 335

478 ’hylogeneticHrelationshipsHandHmorphologicalHreappraisalHofHyelanommataceaeHP’leosporalesQVH
FungalcDiversityTH2015THc]THZbcU[Z] 17.6 31

477 rungalHdiversityHnotesHYYYâ��ZaZâ��taxonomicHandHphylogeneticHcontributionsHtoHfungalHtaxaVHFungalc
DiversityTH2015THcaTHZcUZc] 17.6 255

476 nackboneHtreeHforHohaetothyrialesHwithHfourHnewHspeciesHofHyinimelanolocusHfromHaquaticHhabitatsVH
FungalcBiologyTH2015THYYeTHYX]bUYXbZ 2.8 32

475 —evisionHandHphylogenyHofHxeptosphaeriaceaeVHFungalcDiversityTH2015THc]THYeUaY 17.6 42

474 tericiumHerinaceusTHanHamazingHmedicinalHmushroomVHMycologicalcProgressTH2015THY]THY 1.9 66

473 yeliolalesVHFungalcDiversityTH2015THc]THeYUY]Y 17.6 20

472 TheHsenusnolivaritettixinHThailandHP‘rthopterafHTetrigidaefHyetrodorinaeQTHwithHThreeHzewH peciesH
andH‘neHzewH—ecordVHEntomologicalcNewsTH2015THYZaTHY[bUY]b 0.4 2

471 piaportheHrostrataTHaHnovelHascomyceteHfromHvuglansHmandshuricaHassociatedHwithHwalnutHdiebackVH
MycologicalcProgressTH2015THY]THY 1.9 16

470  eiridiumHvenetumHredescribedTHandH VHcamelliaeTHaHnewHspeciesHfromHoamelliaHreticulataHinHohinaVH
MycologicalcProgressTH2015THY]THY 1.9 2

469
TowardsHaHnaturalHclassificationHofHmstrosphaeriellaUlikeHspeciesgHintroducingHmstrosphaeriellaceaeH
andH’seudoastrosphaeriellaceaeHfamVHnovVHandHmstrosphaeriellopsisTHgenVHnovVVHFungalcDiversityTH
2015THc]THY][UYec

17.6 48
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468  planchnonemaUlikeHspeciesHinH’leosporalesfHintroducingH’seudosplanchnonemaHgenVHnovVHinH
yassarinaceaeVHPhytotaxaTH2015THZ[YTHY[[ 0.7 5

467 mgaricusHsectionHnrunneopictifHaHphylogeneticHreconstructionHwithHdescriptionsHofHfourHnewHtaxa´ VH
PhytotaxaTH2015THYeZTHY]a 0.7 24

466 oytosporaHspeciesHassociatedHwithHcankerHdiseaseHofHthreeHantiUdesertificationHplantsHinH
northwesternHohinaVHPhytotaxaTH2015THYecTHZZcUZ]] 0.7 30

465 mHnewHspeciesHofHoollodisculaHPXylariaceaeQHfromHohinaVHPhytotaxaTH2015THZXaTHYdc 0.7 6

464 yetacordycepsHshibinensisHspVHnovVHfromHlarvaeHofHxepidopteraHinHsuizhouH’rovinceTHsouthwestH
ohinaVHPhytotaxaTH2015THZZbTHaY 0.7 9

463 mHmultipleHgeneHgenealogyHrevealsHtheHphylogeneticHplacementHofHuodosphaeriaHtongrenensisHspVH
novVHinHuodosphaeriaceaeHPXylarialesQVHPhytotaxaTH2015THZ[]THYZY 0.7 3

462 ’hylogenyHandHmorphologyHofH’remilcurensisHgenVHnovVHP’leosporalesQHfromHstemsHofH enecioHinH
utalyVHPhytotaxaTH2015THZ[bTH]X 0.7 12

461 yultigeneHphylogenyHandHmorphologyHrevealH’haeobotryonHrhoisHspVHnovVHPnotryosphaerialesTH
mscomycotaQVHPhytotaxaTH2015THZXaTHeX 0.7 7

460 muriculariaHthailandicaHspVHnovVHPmuriculariaceaeTHmuricularialesQHaHwidelyHdistributedHspeciesHfromH
 outheasternHmsiaVHPhytotaxaTH2015THZXdTHY]c 0.7 7

459 yuriphaeosphaeriaHgalatellaeHgenVHetHspVHnovVHinH’haeosphaeriaceaeHP’leosporalesQVHPhytotaxaTH
2015THZZcTHaa 0.7 16

458 nambusicolaHloculataHspVHnovVHPnambusicolaceaeQHfromHbambooVHPhytotaxaTH2015THZY[THYZZ 0.7 13

457  peciesHdiversityHwithinHtheHtelvellaHcrispaHgroupHPmscomycotafHtelvellaceaeQHinHohinaVHPhytotaxaTH
2015THZ[eTHY[X 0.7 15

456 xargeUscaleHphylogeneticHanalysesHrevealHmultipleHgainsHofHactinorhizalHnitrogenUfixingHsymbiosesHinH
angiospermsHassociatedHwithHclimateHchangeVHScientificcReportsTH2015THaTHY]XZ[ 4.9 52

455 notryosphaeriaceaeHassociatedHwithHTectonaHgrandisHPteakQHinHzorthernHThailandVHPhytotaxaTH2015TH
Z[[THY 0.7 13

454 qdibleHspeciesHofHmgaricusHPmgaricaceaeQHfromHXinjiangH’rovinceHPWesternHohinaQVHPhytotaxaTH2015TH
ZXZTHYda 0.7 19

453 yolecularHphylogeneticHanalysisHrevealsHtwoHnewHspeciesHofHpiscosiaHfromHutalyVHPhytotaxaTH2015TH
ZX[TH[c 0.7 3

452 xactariusHsubgenusH—ussulariaHP—ussulaceaeQHinH outhUqastHmsiafH[VHnewHdiversityHinHThailandHandH
ëietnamVHPhytotaxaTH2015THZXcTHZYa 0.7 11

451 xasiodiplodiaHpseudotheobromaeHcausesHpedicelHandHpeduncleHdiscolourationHofHgrapesHinHohinaVH
AustralasiancPlantcDiseasecNotesTH2015THYXTHY 0.8 15
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450  ynonymyHofHtwoHspeciesHofHnipolarisHfromHaquaticHcropsHofH’oaceaeVHMycotaxonTH2015THY[XTHY[YUY][ 0.5 2

449 —ecommendedHnamesHforHpleomorphicHgeneraHinHpothideomycetesVHIMAcFungusTH2015THbTHaXcUZ[ 6.8 72

448 ’oaceascomaHhelicoidesgenHetHspVHnovVTHaHzewHsenusHwithH colecosporesHinHxentitheciaceaeVH
CryptogamieocMycologieTH2015TH[bTHZZaUZ[b 1.4 20

447 rungalHniodiversityH’rofilesHYYâ��ZXVHCryptogamieocMycologieTH2015TH[bTH[aaU[dX 1.4 37

446
mdditionsHtoHnrownH poredHooelomycetousHTaxaHinHyassarinaeTH’leosporalesfH
untroducing’hragmocamarosporiumgenVHnovVHand uttonomycesgenVHnovVVHCryptogamieocMycologieTH
2015TH[bTHZY[UZZ]

1.4 16

445 TheHsenusyurisporaVHCryptogamieocMycologieTH2015TH[bTH]YeU]]d 1.4 12

444 rungalHniodiversityH’rofilesHYâ��YXVHCryptogamieocMycologieTH2015TH[bTHYZYUYbb 1.4 22

443 ZeloasperisporialesHordVHnovVTHandHTwoHzewH peciesHofZeloasperisporiumVHCryptogamieocMycologieTH
2015TH[bTH[XYU[Yc 1.4 12

442 ’renylhydroquinoneUperivedH econdaryHyetabolitesHfromHoulturesHofHtheHnasidiomyceteHxentinusH
 imilisHnooHaZacdVHNaturalcProductcCommunicationsTH2015THYXTHYe[]acdXYaXYXXX 0.9 1

441 yorphologicalHandHmolecularHcharacterisationHofHpiaportheHspeciesHassociatedHwithHgrapevineH
trunkHdiseaseHinHohinaVHFungalcBiologyTH2015THYYeTHZd[Ue] 2.8 47

440 yicropsalliotaHpseudoglobocystisTHaHnewHspeciesHfromHohinaVHMycotaxonTH2015THY[XTHaaaUabY 0.5 3

439 TwoHnewH—oselliniaHspeciesHfromH outhwestHohinaVHMycotaxonTH2015THY[XTHab[Uabc 0.5 5

438 TowardsHaHnaturalHclassificationHandHbackboneHtreeHforHxophiostomataceaeTHrloricolaceaeTHandH
mmorosiaceaeHfamVHnovVVHFungalcDiversityTH2015THc]THYeeUZbb 17.6 51

437 udentificationHandHcharacterizationHofH’estalotiopsisUlikeHfungiHrelatedHtoHgrapevineHdiseasesHinH
ohinaVHFungalcBiologyTH2015THYYeTH[]dUbY 2.8 27

436 xenormandinsHmâ��sTHnewHazaphilonesHfromHtypoxylonHlenormandiiHandHtypoxylonHjaklitschiiHspVH
novVTHrecognisedHbyHchemotaxonomicHdataVHFungalcDiversityTH2015THcYTHYbaUYd] 17.6 38

435 TheHpiaportheHsojaeHspeciesHcomplexfH’hylogeneticHreUassessmentHofHpathogensHassociatedHwithH
soybeanTHcucurbitsHandHotherHfieldHcropsVHFungalcBiologyTH2015THYYeTH[d[U]Xc 2.8 87

434 weissleriellaHdactylidisTHspVHnovVTHfromHpactylisHglomerataHandHitsHphylogeneticHplacementVH
ScienceAsiaTH2015TH]YTHZea 1.4 10

433 ZeloasperisporialesHordVHnovVTHandHTwoHzewH peciesHofZeloasperisporiumVHCryptogamieocMycologieTH
2015TH[bTH[XYU[Yc 1.4 1
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432 TheHsootyHmouldsVHFungalcDiversityTH2014THbbTHYU[b 17.6 302

431 umprovingHtheHbackboneHtreeHforHtheHgenusH’estalotiopsisgHadditionHofH’VHsteyaertiiHandH’VHmagnaHspVH
novVVHMycologicalcProgressTH2014THY[THbYcUbZ] 1.9 28

430 umprovingHuT HsequenceHdataHforHidentificationHofHplantHpathogenicHfungiVHFungalcDiversityTH2014THbcTHYYUYe17.6 101

429 —evisionHofH’haeosphaeriaceaeVHFungalcDiversityTH2014THbdTHYaeUZ[d 17.6 108

428 unsightsHintoHtheHgenusHpiaporthefHphylogeneticHspeciesHdelimitationHinHtheHpVHeresHspeciesHcomplexVH
FungalcDiversityTH2014THbcTHZX[UZZe 17.6 149

427 mHmolecularHphylogeneticHreappraisalHofHtheHpidymosphaeriaceaeHPiHyontagnulaceaeQVHFungalc
DiversityTH2014THbdTHbeUYX] 17.6 79

426  porothriolideHderivativesHasHchemotaxonomicHmarkersHforVHMycologyTH2014THaTHYYXUYYe 3.7 34

425 qpitypificationHofHTwoHnambusicolousHrungiHfromHThailandVHCryptogamieocMycologieTH2014TH[aTHZ[eUZab 1.4 9

424 untroducingHtheHzovelH peciesTpothiorellaHsymphoricarposicolaTHfromH nowberryHinHutalyVH
CryptogamieocMycologieTH2014TH[aTHZacUZcX 1.4 10

423 ‘neHstopHshopfHbackbonesHtreesHforHimportantHphytopathogenicHgenerafHuHPZXY]QVHFungalcDiversityTH
2014THbcTHZYUYZa 17.6 180

422 mHnewHmlternariaHspeciesHfromHgrapevineHinHohinaVHMycologicalcProgressTH2014THY[THYYYe 1.9 7

421 pematiopleosporaHmariaegenVHspVHnovVTHfromH‘nonis pinosainHutalyVHCryptogamieocMycologieTH2014TH
[aTHYXaUYYc 1.4 19

420 yorphologicalHandHmolecularHcharacterizationHofHthreeHmgaricusHspeciesHfromHtropicalHmsiaH
P’akistanTHThailandQHrevealsHaHnewHgroupHinHsectionHXanthodermateiVHMycologiaTH2014THYXbTHYZZXU[Z 2.4 28

419 zovel’estalotiopsis peciesHfromHThailandH’ointHtoHtheH—ichHndiscoveredHpiversityHofHthisH
ohemicallyHoreativeHsenusVHCryptogamieocMycologieTH2014TH[aTHY[eUY]e 1.4 10

418 qndophyticHspeciesHofHoolletotrichumHassociatedHwithHmangoHinHnortheasternHnrazilVHFungalc
DiversityTH2014THbcTHYdYUZXZ 17.6 75

417 qffectsHofHvegetationHdisturbanceHbyHfireHonHchannelHinitiationHthresholdsVHGeomorphologyTH2014TH
ZY]THd]Ueb 4.3 37

416 xindgomycesHgriseosporusTHaHnewHaquaticHascomyceteHfromHquropeHincludingHnewHrecordsVH
MycoscienceTH2014THaaTH][U]d 1.2 9

415 ’ustulomycesgenVHnovVHmccommodatedHinpiaporthaceaeTHpiaporthalesTHasH—evealedHbyHyorphologyH
andHyolecularHmnalysesVHCryptogamieocMycologieTH2014TH[aTHb[UcZ 1.4 24
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414 TheH’hylogeneticH’lacementHofqriosporellaHbambusicolaspVHnovVHinoapnodialesVHCryptogamieoc
MycologieTH2014TH[aTH]YU]e 1.4 8

413 ’silocybeHchuxiongensisTHaHnewHbluingHspeciesHfromHsubtropicalHohinaVHPhytotaxaTH2014THYabTHZYY 0.7 4

412 xactariusHsubgenusH—ussulariaHP—ussulaceaeQHinH outheastHmsiafHYVH peciesHwithHveryHdistantHgillsVH
PhytotaxaTH2014THYadTHZ[ 0.7 17

411 untroducingHohaetothyriotheciumTHaHnewHgenusHofHyicrothyrialesVHPhytotaxaTH2014THYbYTHYac 0.7 19

410  ystematicHanalysesHofH‘phiocordycepsHramosissimumHspVHnovVTHaHnewHspeciesHfromHaHlarvaeHofH
tepialidaeHinHohinaVHPhytotaxaTH2014THYbYTHZZc 0.7 13

409 —oussoellaceaeTHaHnewHpleosporaleanHfamilyHtoHaccommodateHtheHgeneraHzeoroussoellaHgenVHnovVTH
—oussoellaHandH—oussoellopsisVHPhytotaxaTH2014THYdYTHY 0.7 58

408 oamarosporiumHsensuHstrictoHinH’leosporinaeTH’leosporalesHwithHtwoHnewHspeciesVHPhytotaxaTH2014TH
Yd[THYb 0.7 14

407 sreeneriaHsaprophyticaHspVHnovVHonHdeadHleavesHofH yzygiumHcuminiHfromHohiangH—aiTHThailandVH
PhytotaxaTH2014THYd]THZca 0.7 4

406 ’hyllostictaHspeciesHfromHbananaHPyusaHspVQHinHohongqingHandHsuizhouH’rovincesTHohinaVHPhytotaxaTH
2014THYddTHY[a 0.7 10

405 TrichopeltinaceaeHPpothideomycetesQTHanHearlierHnameHforHnrefeldiellaceaeTHwithHaHnewHspeciesHofH
TrichopeltinaVHPhytotaxaTH2014THYcbTHZcX 0.7 6

404 qnglerulaceaeHPpothideomycetesQ´ VHPhytotaxaTH2014THYcbTHY[e 0.7 8

403
TowardsHaHnaturalHclassificationHofHpothideomycetesHafHTheHgeneraHmscostratumTHohaetoscutulaTH
oeratocarpiaTHoystocoleusTHandHoolensoniellaHPpothideomycetesHincertaeHsedisQVHPhytotaxaTH2014TH
YcbTH]Z

0.7 6

402
TowardsHaHnaturalHclassificationHofHpothideomycetesHZfHTheHgeneraHoucurbidothisTH
teterosphaeriopsisTHtyalosphaeraTHzavicellaHandH’leiostomellinaHPpothideomycetesHincertaeHsedisQVH
PhytotaxaTH2014THYcbTHc

0.7 14

401 mHreappraisalHofHyicrothyriaceaeaVHPhytotaxaTH2014THYcbTHZXY 0.7 15

400 oonfusionHsurroundingHpidymosphaeriaâ��phylogeneticHandHmorphologicalHevidenceHsuggestH
pidymosphaeriaceaeHisHnotHaHdistinctHfamilyVHPhytotaxaTH2014THYcbTHYXZ 0.7 33

399 mHreUassessmentHofHqlsinoaceaeHPyyriangialesTHpothideomycetesQVHPhytotaxaTH2014THYcbTHYZX 0.7 21

398 tomortomycesHtamaricisHspVHnovVHandHconvergentHevolutionHofHtomortomycesHandH tilbosporaVH
PhytotaxaTH2014THYcbTHYab 0.7 4

397 zeotypificationHandHphylogenyHofHwalmusia´ VHPhytotaxaTH2014THYcbTHYb] 0.7 6
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396 TheHgenusHxeptoxyphiumHPoapnodiaceaeQHfromHohinaVHPhytotaxaTH2014THYcbTHYc] 0.7 8

395 rreshwaterHascomycetesfHxophiostomaHvaginatisporaHcombVHnovVHPpothideomycetesTH’leosporalesTH
xophiostomaceaeQHbasedHonHmorphologicalHandHmolecularHdataVHPhytotaxaTH2014THYcbTHYd] 0.7 13

394 yacrodiplodiopsisHinHxophiostomataceaeTH’leosporalesVHPhytotaxaTH2014THYcbTHYeZ 0.7 11

393 mHnewHspeciesHofHyicrothyriumHfromHYunnanTHohina´ VHPhytotaxaTH2014THYcbTHZY[ 0.7 7

392 TheHstatusHofHyyriangiaceaeHPpothideomycetesQVHPhytotaxaTH2014THYcbTHZYe 0.7 12

391 yorphologyHandHphylogenyHofH’seudorobillardaHeucalyptiHspVHnovVTHfromHThailandVHPhytotaxaTH2014TH
YcbTHZaY 0.7 6

390 TheHsexualHstateHofH etophoma´ VHPhytotaxaTH2014THYcbTHZbX 0.7 15

389 TaxonomyHandHphylogenyHofHpothideomycetes´ VHPhytotaxaTH2014THYcbTHa 0.7 3

388
TowardsHaHnaturalHclassificationHofHpothideomycetesH]fHTheHgeneraHnryopeltaTHnryorellaTH
nryosphaeriaTHxophiosphaerellaHandHyaireellaHPpothideomycetesHincertaeHsedisQVHPhytotaxaTH2014TH
YcbTHZd

0.7 9

387
TowardsHaHnaturalHclassificationHofHpothideomycetesHbfHTheHgeneraHpolabraTH’lacostromellaTH
’leosphaerellulaTH’olysporidiellaHandH’seudotrichiaHPpothideomycetesHincertaeHsedisQVHPhytotaxaTH
2014THYcbTHaa

0.7 15

386 zewHspeciesHofH’hallusHfromHaHsubtropicalHforestHinHXishuangbannaTHohinaVHPhytotaxaTH2014THYb[THeY 0.7 8

385 yorphologyHandHphylogenyHofHohaetospermumHPasexualHcoelomycetousHnasidiomycotaQ´ VHPhytotaxa
TH2014THYcaTHbY 0.7 7

384 ’hylogenyHandHmorphologyHofH’haeosphaeriopsisHtriseptataHspVHnovVTHandH’haeosphaeriopsisH
glaucopunctataVHPhytotaxaTH2014THYcbTHZ[d 0.7 19

383
TowardsHaHnaturalHclassificationHofHpothideomycetesH[fHTheHgeneraHyuelleritesTH
TrematosphaeriopsisTHëizellopsisHandHYoshinagellaHPpothideomycetesHincertaeHsedisQVHPhytotaxaTH
2014THYcbTHYd

0.7 10

382 olavatisporaHthailandicaHgenVHetHspVHnovVTHaHnovelHtaxonHofHëenturialesHPpothideomycetesQHfromH
ThailandVHPhytotaxaTH2014THYcbTHeZ 0.7 10

381 rindingHneedlesHinHhaystacksfHlinkingHscientificHnamesTHreferenceHspecimensHandHmolecularHdataHforH
rungiVHDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationTH2014THZXY]TH 5 199

380 ‘ptimizationHofHlargeUscaleHcultureHconditionsHforHtheHproductionHofHcordycepinHwithHoordycepsH
militarisHbyHliquidHstaticHcultureVHScientificcWorldcJournalocTheTH2014THZXY]THaYXbZc 2.2 18

379 mHmolecularHandHmorphologicalHreassessmentHofHpiademaceaeVHScientificcWorldcJournalocTheTH2014TH
ZXY]THbca[]d 2.2 13
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378 ëamsapriyaPXylariaceaeQH—eUpescribedTHwithHTwoHzewH peciesHandHyolecularH equenceHpataVH
CryptogamieocMycologieTH2014TH[aTH[[eU[ac 1.4 15

377 mnHqxcitingHzovelHyemberHofHxentitheciaceaeHinHutalyHfromHolematisHëitalbaVHCryptogamieoc
MycologieTH2014TH[aTH[Z[U[[c 1.4 32

376 PZ[X]QH’roposalHtoHconserveHtheHnameHpiaportheHeresHagainstHtwentyUoneHcompetingHnamesH
PmscomycotafHpiaporthalesfHpiaporthaceaeQVHTaxonTH2014THb[THe[]Ue[a 0.8 14

375
oamarosporiumUxikeH peciesHareH’olyphyleticHin’leosporalesgH
untroducing’aracamarosporiumand’seudocamarosporiumgenVHnovVHinyontagnulaceaeVH
CryptogamieocMycologieTH2014TH[aTHYccUYed

1.4 27

374 qvidenceHforHamphithallismHandHbroadHgeographicalHhybridizationHpotentialHamongHmgaricusH
subrufescensHisolatesHfromHnrazilTHrranceTHandHThailandVHFungalcBiologyTH2014THYYdTHYXY[UZ[ 2.8 18

373 —evisionHofHgeneraHinHmsterinalesVHFungalcDiversityTH2014THbdTHYUbd 17.6 42

372 zamingHandHoutlineHofHUZXY]HincludingHproposalsHforHtheHprotectionHorHsuppressionHofHgenericH
namesVHFungalcDiversityTH2014THbeTHYUaa 17.6 181

371 pothidealesVHFungalcDiversityTH2014THbdTHYXaUYad 17.6 37

370 qpitypificationHandHneotypificationfHguidelinesHwithHappropriateHandHinappropriateHexamplesVH
FungalcDiversityTH2014THbeTHacUeY 17.6 107

369 TubeufialesTHordVHnovVTHintegratingHsexualHandHasexualHgenericHnamesVHFungalcDiversityTH2014THbdTHZ[eUZed17.6 69

368 ‘ptimalHconditionsHofHmyceliaHgrowthHofHsensuHlatoVHMycologyTH2014THaTHZZYUZZc 3.7 4

367 yultiUxocusH’hylogenyH—evealsHtheH exualH tateHofTiarosporellainHnotryosphaeriaceaeVH
CryptogamieocMycologieTH2014TH[aTH[aeU[bc 1.4 11

366 TheHvacuolesHcontainingHmultivesicularHbodiesfHaHnewHobservationHinHinteractionHbetweenHstilagoH
esculentaHandHZizaniaHlatifoliaVHEuropeancJournalcofcPlantcPathologyTH2014THY[dTHceUeY 2.1 15

365 rreshwaterHrungiH2014TH 26

364 mHnovelHTrichodermaHspeciesHisolatedHfromHsoilHinHsuizhouTHTVHguizhouenseVHMycologicalcProgressTH
2013THYZTHYbcUYcZ 1.9 20

363 yolecularHandHmorphologicalHevidenceHsupportHfourHnewHspeciesHinHtheHgenusHyuscodorHfromH
northernHThailandVHAnnalscofcMicrobiologyTH2013THb[THY[]YUY[aY 3.2 39

362 WhatHareHtheHcommonHanthracnoseHpathogensHofHtropicalHfruitskVHFungalcDiversityTH2013THbYTHYbaUYce 17.6 74

361 qndophyticHoolletotrichumHfromHtropicalHgrassesHwithHaHnewHspeciesHoVHendophyticaVHFungalc
DiversityTH2013THbYTHYXcUYYa 17.6 43
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360 TheHmpyatHmarkerHcanHresolveHoolletotrichumHspeciesfHaHcaseHstudyHwithHyangiferaHindicaVHFungalc
DiversityTH2013THbYTHYYcUY[d 17.6 76

359 piaportheHspeciesHoccurringHonHcitrusHinHohinaVHFungalcDiversityTH2013THbYTHZ[cUZaX 17.6 55

358 riveHoolletotrichumHspeciesHareHresponsibleHforHmangoHanthracnoseHinHnortheasternHnrazilVHFungalc
DiversityTH2013THbYTHcaUdd 17.6 100

357  peciesHofHnotryosphaeriaceaeHinvolvedHinHgrapevineHdiebackHinHohinaVHFungalcDiversityTH2013THbYTHZZYUZ[b17.6 65

356 oomparisonHofHpzmHandH—zmTHandHcultivationHapproachesHforHtheHrecoveryHofHterrestrialHandHaquaticH
fungiHfromHenvironmentalHsamplesVHCurrentcMicrobiologyTH2013THbbTHYdaUeY 2.4 8

355 mntimicrobialHactivityHofHcrudeHextractsHofH’hyllostictaHsppVVHMycologyTH2013TH]THYYZUYYc 3.7 3

354 pyfrolomycetaceaeTHaHnewHfamilyHinHtheHpothideomycetesTHmscomycotaVHCryptogamieocMycologieTH
2013TH[]THZZ[UZ[Z 1.4 17

353 ramiliesHofHpothideomycetesVHFungalcDiversityTH2013THb[THYU[Y[ 17.6 400

352 symnopalynesHmHandHnTHchloropropynylUisocoumarinHantibioticsHfromHculturesHofHtheHbasidiomyceteH
symnopusHspVHJournalcofcNaturalcProductsTH2013THcbTHZY]YU] 4.9 28

351 nioactiveHmetabolitesHfromHmacrofungifHethnopharmacologyTHbiologicalHactivitiesHandHchemistryVH
FungalcDiversityTH2013THbZTHYU]X 17.6 130

350 ’hylogenyHandHyorphologyHofxeptosphaerulinaHsaccharicolaspVHnovVHand’leosphaerulinaHoryzaeandH
—elationshipsHwithH’ithomycesVHCryptogamieocMycologieTH2013TH[]TH[X[U[Ye 1.4 15

349 yultiUseneHmnalysesH—evealHTaxonomicH’lacementHof colicosporiumHminkeviciusiiinH
’haeosphaeriaceaeHP’leosporalesQVHCryptogamieocMycologieTH2013TH[]TH[acU[bb 1.4 9

348 TortulomycesHthailandicusHgenVHetHspVHnovVHandHzitschkiaHsiamensisHspVHnovVHPooronophoralesTH
mscomycotaQHfromHnorthernHThailandVHMycoscienceTH2013THa]THYYXUYYa 1.2 3

347 rusariumHsppVHareH—esponsibleHforH hootHoankerHofHwumquatHinHohinaVHJournalcofcPhytopathologyTH
2013THYbYTHaeUbZ 1.8 4

346 yisturatosphaeriaHmariaeHspVHnovVHfromHrranceTHaHfirstHrecordHofHyisturatosphaeriaHinHquropeVH
MycoscienceTH2013THa]THYXbUYXe 1.2 6

345 yolecularHandHmorphologicalHdataHrevealHtwoHnewHspeciesHof´  colecobasidiumVHMycoscienceTH2013TH
a]TH]ZXU]Za 1.2 3

344 oolletotrichumHspeciesHonHgrapeHinHsuizhouHandHYunnanHprovincesTHohinaVHMycoscienceTH2013THa]THZeU]Y 1.2 45

343  tachybotrysHfromHsoilHinHohinaTHidentifiedHbyHmorphologyHandHmolecularHphylogenyVHMycologicalc
ProgressTH2013THYZTHbe[Ubed 1.9 4
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342 ’hyllostictaHcapitalensisTHaHwidespreadHendophyteHofHplantsVHFungalcDiversityTH2013THbXTHeYUYXa 17.6 62

341 talotthiaceaeHfamVHnovVHP’leosporalesQHaccommodatesHtheHnewHgenusH’haeoseptumHandHseveralH
otherHaquaticHgeneraVHMycologiaTH2013THYXaTHbX[Ue 2.4 11

340 rrequencyâ��magnitudeHdistributionHofHdebrisHflowsHcompiledHfromHglobalHdataTHandHcomparisonHwithH
postUfireHdebrisHflowsHinHtheHwesternHV VVHGeomorphologyTH2013THYeYTHYYdUYZd 4.3 26

339 ’lantHgrowthHandHphotosyntheticHperformanceHofHZizaniaHlatifoliaHareHalteredHbyHendophyticH
stilagoHesculentaHinfectionVHPhysiologicalcandcMolecularcPlantcPathologyTH2013THd[THcaUd[ 2.6 21

338 TwoHspeciesHofHmgaricusHsectVHXanthodermateiHfromHThailandVHMycotaxonTH2013THYZZTHYdcUYea 0.5 10

337 —eUappraisalHofH colecopeltidiumVHMycotaxonTH2013THYZaTHYUYX 0.5 5

336
PZZ[]QH’roposalHtoHconserveHtheHnameHtelminthosporiumHmaydisHYVHzisikVHNHoVHyiyakeHPnipolarisH
maydisQHagainstHtVHmaydisHnrondVHandH‘phiobolusHheterostrophusHPmscomycotafH’leosporalesfH
’leosporaceaeQVHTaxonTH2013THbZTHY[[ZUY[[[

0.8 6

335 mHnewHyyrmecridiumHspeciesHfromHsuizhouTHohinaVHMycotaxonTH2013THYZ]THYUd 0.5 6

334 mHwithoutUprejudiceHlistHofHgenericHnamesHofHfungiHforHprotectionHunderHtheHunternationalHoodeHofH
zomenclatureHforHalgaeTHfungiTHandHplantsVHIMAcFungusTH2013TH]TH[dYU]][ 6.8 78

333 peniquelataHbarringtoniaeHgenVHetHspVHnovVTHassociatedHwithHleafHspotsHofHnarringtoniaHasiaticaVH
PhytotaxaTH2013THYXaTHYY 0.7 27

332 PZZ[[QH’roposalHtoHconserveHtheHnameHnipolarisHagainstHoochliobolusHPmscomycotafH’leosporalesfH
’leosporaceaeQVHTaxonTH2013THbZTHY[[YUY[[Z 0.8 16

331 ‘phiocordycepsHxuefengensisHspVHnovVHfromHlarvaeHofH’hassusHnodusHPtepialidaeQHinHtunanH
’rovinceTHsouthernHohinaVHPhytotaxaTH2013THYZ[TH]Y 0.7 28

330 ’estalotiopsisHspeciesHassociatedHwithHoamelliaHsinensisHPteaQVHMycotaxonTH2013THYZ[TH]cUbY 0.5 41

329 TwoHnewHspeciesHofH’estalotiopsisHfromH outhernHohina´ VHPhytotaxaTH2013THYZbTHZZ 0.7 11

328  hiraiaceaeTHnewHfamilyHofH’leosporalesHPpothideomycetesTHmscomycotaQVHPhytotaxaTH2013THYX[THaY 0.7 16

327
TowardsHaHnaturalHclassificationHofHpothideomycetesfHTheHgeneraHpermatodothellaTHpothideopsellaTH
srandigalliaTHtysteropeltellaHandHsloeodiscusHPpothideomycetesHincertaeHsedisQVHPhytotaxaTH2013TH
Y]cTH[a

0.7 21

326 mHnewHspeciesHofH’estalotiopsisHfromHleafHspotsHofHxicualaHgrandisHfromHtainanTHohinaVHPhytotaxaTH
2013THddTH]e 0.7 4

325 ’estalotiopsisHanacardiacearumHspVHnovVHPmmphisphaeriaceaeQHhasHanHintricateHrelationshipHwithH
’enicillariaHjocosatrixHtheHmangoHtipHborerVHPhytotaxaTH2013THeeTH]e 0.7 13
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324 talojulellaceaeHaHnewHfamilyHofHtheHorderH’leosporalesVHPhytotaxaTH2013THY[XTHY] 0.7 26

323 mHdestructiveHnewHdiseaseHofH yzygiumHsamarangenseHinHThailandHcausedHbyHtheHnewHspeciesH
’estalotiopsisHsamarangensisVHTropicalcPlantcPathologyTH2013TH[dTHZZcUZ[a 2.5 34

322 mgaricusHsubrufescensfHmHreviewVHSaudicJournalcofcBiologicalcSciencesTH2012THYeTHY[YU]b 4 57

321 ohocolateHspotHdiseaseHofHqucalyptusVHMycologicalcProgressTH2012THYYTHbYUbe 1.9 11

320 ’leosporalesVHFungalcDiversityTH2012THa[THYUZZY 17.6 222

319 ’hyllostictaHspeciesHassociatedHwithHcitrusHdiseasesHinHohinaVHFungalcDiversityTH2012THaZTHZXeUZZ] 17.6 59

318 xowUdiversityHfungalHassemblageHinHanHmntarcticHpryHëalleysHsoilVHPolarcBiologyTH2012TH[aTHabcUac] 2 43

317 TwoHnewHwirschsteiniotheliaHspeciesHwithHpendryphiopsisHanamorphsHclusterHinH
wirschsteiniotheliaceaeHfamVHnovVHMycologiaTH2012THYX]THbedUcY] 2.4 43

316 xistHofHrungiHmssociatedHwithH’andanaceaeVHFungalcDiversitycResearchcSeriesTH2012TH[aaU]Zd 1

315 mnamorphicHrungiHmssociatedHwithH’andanaceaeVHFungalcDiversitycResearchcSeriesTH2012THYZaU[a[ 4

314 mHmultiUlocusHphylogeneticHevaluationHofHpiaportheHP’homopsisQVHFungalcDiversityTH2012THabTHYacUYcY 17.6 136

313 yedicinalHmushroomsHinHpreventionHandHcontrolHofHdiabetesHmellitusVHFungalcDiversityTH2012THabTHYUZe 17.6 129

312 ’rizedHedibleHmsianHmushroomsfHecologyTHconservationHandHsustainabilityVHFungalcDiversityTH2012THabTH[YU]c17.6 61

311 mHmultiUlocusHbackboneHtreeHforH’estalotiopsisTHwithHaHpolyphasicHcharacterizationHofHY]HnewH
speciesVHFungalcDiversityTH2012THabTHeaUYZe 17.6 151

310 ’hylogenyHofHohaetothyriaceaeHinHnorthernHThailandHincludingHthreeHnewHspeciesVHMycologiaTH2012TH
YX]TH[dZUea 2.4 39

309 mquapezizafHaHnewHgenusHfromHfreshwaterHandHitsHmorphologicalHandHphylogeneticHrelationshipsHtoH
’ezizaceaeVHMycologiaTH2012THYX]THa]XUb 2.4 15

308 ThreeHnewHascomycetesHfromHfreshwaterHinHohinaVHMycologiaTH2012THYX]THY]cdUde 2.4 23

307 TheHrutureHofHooelomyceteH tudiesVHCryptogamieocMycologieTH2012TH[[TH[dYU[eY 1.4 6
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306 mHphylogeneticHandHtaxonomicHreUevaluationHofHtheHnipolarisHUHoochliobolusHUHourvulariaHoomplexVH
FungalcDiversityTH2012THabTHY[YUY]] 17.6 155

305 rungiHmssociatedHwithH’andanaceaeVHFungalcDiversitycResearchcSeriesTH2012TH 11

304 mmarenographiumHsoliumspVHnovVHfromHYanbuHyangrovesHinHtheHwingdomHofH audiHmrabiaVH
CryptogamieocMycologieTH2012TH[[THZdaUZe] 1.4 11

303 yultiUlocusH’hylogenyH—evealsHThreeHnewH peciesHofHpiaportheHfromHThailandVHCryptogamieoc
MycologieTH2012TH[[THZeaU[Xe 1.4 34

302 mHzovelH peciesHofH’estalotiopsisHoausingHxeafH potsHofHTrachycarpusHrortuneiVHCryptogamieoc
MycologieTH2012TH[[TH[YYU[Yd 1.4 29

301 mgaricusHmegalosporusfHmHzewH peciesHinH ectionyinoresVHCryptogamieocMycologieTH2012TH[[THY]aUYaa 1.4 13

300 xepiotaPmgaricalesQHinHzorthernHThailandUZxepiota ectionxepiotaVHCryptogamieocMycologieTH2012TH
[[THZaU]Z 1.4 8

299 ooelomycetesVHCryptogamieocMycologieTH2012TH[[THZYaUZ]] 1.4 10

298
 equenceHpataH—evealsH’hylogeneticHmffinitiesHofmcrocalymmaHaquaticaspVHnovVTmquasubmersaH
mircensisgenVHetHspVHnovVHandolohesyomycesHaquaticusPrreshwaterHooelomycetesQVHCryptogamieoc
MycologieTH2012TH[[TH[[[U[]b

1.4 28

297 nambusicolaTaHzewHsenusHfromHnambooHwithHmsexualHandH exualHyorphsVHCryptogamieocMycologieTH
2012TH[[TH[b[U[ce 1.4 34

296 zovelH peciesHofoolletotrichum—evealedHbyHyorphologyHandHyolecularHmnalysisVHCryptogamieoc
MycologieTH2012TH[[TH[]cU[bZ 1.4 33

295 TowardsHaHnaturalHclassificationHofHnotryosphaerialesVHFungalcDiversityTH2012THacTHY]eUZYX 17.6 144

294 TrichomeriaceaeTHaHnewHsootyHmouldHfamilyHofHohaetothyrialesVHFungalcDiversityTH2012THabTHb[Ucb 17.6 45

293 zewHspeciesHandHnotesHofHoolletotrichumHonHdayliliesHPtemerocallisHsppVQVHTropicalcPlantcPathologyTH
2012TH[cTHYbaUYc] 2.5 11

292 olimateHchangeHeffectsHfruitingHofHtheHprizeHmatsutakeHmushroomHinHohinaVHFungalcDiversityTH2012TH
abTHYdeUYed 17.6 30

291 yedicinalHmushroomsHinHsupportiveHcancerHtherapiesfHanHapproachHtoHantiUcancerHeffectsHandH
putativeHmechanismsHofHactionVHFungalcDiversityTH2012THaaTHYU[a 17.6 117

290 oytologyHandHultrastructureHofHinteractionsHbetweenHstilagoHesculentaHandHZizaniaHlatifoliaVH
MycologicalcProgressTH2012THYYTH]eeUaXd 1.9 28

289 mgaricusHflocculosipesHspVHnovVTHaHnewHpotentiallyHcultivatableHspeciesHfromHtheHpalaeotropicsVH
MycoscienceTH2012THa[TH[XXU[YY 1.2 23

(2012-2012)
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288 nrunneiapiosporaHbrasiliensisHspVHnovVHPolypeosphaeriaceaeQHonHpalmsHfromHnrazilVHNovacHedwigiaTH
2012THe]THZ]aUZaX 1.3 1

287 mHpestructiveHzewHpiseaseHofHoitrusHinHohinaHoausedHbyHoryptosporiopsisHcitricarpaHspVHnovVHPlantc
DiseaseTH2012THebTHdX]UdYZ 1.5 9

286 xentinusHgiganteusHrevisitedfHnewHcollectionsHfromH riHxankaHandHThailandVHMycotaxonTH2012THYYdTHacUcY 0.5 7

285 ’silocybeHsVsVHinHThailandfHfourHnewHspeciesHandHaHreviewHofHpreviouslyHrecordedHspeciesVHMycotaxonTH
2012THYYeTHbaUdY 0.5 5

284 qpitypificationTHmorphologyTHandHphylogenyHofHTothiaHfuscellaVHMycotaxonTH2012THYYdTHZX[UZYY 0.5 7

283 TwoHnewHfreshwaterHspeciesHofHmnnulatascaceaeHfromHohinaVHMycotaxonTH2012THYZXTHdYUdd 0.5 7

282 TheHourrentHnderstandingHofHrungiHmssociatedHwithH’andanaceaeVHFungalcDiversitycResearchcSeriesTH
2012THYUYX 5

281 TeleomorphicHyicrofungiHmssociatedHwithH’andanaceaeVHFungalcDiversitycResearchcSeriesTH2012THZ[UYZ] 3

280 TheHfamilyHmgaricaceaefHphylogeniesHandHtwoHnewHwhiteUsporedHgeneraVHMycologiaTH2011THYX[TH]e]UaXe 2.4 47

279 oolletotrichum peciesHon‘rchidaceaeinH outhwestHohinaVHCryptogamieocMycologieTH2011TH[ZTHZZeUZa[ 1.4 66

278 ohecklistHofHrreshwaterHrungiHinHThailandVHCryptogamieocMycologieTH2011TH[ZTHYeeUZYc 1.4 15

277 nuiltHstructureHidentificationHinHwildlandHfireHdecisionHsupportVHInternationalcJournalcofcWildlandcFireTH
2011THZXTHcd 3.2 14

276 TheHneedHtoHcarryHoutHreUinventoryHofHplantHpathogenicHfungiVHTropicalcPlantcPathologyTH2011TH[bTHZXaUZY[2.5 33

275 yorphologyfHstillHessentialHinHaHmolecularHworldVHMycotaxonTH2011THYY]TH][eU]aY 0.5 35

274 yorphologicalHstudiesHinHpothideomycetesfHqlsinoeHPqlsinoaceaeQTHnutleriaTHandHthreeHexcludedH
generaVHMycotaxonTH2011THYYaTHaXcUaZX 0.5 11

273 —evisitingHtheHtaxonomyHofHparuvediaHbacillataVHMycotaxonTH2011THYY]THY[aUY]] 0.5 4

272 yuscodorHcinnamomiTHaHnewHendophyticHspeciesHfromHoinnamomumHbejolghotaVHMycotaxonTH2011TH
YY]THYaUZ[ 0.5 26

271 qpitypificationHofHoolletotrichumHmusaeTHtheHcausativeHagentHofHbananaHanthracnoseVHMycoscienceTH
2011THaZTH[cbU[dZ 1.2 40
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270 oolletotrichumHspeciesHfromHvasmineHPvasminumHsambacQVHFungalcDiversityTH2011TH]bTHYcYUYdZ 17.6 76

269 qffectsHofHfungalHendophytesHonHgrassHandHnonUgrassHlitterHdecompositionHratesVHFungalcDiversityTH
2011TH]cTHYUc 17.6 107

268 ’estalotiopsisâ��morphologyTHphylogenyTHbiochemistryHandHdiversityVHFungalcDiversityTH2011THaXTHYbcUYdc 17.6 153

267 TheHgenusH’homopsisfHbiologyTHapplicationsTHspeciesHconceptsHandHnamesHofHcommonH
phytopathogensVHFungalcDiversityTH2011THaXTHYdeUZZa 17.6 241

266 rromHmorphologyHtoHmolecularHbiologyfHcanHweHuseHsequenceHdataHtoHidentifyHfungalHendophyteskVH
FungalcDiversityTH2011THaXTHYY[UYZX 17.6 94

265 yajorHcladesHinHtropicalHmgaricusVHFungalcDiversityTH2011THaYTHZceUZeb 17.6 69

264 oochliobolusfHanHoverviewHandHcurrentHstatusHofHspeciesVHFungalcDiversityTH2011THaYTH[U]Z 17.6 103

263 mHmolecularTHmorphologicalHandHecologicalHreUappraisalHofHëenturialesUaHnewHorderHofH
pothideomycetesVHFungalcDiversityTH2011THaYTHZ]eUZcc 17.6 74

262 mstrosphaeriellaHisHpolyphyleticTHwithHspeciesHinHrissuromaHgenVHnovVTHandHzeoastrosphaeriellaHgenVH
novVVHFungalcDiversityTH2011THaYTHY[aUYa] 17.6 57

261 mHreappraisalHofHyicrothyriaceaeVHFungalcDiversityTH2011THaYTHYdeUZ]d 17.6 73

260 oapnodiaceaeVHFungalcDiversityTH2011THaYTHYX[UY[] 17.6 93

259 ’hyllostictaâ��anHoverviewHofHcurrentHstatusHofHspeciesHrecognitionVHFungalcDiversityTH2011THaYTH][UbY 17.6 70

258 —evisionHofHlignicolousHTubeufiaceaeHbasedHonHmorphologicalHreexaminationHandHphylogeneticH
analysisVHFungalcDiversityTH2011THaYTHb[UYXZ 17.6 76

257 ThreeHnewHspeciesHofHxentinusHfromHnorthernHThailandVHMycologicalcProgressTH2011THYXTH[deU[ed 1.9 20

256
 tudiesHonyicrothyriaceaefH’lacementH
ofmctinomyxaTmsteriteaToirsosinaT’olystomellinaand tegothyriumVHCryptogamieocMycologieTH2011TH
[ZTH[UYZ

1.4 8

255 TowardsHaHyonographHofpothideomycetesfH tudiesHonpiademaceaeVHCryptogamieocMycologieTH2011TH
[ZTHYYaUYZb 1.4 12

254 mrecomyceszewHtoHnrazilTHuncludingmVHattaleaespVHnovVVHCryptogamieocMycologieTH2011TH[ZTHYX[UYXd 1.4 2

253 TrematosphaeriaceaeHfamVHnovVHPpothideomycetesTHmscomycotaQVHCryptogamieocMycologieTH2011TH[ZTH[][U[ad1.4 20

(2011-2011)
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252 mHnewHspeciesHofHoolletotrichumHfromHoordylineHfruticosaHandHqugeniaHjavanicaHcausingHanthracnoseH
diseaseVHMycotaxonTH2011THYY]THZ]cUZac 0.5 15

251 TheHamsterdamHdeclarationHonHfungalHnomenclatureVHIMAcFungusTH2011THZTHYXaUYZ 6.8 260

250
PYYcâ��YYeQH’roposalsHtoHmakeHtheHpreâ��publicationHdepositHofHkeyHnomenclaturalHinformationHinHaH
recognizedHrepositoryHaHrequirementHforHvalidHpublicationHofHorganismsHtreatedHasHfungiHunderHtheH
oodeVHTaxonTH2010THaeTHbbXUbbZ

0.8 9

249 ‘ccurrenceHandHdistributionHofHfungiHinHaHmangroveHforestHonH iargaoHuslandTH’hilippinesVHBotanicac
MarinaTH2010THa[TH 1.8 9

248 untegratingHfuelHtreatmentHintoHecosystemHmanagementfHaHproposedHprojectHplanningHprocessVH
InternationalcJournalcofcWildlandcFireTH2010THYeTHcZa 3.2 5

247 ’atternsHofHoccurrenceHofHmyxomycetesHonHlianasVHFungalcEcologyTH2010TH[TH[XZU[YX 4.1 8

246 niologyHofHoolletotrichumHhoriiTHtheHcausalHagentHofHpersimmonHanthracnoseVHMycologyTH2010THYTHZ]ZUZa[3.7 18

245 twPyQHmovesHtoHur—poHwunmingVHMycotaxonTH2010THYY[THY[cUY]a 0.5 4

244  tudiesHonHyicrothyriaceaefHsomeHexcludedHgeneraVHMycotaxonTH2010THYY[THY]cUYab 0.5 13

243 WoodUinhabitingHfilamentousHfungiHinHYZHhighUaltitudeHstreamsHofHtheHWesternHshatsHbyHdampH
incubationHandHbubbleHchamberHincubationVHMycoscienceTH2010THaYTHYX]UYYa 1.2 16

242 oanHleafHdegradingHenzymesHprovideHevidenceHthatHendophyticHfungiHbecomingHsaprobeskVHFungalc
DiversityTH2010TH]YTHdeUee 17.6 124

241 TheHnewHgenusH—ostrohypoxylonHandHtwoHnewHmnnulohypoxylonHspeciesHfromHzorthernHThailandVH
FungalcDiversityTH2010TH]XTHZ[U[b 17.6 25

240 ‘ccurrenceHandHdiversityHofHbasidiomycetousHendophytesHfromHtheHoilHpalmTHqlaeisHguineensisHinH
ThailandVHFungalcDiversityTH2010TH]YTHcYUdd 17.6 45

239 mchroceratosphaeriaTHaHnewHascomyceteHgenusHinHtheH ordariomycetesTHandHreUevaluationHofH
oeratosphaeriaHincolorataVHFungalcDiversityTH2010TH][THcaUd] 17.6 16

238 —esponseHofHendophyticHfungiHofH tipaHgrandisHtoHexperimentalHplantHfunctionHgroupHremovalHinH
unnerHyongoliaHsteppeTHohinaVHFungalcDiversityTH2010TH][THe[UYXY 17.6 65

237 oolletotrichumHgloeosporioidesHisHnotHaHcommonHpathogenHonHtropicalHfruitsVHFungalcDiversityTH2010TH
]]TH[[U][ 17.6 171

236 mHmonographHofHyicropsalliotaHinHzorthernHThailandHbasedHonHmorphologicalHandHmolecularHdataVH
FungalcDiversityTH2010TH]aTH[[Uce 17.6 25

235 yycotoxinUproducingHfungiHoccurringHinHsorghumHgrainsHfromH audiHmrabiaVHFungalcDiversityTH2010TH
]]TH]aUaZ 17.6 23
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234  equenceHdataHrevealsHphylogeneticHaffinitiesHofHfungalHanamorphsHnahusutrabeejaTHpiplococciumTH
zatarajaniaTH’aliphoraTH’olyschemaTH—attaniaHandH padicoidesVHFungalcDiversityTH2010TH]]THYbYUYbe 17.6 55

233 oultureHcollectionsTHtheHnewHherbariaHforHfungalHpathogensVHFungalcDiversityTH2010TH]aTHZYU[Z 17.6 20

232 yorphologicalHandHmolecularHcharacterizationHofHyariannaeaHaquaticolaHspVHnovVHcollectedHfromH
freshwaterHhabitatsVHMycologicalcProgressTH2010THeTH[[cU[][ 1.9 11

231 yushroomHdiversityHinHsustainableHshadeHteaHforestHandHtheHeffectHofHfireHdamageVHBiodiversitycandc
ConservationTH2010THYeTHY]XYUY]Ya 3.4 26

230 piversityHandHecologicalHdistributionHofHmacrofungiHinHtheHxaojunHyountainHregionTHsouthwesternH
ohinaVHBiodiversitycandcConservationTH2010THYeTH[a]aU[ab[ 3.4 20

229 rungalHdiversityHonHsubmergedHwoodHinHaHtropicalHstreamHandHanHartificialHlakeVHBiodiversitycandc
ConservationTH2010THYeTH[ceeU[dXd 3.4 21

228 TransferHofH’seudoparodiaHpseudopezizaHtoH’atellariaceaeHP’atellarialesQVHNovacHedwigiaTH2009THddTHZYYUZYa1.3 2

227 yolecularHdiversityHofHmyxomycetesHassociatedHwithHdecayingHwoodHandHforestHfloorHleafHlitterVH
MycologiaTH2009THYXYTHaeZUd 2.4 15

226 piversityHandHabundanceHofHnematodeUtrappingHfungiHfromHdecayingHlitterHinHterrestrialTHfreshwaterH
andHmangroveHhabitatsVHBiodiversitycandcConservationTH2009THYdTHYbeaUYcY] 3.4 30

225 ’hylogeneticHrelationshipsHofHohalaraHandHalliedHspeciesHinferredHfromHribosomalHpzmHsequencesVH
MycologicalcProgressTH2009THdTHY[[UY][ 1.9 22

224 yultiUgeneHphylogenyHandHmorphotaxonomyHofHmmniculicolaHlignicolafHaHnovelHfreshwaterHfungusH
fromHrranceHandHitsHrelationshipsHtoHtheH’leosporalesVHMycologicalcResearchTH2008THYYZTHYYdbUe] 37

223 rungalHqndophytesH2008THZdYUZeZ 3

222 TaxonomyHandHmolecularHphylogenyHofHmrthrobotrysHmangrovisporaTHaHnewHmarineH
nematodeUtrappingHfungalHspeciesVHBotanicacMarinaTH2008THaYTH 1.8 15

221 pistributionHandHoccurrenceHofHmyxomycetesHonHagriculturalHgroundHlitterHandHforestHfloorHlitterHinH
ThailandVHMycologiaTH2008THYXXTHYdYUeX 2.4 6

220 pistributionHandHoccurrenceHofHmyxomycetesHonHagriculturalHgroundHlitterHandHforestHfloorHlitterHinH
ThailandVHMycologiaTH2008THYXXTHYdYUYeX 2.4 19

219 qpitypificationfHshouldHweHepitypifykVHJournalcofcZhejiangcUniversity:cSciencecBTH2008THeTHd]ZUb 4.5 50

218 rungalHdiversityHonHfallenHleavesHofHricusHinHnorthernHThailandVHJournalcofcZhejiangcUniversity:cSciencec
BTH2008THeTHd[aU]Y 4.5 20

217 ohilliHanthracnoseHdiseaseHcausedHbyHoolletotrichumHspeciesVHJournalcofcZhejiangcUniversity:cSciencec
BTH2008THeTHcb]Ucd 4.5 102
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216 zewHandHrareHlignicolousHhyphomycetesHfromHZhejiangH’rovinceTHohinaVHJournalcofcZhejiangc
University:cSciencecBTH2008THeTHcecUdXY 4.5 5

215 mdvancesHinHtheHphylogenesisHofHmgaricalesHandHitsHhigherHranksHandHstrategiesHforHestablishingH
phylogeneticHhypothesesVHJournalcofcZhejiangcUniversity:cSciencecBTH2008THeTHcceUdb 4.5 5

214 yorphologicalHandHmolecularHcharacterizationHofmquaticheirosporaHandHphylogeneticsHofH
yassarinaceaeHP’leosporalesQVHBotanicalcJournalcofcthecLinneancSocietyTH2007THYaaTHZd[UZeb 2.2 23

213 ’hylogeneticHrelationshipsHofHzemaniaHplumbeaHspVHnovVHandHrelatedHtaxaHbasedHonHribosomalHuT H
andH—’nZHsequencesVHMycologicalcResearchTH2007THYYYTH[eZU]XZ 14

212 mHhigherUlevelHphylogeneticHclassificationHofHtheHrungiVHMycologicalcResearchTH2007THYYYTHaXeU]c 1630

211 TheHpolyphyleticHnatureHofH’leosporalesfHanHexampleHfromHyassariosphaeriaHbasedHonHrpzmHandH
—n’ZHgeneHphylogeniesVHMycologicalcResearchTH2007THYYYTHYZbdUcb 40

210 piversityHofHsaprobicHmicrofungiVHBiodiversitycandcConservationTH2007THYbTHcU[a 3.4 67

209 qndophyticHfungiHfromHzeriumHoleanderHxHPmpocynaceaeQfHmainHconstituentsHandHantioxidantH
activityVHWorldcJournalcofcMicrobiologycandcBiotechnologyTH2007THZ[THYZa[UYZb[ 4.4 92

208 zewHspeciesHofHolohiesiaHandH’araniessliaHcollectedHfromHfreshwaterHhabitatsHinHohinaVHMycoscienceTH
2007TH]dTHYdZUYdb 1.2 11

207
mnamorphicHfungiHfromHfreshwaterHhabitatsHinHohinafHpictyosporiumHtetrasporumHandHqxserticlavaH
yunnanensisHsppVHnovVTHandHtwoHnewHrecordsHforH’seudofuscophialisHlignicolaHandH’seudobotrytisH
terrestrisVHMycoscienceTH2007TH]dTHZeXUZeb

1.2 16

206 ’hylogeneticHutilityHofHproteinHP—’nZTHbetaUtubulinQHandHribosomalHPx TH  QHgeneHsequencesHinHtheH
systematicsHofH ordariomycetesHPmscomycotaTHrungiQVHAntoniecVancLeeuwenhoekTH2007THeYTH[ZcU]e 2.1 54

205 —ibosomalHpzmHphylogeniesHofHoyathusfHisHtheHcurrentHinfragenericHclassificationHappropriatekVH
MycologiaTH2007THeeTH[daUea 2.4 8

204 nerkleasmiumHcrunisiaHspVHnovVHandHitsHphylogeneticHaffinitiesHtoHtheH’leosporalesHbasedHonHYd HandH
Zd HrpzmHsequenceHanalysesVHMycologiaTH2007THeeTH[cdUd] 2.4 9

203 —ibosomalHpzmHphylogeniesHofHoyathusfHusHtheHcurrentHinfragenericHclassificationHappropriatekVH
MycologiaTH2007THeeTH[daU[ea 2.4 21

202 nerkleasmiumHcrunisiaHspVHnovVHandHitsHphylogeneticHaffinitiesHtoHtheH’leosporalesHbasedHonHYd HandH
Zd HrpzmHsequenceHanalysesVHMycologiaTH2007THeeTH[cdU[d] 2.4 25

201 ’hylogeneticHinvestigationsHofH ordariaceaeHbasedHonHmultipleHgeneHsequencesHandHmorphologyVH
MycologicalcResearchTH2006THYYXTHY[cUaX 129

200 yolecularHsystematicsHofHZopfiellaHandHalliedHgenerafHevidenceHfromHmultiUgeneHsequenceHanalysesVH
MycologicalcResearchTH2006THYYXTH[aeUbd 32

199 TwoHnewHspeciesHofHnematodeUtrappingHfungifHrelationshipsHinferredHfromHmorphologyTHrpzmHandH
proteinHgeneHsequenceHanalysesVHMycologicalcResearchTH2006THYYXTHceXUdXX 18
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198 —ibosomalHandH—’nZHpzmHsequenceHanalysesHsuggestHthatH poridesmiumHandHmorphologicallyH
similarHgeneraHareHpolyphyleticVHMycologicalcResearchTH2006THYYXTHeYbUZd 94

197 piversityHandHdistributionHofHsaprobicHmicrofungiHinHleafHlitterHofHanHmustralianHtropicalHrainforestVH
MycologicalcResearchTH2006THYYXTHY]]YUa] 42

196 TheHfamilyH’leosporaceaefHintergenericHrelationshipsHandHphylogeneticHperspectivesHbasedHonH
sequenceHanalysesHofHpartialHZd HrpzmVHMycologiaTH2006THedTHacYUd[ 2.4 52

195 oalonectriaHspeciesHandHtheirHoylindrocladiumHanamorphsfHspeciesHwithHclavateHvesiclesVHStudiescinc
MycologyTH2006THaaTHZY[UZb 22.2 104

194 TheHfamilyH’leosporaceaefHintergenericHrelationshipsHandHphylogeneticHperspectivesHbasedHonH
sequenceHanalysesHofHpartialHZd HrpzmVHMycologiaTH2006THedTHacYUad[ 2.4 14

193 ëariationHbetweenHfreshwaterHandHterrestrialHfungalHcommunitiesHonHdecayingHbambooHculmsVH
AntoniecVancLeeuwenhoekTH2006THdeTHZe[U[XY 2.1 52

192  uccessionHofHmicrofungalHcommunitiesHonHdecayingHleavesHofHoastanopsisHfissaVHCanadiancJournalc
ofcMicrobiologyTH2005THaYTHebcUc] 3.2 18

191 ummunomodulatoryHcompoundsHfromH’estalotiopsisHleucothˆ«sTHanHendophyticHfungusHfromH
TripterygiumHwilfordiiVHLifecSciencesTH2005THcdTHY]cUab 6.8 27

190 qndosporoideusHgenVHnovVTHaHmitosporicHfungusHonH’hoenixHhanceanaVHMycologiaTH2005THecTHZ[dUZ]a 2.4

189 ’hylogeneticsHandHevolutionHofHnematodeUtrappingHfungiHP‘rbilialesQHestimatedHfromHnuclearHandH
proteinHcodingHgenesVHMycologiaTH2005THecTHYX[]UYX]b 2.4 48

188  creeningHofHbasidiomycetesHandHxylariaceousHfungiHforHligninHperoxidaseHandHlaccaseHgeneUspecificH
sequencesVHMycologicalcResearchTH2005THYXeTHYYaUZ] 52

187 ’hylogeneticsHandHevolutionHofHnematodeUtrappingHfungiHP‘rbilialesQHestimatedHfromHnuclearHandH
proteinHcodingHgenesVHMycologiaTH2005THecTHYX[]U]b 2.4 87

186 ‘xydothisHbambusicolaTHaHnewHascomyceteHwithHaHhugeHsubapicalHascalHringHfoundHonHbambooHinH
tongHwongVHNovacHedwigiaTH2005THdXTHaYYUaYd 1.3 2

185 mcanthostigmaHandHTubeufiaH peciesTHuncludingHTVHclaspisphaeriaHspVHnovVTHfromH ubmergedHWoodHinH
tongHwongVHMycologiaTH2004THebTHbbc 2.4 4

184 mquaticHrungiHfromH’eatH wampH’almsfH’hruensisHbrunneisporaHgenVHetHspVHnovVHandHutsH
typhomyceteHmnamorphVHMycologiaTH2004THebTHYYb[ 2.4 4

183 ThreeHnewHspeciesHofHoraspedodidymumHfromHpalmHinHThailandVHMycoscienceTH2004TH]aTHYccUYdX 1.2 5

182 unHvitroHstudiesHofHendophyticHfungiHfromHTripterygiumHwilfordiiHwithHantiUproliferativeHactivityHonH
humanHperipheralHbloodHmononuclearHcellsVHJournalcofcEthnopharmacologyTH2004THe]THZeaU[XX 5 15

181 mquaticHfungiHfromHpeatHswampHpalmsfH’hruensisHbrunneisporaHgenVHetHspVHnovVHandHitsH
hyphomyceteHanamorphVHMycologiaTH2004THebTHYYb[UYYcX 2.4 9
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180 mcanthostigmaHandHTubeufiaHspeciesTHincludingHTVHclaspisphaeriaHspVHnovVTHfromHsubmergedHwoodHinH
tongHwongVHMycologiaTH2004THebTHbbcUbc] 2.4 13

179 oataractisporaHreceptaculorumTHaHnewHfreshwaterHascomyceteHfromHtongHwongVHMycologiaTH2004TH
ebTH]YYU]Yc 2.4 7

178 oataractisporaHreceptaculorumTHaHnewHfreshwaterHascomyceteHfromHtongHwongVHMycologiaTH2004TH
ebTH]YYUc 2.4 2

177 mcanthostigmaHandHTubeufiaHspeciesTHincludingHTVHclaspisphaeriaHspVHnovVTHfromHsubmergedHwoodHinH
tongHwongVHMycologiaTH2004THebTHbbcUc] 2.4 3

176 mquaticHfungiHfromHpeatHswampHpalmsfH’hruensisHbrunneisporaHgenVHetHspVHnovVHandHitsH
hyphomyceteHanamorphVHMycologiaTH2004THebTHYYb[UcX 2.4 2

175 ThreeHzewH peciesHofH’yriculariaHmreHusolatedHasHZingiberaceousHqndophytesHfromHThailandVH
MycologiaTH2003THeaTHaYe 2.4 10

174 —eflectionsHonHtheHsenusHëanakripaTHandHaHpescriptionHofHëVHellipsoideaHspVHnovVVHMycologiaTH2003TH
eaTHYZ] 2.4 1

173 ThreeHnewHspeciesHofH’yriculariaHareHisolatedHasHzingiberaceousHendophytesHfromHThailandVH
MycologiaTH2003THeaTHaYeUaZ] 2.4 9

172 oylindrosympodiumHcryptocaryaeHspVHnovVHPanamorphicHfungiQTHwithHkeysHtoHtheHdescribedHspeciesH
andHtoHsimilarHgeneraVHAustraliancSystematiccBotanyTH2003THYbTHacc 1 4

171 —eflectionsHonHtheHgenusHëanakripaTHandHaHdescriptionHofHëVHellipsoideaHspVHnovVHMycologiaTH2003THeaTHYZ]Uc2.4 2

170 rungiHonHsubmergedHwoodHinHtheHwoitoH—iverTHvapanVHMycoscienceTH2003TH]]THaaUae 1.2 14

169 mquaticHfungiHfromHpeatHswampHpalmsfHnisetosphaeriaHpenguinoidesHgenVHetHspVHnovVTHandHthreeH
newHpactylariaHspeciesVHMycoscienceTH2003TH]]TH[ccU[dZ 1.2 9

168 ’roductionHofHwoodUdecayHenzymesTHmassHlossHandHligninHsolubilizationHinHwoodHbyHtropicalH
XylariaceaeVHMycologicalcResearchTH2003THYXcTHZ[YUa 54

167 yolecularHidentificationHofHwhiteHmorphotypeHstrainsHofHendophyticHfungiHfromH’inusH
tabulaeformisVHMycologicalcResearchTH2003THYXcTHbdXUd 101

166 qstimationHofHmicrofungalHdiversityHinHtropicalHrainforestHleafHlitterHusingHparticleHfiltrationfHtheH
effectsHofHleafHstorageHandHsurfaceHtreatmentVHMycologicalcResearchTH2003THYXcTHc]dUab 34

165 oanHascosporeHultrastructureHdifferentiateHbetweenHtheHgeneraHxinocarponHandHzeolinocarponHandH
speciesHthereinkVHMycologicalcResearchTH2003THYXcTHY[XaUY[ 4

164 ’hylogeneticHsignificanceHofHmorphologicalHcharactersHinHtheHtaxonomyHofH’estalotiopsisHspeciesVH
MolecularcPhylogeneticscandcEvolutionTH2003THZcTH[cZUd[ 4.1 129

163 yolecularHsystematicsHofHtheHmmphisphaeriaceaeHbasedHonHcladisticHanalysesHofHpartialHx HrpzmH
geneHsequencesVHMycologicalcResearchTH2003THYXcTHY[eZU]XZ 34
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162 yolecularHevidenceHforHteleomorphUanamorphHconnectionsHinHoordycepsHbasedHonHuT UaVd HrpzmH
sequencesVHMycologicalcResearchTH2002THYXbTHYYXXUYYXd 69

161 yicrofungiHonHtheH’andanaceaeHfHaHrevisionHofHtheHhyphomyceteHgenusHnalaniopsisHwithHtwoHnewH
speciesVHMycoscienceTH2002TH][THbcUcZ 1.2 6

160 ThreeHnewHspeciesHofHmnnulatascusHPmscomycetesQHfromHtongHwongHfreshwaterHhabitatsVH
MycoscienceTH2002TH][TH[d[U[de 1.2 11

159 ’hylogeneticHrelationshipsHofH’estalotiopsisHandHalliedHgeneraHinferredHfromHribosomalHpzmH
sequencesHandHmorphologicalHcharactersVHMolecularcPhylogeneticscandcEvolutionTH2002THZaTH[cdUeZ 4.1 133

158 piversityHofHfungiHonHrainforestHlitterHinHzorthH–ueenslandTHmustraliaVHBiodiversitycandcConservationTH
2002THYYTHYYdaUYYe] 3.4 24

157 qnzymaticHactivityHofHendophyticHfungiHofHsixHnativeHseedlingHspeciesHfromHpoiH uthepU’uiHzationalH
’arkTHThailandVHCanadiancJournalcofcMicrobiologyTH2002TH]dTHYYXeUYZ 3.2 31

156 mnHqvaluationHofHtheHyonophylyHofHyassarinaHnasedHonH—ibosomalHpzmH equencesVHMycologiaTH
2002THe]THdX[ 2.4 26

155 mcrodictysHliputiiHspVHnovVHandHpigitodesmiumHbambusicolaHspVHnovVHfromHbambooHsubmergedHinHtheH
xiputH—iverHinHtheH’hilippinesVHNovacHedwigiaTH2002THcaTHaZaUa[Z 1.3 13

154 TwoHzewH peciesHofH padicoidesHfromHnruneiHandHtongHwongVHMycologiaTH2002THe]TH[XZ 2.4 5

153 TwoHnewHspeciesHofH padicoidesHfromHnruneiHandHtongHwongVHMycologiaTH2002THe]TH[XZU[Xb 2.4 15

152 mnHevaluationHofHtheHmonophylyHofHyassarinaHbasedHonHribosomalHpzmHsequencesVHMycologiaTH2002TH
e]THdX[UdY[ 2.4 39

151 zewHsaprobicHfungiHonHfrondsHofHpalmsHfromHnorthernH–ueenslandTHmustraliaVHAustraliancSystematicc
BotanyTH2002THYaTHcaa 1 8

150 TwoHnewHspeciesHofH padicoidesHfromHnruneiHandHtongHwongVHMycologiaTH2002THe]TH[XZUb 2.4 1

149 mnHevaluationHofHtheHmonophylyHofHyassarinaHbasedHonHribosomalHpzmHsequencesVHMycologiaTH2002TH
e]THdX[UY[ 2.4 13

148 ’araniessliaHtuberculataHgenVHetHspVHnovVTHandHzewH—ecordsHorH peciesHofHolypeosphaeriaTH
xeptosphaeriaHandHmstrosphaeriellaHinHtongHwongHrreshwaterHtabitatsVHMycologiaTH2001THe[THYXXZ 2.4 9

147 yicrofungiHonHtheH’andanaceaefH’olytretophoraHmacrosporaHspVHnovVVHMycoscienceTH2001TH]ZTHaaaUaad 1.2 5

146 ThreeHnewH‘phiocerasHspeciesHPmscomycetesQHfromHtheHtropicsVHMycoscienceTH2001TH]ZTH[ZYU[Zb 1.2 7

145 xasiosphaeriaHandHaHsimilarHnewHgenusHfromHpalmsVHMycoscienceTH2001TH]ZTH[beU[cc 1.2 3
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144 xanceisporaHphyllophilaHspVHnovVHonHpetiolesHofHunknownHdicotyledonousHleavesHinH ingaporeVH
MycoscienceTH2001TH]ZTHecUee 1.2 1

143 petectionHandHtaxonomicHplacementHofHendophyticHfungiHwithinHfrondHtissuesHofHxivistonaHchinensisH
basedHonHrpzmHsequencesVHMolecularcPhylogeneticscandcEvolutionTH2001THZXTHYUY[ 4.1 100

142
xongitudinalHandHtemporalHdistributionHofHfreshwaterHascomycetesHandHdematiaceousH
hyphomycetesHonHsubmergedHwoodHinHtheHxamHTsuenH—iverTHtongHwongVHJournalcofcthecNorthc
AmericancBenthologicalcSocietyTH2001THZXTHa[[Ua]e

30

141 piversityHofHfungiHonHsixHspeciesHofHsramineaeHandHoneHspeciesHofHoyperaceaeHinHtongHwongVH
MycologicalcResearchTH2001THYXaTHY]daUY]eY 46

140 WhereHareHtheHmissingHfungikHpoesHtongHwongHhaveHanyHanswerskVHMycologicalcResearchTH2001THYXaTHYaY]UYaYd 36

139 qndophyticHfungiHofHwildHbananaHPyusaHacuminataQHatHpoiH uthepH’uiHzationalH’arkTHThailandVH
MycologicalcResearchTH2001THYXaTHYaXdUYaY[ 105

138 rungalHcommunitiesHonHsubmergedHwoodHfromHstreamsHinHnruneiTHtongHwongTHandHyalaysiaVH
MycologicalcResearchTH2001THYXaTHY]eZUYaXY 73

137 rungalHcommunitiesHonHdecayingHpalmHfrondsHinHmustraliaTHnruneiTHandHtongHwongVHMycologicalc
ResearchTH2001THYXaTHY]adUY]cY 20

136 TwoH’antropicalHmscomycetesfHohaetosphaeriaHcylindrosporaHspVHnovVHandH—imaconusTHaHzewHsenusH
forHxasiosphaeriaHjamaicensisVHMycologiaTH2001THe[THYXcZ 2.4 6

135
nrunneosporellaHaquaticaHgenVHetHspVHnovVTHmqualignicolaHhyalinaHgenVHetHspVHnovVTHvobellisiaH
viridifuscaHspVHnovVHandH’orosphaerellopsisHbipolarisHspVHnovVHPascomycetesQHfromHsubmergedHwoodH
inHfreshwaterHhabitatsVHMycologicalcResearchTH2001THYXaTHbZaUb[[

19

134 tostUspecificityTHhostUexclusivityTHandHhostUrecurrenceHinHsaprobicHfungiVHMycologicalcResearchTH2001TH
YXaTHY]]eUY]ac 130

133 zewH peciesHorH—ecordsHofHoacumisporiumTHtelicosporiumTHyonotosporellaHandHnahusutrabeejaHonH
 ubmergedHWoodHinHtongHwongH treamsVHMycologiaTH2001THe[TH[de 2.4 11

132 —evisionHofHtheH’hyllachoraceaeHPmscomycotaQHonHhostsHinHtheHangiospermHfamilyTH’roteaceaeVH
AustraliancSystematiccBotanyTH2001THY]THZd[ 1 7

131 qndophyticHfungiHfromHmmomumHsiamenseVHCanadiancJournalcofcMicrobiologyTH2001TH]cTHe][Ud 3.2 39

130 zonUlichenisedHmustralianHascomycetesVHAustraliancSystematiccBotanyTH2001THY]TH[ac 1 1

129 zewHspeciesHorHrecordsHofHoacumisporiumTHtelicosporiumTHyonotosporellaHandHnahusutrabeejaHonH
submergedHwoodHinHtongHwongHstreamsVHMycologiaTH2001THe[TH[deU[ec 2.4 20

128 TwoHpantropicalHmscomycetesfHohaetosphaeriaHcylindrosporaHspVHnovVHandH—imaconusTHaHnewHgenusH
forHxasiosphaeriaHjamaicensisVHMycologiaTH2001THe[THYXcZUYXdX 2.4 7

127 ’araniessliaHtuberculataHgenVHetHspVHnovVTHandHnewHrecordsHorHspeciesHofHolypeosphaeriaTH
xeptosphaeriaHandHmstrosphaeriellaHinHtongHwongHfreshwaterHhabitatsVHMycologiaTH2001THe[THYXXZUYXXe 2.4 12
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126 qndophyticHfungiHfromHmmomumHsiamenseVHCanadiancJournalcofcMicrobiologyTH2001TH]cTHe][Ue]d 3.2 6

125 ’hylogeneticHsignificanceHofHtheHpseudoparaphysesHinHxoculoascomyceteHtaxonomyVHMolecularc
PhylogeneticscandcEvolutionTH2000THYbTH[eZU]XZ 4.1 80

124 qndophyticHfungiHassociatedHwithHpalmsVHMycologicalcResearchTH2000THYX]THYZXZUYZYZ 163

123 taloroselliniaHgenVHnovVHtoHaccommodateHtypoxylonHoceanicumTHaHcommonHmangroveHspeciesVH
MycologicalcResearchTH2000THYX]TH[bdU[c] 6

122 qightHnewHspeciesHofHmnthostomellaHfromH outhHmfricaVHMycologicalcResearchTH2000THYX]THc]ZUca] 5

121 mHmemberHofHtheH’hyllachoraHshiraianaHcomplexHPmscomycotaQHonHnambusaHarnhemicafHaHnewHrecordH
forHmustraliaVHAustralasiancPlantcPathologyTH2000THZeTHZXa 1.4 2

120 niodiversityHandHdistributionHofHfungiHassociatedHwithHdecomposingHzypaHfruticansVHBiodiversitycandc
ConservationTH2000THeTH[e[U]XZ 3.4 28

119 mscominutaHlignicolaTHaHnewHuoculoascomyceteHfromHsubmergedHwoodHinHtongHwongVHMycoscienceTH
2000TH]YTHYUa 1.2 9

118 mnnulatascusHfusiformisHspVHnovVTHaHnewHfreshwaterHascomyceteHfromHtheH’hilippinesVHMycologiaTH
2000THeZTHaa[Uaac 2.4 3

117 mHnewHspeciesHofHoanalisporiumHfromHmustraliaVHMycologiaTH2000THeZTHadeUaeZ 2.4 9

116 oheiromycesHlignicolaTHaHnewHchirosporousHanamorphicHspeciesHfromHtongHwongVHMycologiaTH2000TH
eZTHadZUadd 2.4 15

115 ëertexicolaHcaudatusHgenVHetHspVHnovVTHandHaHnewHspeciesHofH—ivulicolaHfromHsubmergedHwoodHinH
freshwaterHhabitatsVHMycologiaTH2000THeZTHYXYeUYXZb 2.4 11

114 ëertexicolaHcaudatusHgenVHetHspVHnovVTHandHaHzewH peciesHofH—ivulicolaHfromH ubmergedHWoodHinH
rreshwaterHtabitatsVHMycologiaTH2000THeZTHYXYe 2.4 7

113 oheiromycesHlignicolaTHaHzewHohirosporousHmnamorphicH peciesHfromHtongHwongVHMycologiaTH2000TH
eZTHadZ 2.4 9

112 mnnulatascusHfusiformisHspVHnovVTHaHzewHrreshwaterHmscomyceteHfromHtheH’hilippinesVHMycologiaTH
2000THeZTHaa[ 2.4 4

111 TorrentisporaHfibrosaHgenVHspVHnovVHPmnnulatascaceaeQHfromHfreshwaterHhabitatsVHMycologicalc
ResearchTH2000THYX]THY[eeUY]X[ 10

110 rungiHfromHpalmsVHXxuuuVHxophiostomaHandHmstrosphaeriellaHspeciesHwithHslitUlikeHostiolesVHNovac
HedwigiaTH2000THcXTHY][UYbX 1.3 12

109 ’araceratocladiumHmalaysianumHspVHnovVHfromHsubmergedHwoodHinHyalaysiaVHNovacHedwigiaTH2000TH
cYTHeaUYXX 1.3 4
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108 TwoHnewHspeciesHofH’seudohalonectriaHfromHpalmsVHMycologiaTH1999THeYTHaZXUaZ] 2.4 8

107 mscalHultrastructuralHstudyHinHmnnulatascusHhongkongensisHspVHnovVTHaHfreshwaterHascomyceteVH
MycologiaTH1999THeYTHddaUdeZ 2.4 7

106 pigitodesmiumHrecurvumTHaHnewHspeciesHofHchirosporousHhyphomyceteHfromHtongHwongVHMycologiaTH
1999THeYTHeXXUeX] 2.4 10

105 TwoHzewH peciesHofH’seudohalonectriaHfromH’almsVHMycologiaTH1999THeYTHaZX 2.4 6

104 niodiversityHofHpalmHfungiHinHtheHtropicsfHareHglobalHfungalHdiversityHestimatesHrealistickVHBiodiversityc
andcConservationTH1999THdTHeccUYXX] 3.4 127

103 zewHobservationsHonHyonotosporellaHrhizoideaVHMycoscienceTH1999TH]XTH[ccU[dZ 1.2 7

102 xinocarponHangustatumHspVHnovVTHandHzeolinocarponHnypicolaHspVHnovVHfromHpetiolesHofHzypaH
fruticansTHandHaHlistHofHfungiHfromHaerialHpartsHofHthisHhostVHMycoscienceTH1999TH]XTHY]aUY]e 1.2 15

101  tudiesHonHtheHmmphisphaerialesHuVHTheHolypeosphaeriaceaeVHMycoscienceTH1999TH]XTHYaYUYb] 1.2 12

100 TheHgeneraHmniptoderaTHtalosarpheiaTHzaisHandH’haeonectriellaHfromHfreshwaterHhabitatsVH
MycoscienceTH1999TH]XTHYbaUYd[ 1.2 29

99 oryptophialeHsphaerosporaHspVHnovVHoccurringHonHvanetiaHsynnematosaVHMycoscienceTH1999TH]XTHYdeUYeY 1.2 1

98  tudiesHonHmmphisphaerialesfHTheHmmphisphaeriaceaeHPsensuHstrictoQVHMycologicalcResearchTH1999TH
YX[THa[Ub] 40

97 ’roboscisporaHaquaticaHgenVHetHspVHnovVTHfromHwoodHsubmergedHinHfreshwaterVHMycologicalcResearchTH
1999THYX[THdYUdc 24

96 ltrastructuralHstudiesHonHtheHyyelospermaceaeHfamVHnovVTHwithHaHnewHspeciesHofHyyelospermaVH
MycologicalcResearchTH1999THYX[TH[]cU[aZ 3

95 ltrastructuralHstudiesHonHtheHaquaticHascomycetesHmnnulatascusHvelatisporusHandHmVHtriseptatusHspVH
novVVHMycologicalcResearchTH1999THYX[THabYUacY 19

94 oataractisporaHgenVHnovVHwithHthreeHnewHfreshwaterHlignicolousHspeciesVHMycologicalcResearchTH1999TH
YX[THYXYeUYX[Y 16

93 mscomauritianaHlignicolaHgenVHetHspVHnovVTHanHascomyceteHfromHsubmergedHwoodHinHyauritiusVH
MycologicalcResearchTH1999THYX[THe[dUe]Z 7

92 ltrastructureHofHtheHdimorphicHascosporesHinHyamillisphaeriaHdimorphosporaVHMycologicalc
ResearchTH1999THYX[THYZd]UYZdd

91  tudiesHonHmmphisphaerialesfHTheHoainiaceaeVHMycologicalcResearchTH1999THYX[THYbZYUYbZc 9
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90 rungiHonHsubmergedHwoodHfromHtheH—iverHoolnTHqnglandVHMycologicalcResearchTH1999THYX[THYabYUYac] 37

89 mscalHltrastructuralH tudyHinHmnnulatascusHhongkongensisHspVHnovVTHaHrreshwaterHmscomyceteVH
MycologiaTH1999THeYTHdda 2.4 10

88 pigitodesmiumHrecurvumTHaHzewH peciesHofHohirosporousHtyphomyceteHfromHtongHwongVH
MycologiaTH1999THeYTHeXX 2.4 3

87
TropicalHmustralianHrreshwaterHrungiVHXëuVH omeHnewHmelanommataceousHfungiHfromHwoodyH
substrataHandHaHkeyHtoHgeneraHofHlignicolousHloculoascomycetesHinHfreshwaterVHNovacHedwigiaTH1999TH
bdTHZaYUZcZ

1.3 6

86 TropicalHmustralianHrreshwaterHrungiVHXëVHTheHascomyceteHgenusHvahnulaTHwithHfiveHnewHspeciesHandH
oneHnewHcombinationVHNovacHedwigiaTH1999THbdTH]deUaXe 1.3 21

85 rungiHfromHpalmsVHXxuuVHpidymosphaeriaHandHsimilarHascomycetesHfromHpalmsVHNovacHedwigiaTH1999TH
beTH]]eU]cY 1.3 3

84 —oleHofHfungiHinHmarineHecosystemsVHBiodiversitycandcConservationTH1998THcTHYY]cUYYbY 3.4 196

83 —oleHofHfungiHinHfreshwaterHecosystemsVHBiodiversitycandcConservationTH1998THcTHYYdcUYZXb 3.4 137

82 TheHgenusHnrachydesmiellaHfromHsubmergedHwoodHinHtheHtropicsTHincludingHaHnewHspeciesHandHaHnewH
combinationVHMycoscienceTH1998TH[eTHZ[eUZ]c 1.2 11

81 mHnewHspeciesHofHolohiesiaHfromHtongHwongVHMycoscienceTH1998TH[eTHZacUZae 1.2 8

80 TamsiniellaHlabiosaHgenVHetHspVnovVTHaHnewHfreshwaterHascomyceteHfromHsubmergedHwoodVHCanadianc
JournalcofcBotanyTH1998THcbTH[[ZU[[c 6

79 rungiHonHsubmergedHwoodHinHtheH—iviereH tHyarieUxouisTHTheH eychellesVHSouthcAfricancJournalcofc
BotanyTH1998THb]TH[[XU[[b 2.9 32

78 mscomycetesHfromHrreshwaterHtabitatsfHmscolacicolaHaquaticaHsenVHetHspVHnovVHandHaHzewH peciesHofH
mscotaiwaniaHfromHWoodH ubmergedHinHaH—eservoirHinHtongHwongVHMycologiaTH1998THeXTHYXaa 2.4 13

77 mscomycetesHfromHfreshwaterHhabitatsfHmscolacicolaHaquaticaHgenVHetHspVHnovVHandHaHnewHspeciesHofH
mscotaiwaniaHfromHwoodHsubmergedHinHaHreservoirHinHtongHwongVHMycologiaTH1998THeXTHYXaaUYXbZ 2.4 23

76 mHnewHfreshwaterHspeciesHofHterpotrichiaHfromHtheHtropicsVHNovacHedwigiaTH1998THbbTHZ]cUZ]e 1.3 3

75 TropicalHmustralianHrreshwaterHrungiHXuuuVHmHnewHspeciesHofHmnthostomellaHandHitsHsporodochialH
seniculosporiumHanamorphVHNovacHedwigiaTH1998THbcTHZZaUZ[[ 1.3 6

74 TamsiniellaHlabiosaHgenVHetHspVnovVTHaHnewHfreshwaterHascomyceteHfromHsubmergedHwoodVHCanadianc
JournalcofcBotanyTH1998THcbTH[[ZU[[c 5

73 mdditionsHtoHtheHgenusHxinocarponHPmscomycetesfHtyponectriaceaeQVHBotanicalcJournalcofcthec
LinneancSocietyTH1997THYZ[THYXeUY[Y 2.2 18
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72 xepteutypaHhexagonalisHspVHnovVHfromH’inangaHspVHinHqcuadorVHMycologicalcResearchTH1997THYXYTHdaUdd 5

71 pelortiaHpalmicolaHandHtwoHnewHspeciesHfromHwoodHsubmergedHinHaHfreshwaterHstreamHinHmustraliaVH
MycologicalcResearchTH1997THYXYTH]ZU]b 7

70 TheHgenusH—oussoˆ«llaTHincludingHtwoHnewHspeciesHfromHpalmsHinHouyabenoTHqcuadorVHMycologicalc
ResearchTH1997THYXYTHbXeUbYb 12

69 noerlagiomycesHgrandisporusHspVHnovVTHaHnewHtropicalHfreshwaterHascomyceteHfromHtheH’hilippinesVH
MycologicalcResearchTH1997THYXYTHb[aUb]X 10

68 rungiHassociatedHwithHleafHspotsHofHpalmsHinHnorthH–ueenslandTHmustraliaVHMycologicalcResearchTH
1997THYXYTHcZYUc[Z 8

67 ’haeosphaeriaHcapensisHspVHnovVHfromHmvicenniaHmarinaHinH outhHmfricaVHMycoscienceTH1997TH[dTHYXYUYX[ 1.2 5

66 oocoicolaHlivistonicolaTHspVHnovVTHandHnotesHonHoocoicolaHcylindrosporaHfromHpalmsVHMycoscienceTH
1997TH[dTHZaaUZad 1.2 2

65 sloniellaHclavatisporaTHspVHnovVHfromHmvicenniaHmarinaHinH outhHmfricaVHMycoscienceTH1997TH[dTHcUe 1.2 10

64 ltrastructureHofHgerminationHandHmucilageHproductionHinHtalosphaeriaHappendiculataH
PtalosphaeriaceaeQVHMycoscienceTH1997TH[dTH]aUa[ 1.2 3

63 TropicalHmustralianHrreshwaterHrungiVHXuuHUH—ivulicovaHincrustataHgenVHetHspVHnovVHandHnotesHonH
oeratosphaeriaHvampadophoraVHNovacHedwigiaTH1997THb]THYdaUYeb 1.3 16

62 rungiHfromHpalmsVHXXXuuuVHTheHgenusHyassarinaTHwithHaHnewHspeciesVHNovacHedwigiaTH1997THb]TH]eYUaX] 1.3 6

61 vanetiaHcurviapicisTHaHzewH peciesTHandHanHqmendedHpescriptionHofHtheHsenusVHMycologiaTH1996THddTHYXY]2.4 7

60  padicoidesHcordanoidesHspVHnovVTHaHzewHpematiaceousHtyphomyceteHfromH ubmergedHWoodHinH
mustraliaTHwithHaHTaxonomicH—eviewHofHtheHsenusVHMycologiaTH1996THddTHYXZZ 2.4 12

59  padicoidesHcordanoidesHspVHnovVTHaHnewHdematiaceousHhyphomyceteHfromHsubmergedHwoodHinH
mustraliaTHwithHaHtaxonomicHreviewHofHtheHgenusVHMycologiaTH1996THddTHYXZZUYX[Y 2.4 26

58 vanetiaHcurviapicisTHaHnewHspeciesTHandHanHemendedHdescriptionHofHtheHgenusVHMycologiaTH1996THddTHYXY]UYXZY2.4 18

57 mHnewHspeciesHofHzectriaHonHyauritiaHflexuosaHPmrecaceaeQHinHqcuadorHandHaHkeyHtoHzectriaHandH
alliedHgeneraHonHpalmsVHMycoscienceTH1996TH[cTHZccUZdZ 1.2 5

56 TwoHnewHspeciesHofHpelitschiaHfromHsubmergedHwoodVHMycoscienceTH1996TH[cTHeeUYXZ 1.2 13

55 zawawiaHdendroideaTHaHnewHsynnematousHhyphomyceteHfromHsubmergedH’hragmitesHinH outhH
mfricaVHMycologicalcResearchTH1996THYXXTHdYXUdY] 9
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54 oryptophialeHmultiseptataTHspVHnovVHfromHsubmergedHwoodHinHmustraliaTHandHkeysHtoHtheHgenusVH
MycologicalcResearchTH1996THYXXTHeeeUYXX] 12

53 nrachydesmiellaHanthostomelloideaTHaHnewHspeciesHofHdematiaceousHhyphomyceteHfromHmustraliaVH
MycologicalcResearchTH1996THYXXTHY[b]UY[bb 8

52 telicoonHgigantisporumHspVHnovVTHandHanHamendedHkeyHtoHtheHgenusVHMycologicalcResearchTH1996TH
YXXTHY]daUY]dd 18

51 ’odosordariaHaustraliensisHspVHnovVTHaHnewHxylariaceousHascomyceteHonHwallabyHdungHfromHnorthernH
mustraliaVHMycologicalcResearchTH1996THYXXTHYaXaUYaXd 2

50 rungiHassociatedHwithHleafHspotsHofHpalmsVHyaculatifrondisHaequatoriensisHgenVHetHspVHnovVTHwithHaH
oyclodomusHanamorphTHandHyyelospermaHparasiticaHspVHnovVVHMycologicalcResearchTH1996THYXXTHYaXeUYaY] 4

49 —oussoˆ«llaTHanHascomyceteHgenusHofHuncertainHrelationshipsHwithHaHoytopleaHanamorphVHMycologicalc
ResearchTH1996THYXXTHYaZZUYaZd 24

48 ’terosporidiumHgenVnovVHtoHaccommodateHtwoHspeciesHofHmnthostomellaHfromHmangroveHleavesVH
CanadiancJournalcofcBotanyTH1996THc]THYdZbUYdZe 5

47 ’hyllachoraHfromHmustraliaVH‘bservationsHonH’VHgrevilleaeHandHtwoHnewHspeciesfH’VHvictoriensisHandH’VH
hakeicolaHfromHtakeaVHMycologicalcResearchTH1995THeeTHYZbYUYZbc 2

46 suignardiaHcandeloflammaHspVHnovVHcausingHleafHspotsHofH’inangaHsppVVHMycologicalcResearchTH1995TH
eeTHYYXUYYZ 8

45
yaculatipalmaHfronsicolaHgenVHetHspVHnovVHcausingHleafHspotsHonHpalmHspeciesHinHnorthH–ueenslandH
withHdescriptionsHofHrelatedHgenerafHmpioplagiostomaHandH’lagiostomaVHMycologicalcResearchTH1995TH
eeTHcZcUc[]

9

44 mstrosphaeriellaHfronsicolaHspVHnovVHassociatedHwithHleafHspotsHofH‘raniopsisHandHotherHpalmsVH
MycologicalcResearchTH1995THeeTH]a[U]ab 8

43 ’hyllachoraHfromHmustraliaVH’hyllachoraHsageretiaeHspVHnovVHfromH ageretiaHhamosaVHMycologicalc
ResearchTH1995THeeTHaa]Uaab 2

42 qutypellaHnaqsiiHspVHnovVHfromHintertidalHmvicenniaVHMycologicalcResearchTH1995THeeTHY]bZUY]b] 7

41 TheHgenusHyassarinaTHwithHaHdescriptionHofHyVHeburneaHandHanHannotatedHlistHofHyassarinaHnamesVH
MycologicalcResearchTH1995THeeTHZeYUZeb 26

40 TheHgenusH avoryellaHfromHfreshwaterHhabitatsTHincludingH VHgrandisporaHspVHnovVVHMycoscienceTH1994
TH[aTHaeUbY 1.2 10

39 rungiHfromHrachidesHofHxivistonaHinHtheHWesternH’rovinceHofH’apuaHzewHsuineaVHBotanicalcJournalcofc
thecLinneancSocietyTH1994THYYbTH[YaU[Z] 2.2 8

38  omeHdiseaseUassociatedHmicroorganismsHonHplantsHinHtheHWesternH’rovinceHofH’apuaHzewHsuineaVH
AustralasiancPlantcPathologyTH1994THZ[THbe 1.4 7

37 mquaticHfungiHonHrachidesHofHxivistonaHinHtheHWesternH’rovinceHofH’apuaHzewHsuineaVHMycologicalc
ResearchTH1994THedTHcYeUcZa 25
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36 TheHgenusH’hyllachoraHfromHmustraliafHtwoHnewHtaxaTH’VHvelatisporaHvarVHvelatisporaHandH’VH
velatisporaHvarVHhillianaeTHonHsrevilleaHandHnotesHonH’VHgrevilleaeVHMycologicalcResearchTH1994THedTHY]XZUY]Xd 4

35 TheHgenusH’hyllachoraHfromHmustraliafHobservationsHonHtaxaHfromHoallistemonHspeciesVHMycologicalc
ResearchTH1994THedTHY[e[UY]XY 8

34 zewH‘xydothisHspeciesHassociatedHwithHpalmHleafHspotsHinHnorthH–ueenslandTHmustraliaVHMycologicalc
ResearchTH1994THedTHZY[UZYd 10

33 TheHgenusH’hyllachoraHfromHmustraliafH’VHqueenslandicaHandHnotesHonH’VHapiculataHfromHzeolitseaVH
MycologicalcResearchTH1993THecTHY[ZdUY[[Z 3

32 ’hyllachoraHbarringtoniicolaHnomVHnovVHandH’hyllachoraHnaqsiiHspVHnovVHcausingHleafHspotsHonH
narringtoniaHsppVVHMycologicalcResearchTH1993THecTHY[Z]UY[Zc 1

31 qutypaHbathurstensisHspVHnovVHfromHintertidalHmvicenniaVHMycologicalcResearchTH1993THecTHdbYUdb] 9

30 TheHgenusH’hyllachoraHfromHmustraliaVH‘bservationsHonH’VHbellaHfromH yzygiumHpaniculatumHandH’VH
melaspileaHfromH colopiaHbrauniiVHMycologicalcResearchTH1993THecTHY][cUY]]X 3

29 TheHgenusH‘phiodothellaHfromHmustraliaVHMycologicalcResearchTH1993THecTHYZcZUYZcb 6

28 mnnellolaciniaHpandanicolaHspVHnovVHwithHnotesHonHmVHdinemasporioidesHfromHpineappleVHMycologicalc
ResearchTH1993THecTHY][[UY][b 5

27  poreHattachmentHinHmarineHfungiVHMycologicalcResearchTH1993THecTHcUY] 23

26 TheHstatusHofHtaxonomicHmycologyHinHmustraliaHinHYeeYVHAustralasiancPlantcPathologyTH1993THZZTH]Z 1.4 4

25  omeHdiseaseUassociatedHmicroorganismsHonHplantsHofHoapeHYorkH’eninsulaHandHTorresH traitH
islandsVHAustralasiancPlantcPathologyTH1993THZZTHc[ 1.4 14

24 TheHsenusH accardoellaHfromHuntertidalHyangroveHWoodVHMycologiaTH1992THd]THdX[ 2.4 12

23 zypaellaHfrondicolaHgenVHetHspVHnovVTH’lectophomellaHnypaeHspVHnovVHandH’leurophomopsisHnypaeHspVH
novVHPooelomycetesQHfromHintertidalHfrondsHofHzypaHfruticansVHMycologicalcResearchTH1992THebTHZYXUZY] 11

22 TheHsenusH accardoellaHfromHuntertidalHyangroveHWoodVHMycologiaTH1992THd]THdX[UdYX 2.4 12

21 rungiHfromHdecayingHintertidalHfrondsHofHzypaHfruticansTHincludingHthreeHnewHgeneraHandHfourHnewH
speciesVHBotanicalcJournalcofcthecLinneancSocietyTH1992THYYXTHeaUYYX 2.2 37

20 yassarinaHvelatosporaHandHaHzewHyangroveUunhabitingH peciesTHyVHramunculicolaHspVHnovVVH
MycologiaTH1991THd[THd[e 2.4 8

19 ‘bservationsHonHtheHgenusHmristastomaVHMycologicalcResearchTH1991THeaTHYYaYUYYaZ 2
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18 ’homopsisHmangroveiTHfromHintertidalHpropHrootsHofH—hizophoraHsppVVHMycologicalcResearchTH1991TH
eaTHYY]eUYYaY 4

17 yassarinaHëelatosporaHandHaHzewHyangroveUunhabitingH peciesTHyVH—amunculicolaH pVHzovVVH
MycologiaTH1991THd[THd[eUd]a 2.4 4

16 mHstudyHofHtheHverticalHzonationHofHintertidalHfungiHonH—hiziphoraHapiculataHatHwampongHwapokH
mangroveTHnruneiVHAquaticcBotanyTH1990TH[bTHZaaUZbZ 1.8 43

15 mttachmentHstudiesHinHmarineHfungiVHBiofoulingTH1989THYTHZdcUZed 3.3 27

14 untertidalHmangroveHfungiHfromHnorthH umatraVHCanadiancJournalcofcBotanyTH1989THbcTH[XcdU[XdZ 32

13 yarineHfungiHfromH eychellesVHuuVHxansporaHcoronataHgenVHetHspVHnovVHfromHdriftwoodVHCanadianc
JournalcofcBotanyTH1986THb]THYadYUYada 20

12 yarineHfungiHfromH eychellesVHuuuVHmniptoderaHmangroviiHspVnovVHfromHmangroveHwoodVHCanadianc
JournalcofcBotanyTH1986THb]THZedeUZeeZ 17

11 yarineHfungiHfromH eychellesVHuVHzimbosporaHeffusaHandHzimbosporaHbipolarisHspVHnoHvVHfromH
driftwoodVHCanadiancJournalcofcBotanyTH1985THb[THbYYUbYa 11

10 YcVHTropicalHpeatHswampHfungiHwithHspecialHreferenceHtoHpalms 4

9 ZH’hylogenyHofHtheHpothideomycetesHandHotherHclassesHofHmarineHmscomycota 1

8  peciesHdiversityHofHnasidiomycotaVHFungalcDiversityTY 17.6 3

7 sanodermaHsichuanenseHPsanodermataceaeTH’olyporalesQHnewHtoHThailandVHMycoKeysTZZTHZcU][ 2.4 7

6 udentificationHofHendophyticHfungiHfromHleavesHofH’andanaceaeHbasedHonHtheirHmorphotypesHandH
pzmHsequenceHdataHfromHsouthernHThailandVHMycoKeysT[[THZaUbc 2.4 3

5 mppressorialHinteractionsHwithHhostHandHtheirHevolutionVHFungalcDiversityTY 17.6 2

4 ’redictingHglobalHnumbersHofHteleomorphicHascomycetesVHFungalcDiversityTY 17.6 1

3 TheHnumbersHofHfungifHareHtheHmostHspecioseHgeneraHtrulyHdiversekVHFungalcDiversityTY 17.6 7

2 TheHnumbersHofHfungifHcontributionsHfromHtraditionalHtaxonomicHstudiesHandHchallengesHofH
metabarcodingVHFungalcDiversityTY 17.6 5

1 rreshwaterHfungalHnumbersVHFungalcDiversityTY 17.6 1

(-1991)
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