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k Paper IF Citations

62 TheNHumanNPangenomeNProjectpNaNglobalNresourceNtoNmapNgenomicNdiversityddNNaturebN2022bNlfjbNjimcjjl50.4 7

61 WashUNEpigenomeNxrowserNupdateNhfhhddNNucleiciAcidsiResearchbN2022bN 20.1 3

60 EpigeneticNdynamicsNshapingNmelanophoreNandNiridophoreNcellNfateNinNzebrafishdNGenomeiBiologybN
2021bNhhbNhnh 18.3 4

59 HumanNplacentalNcytotrophoblastNepigenomeNdynamicsNoverNgestationNandNalterationsNinNplacentalN
diseasedNDevelopmentaliCellbN2021bNklbNghincghkhdek 10.2 7

58 TheNqxEzNtrackpNaNnovelNgenomeNbrowserNvisualizationNforNpointNprocessesdNBioinformaticsbN2021bNimbNgglncggmf7.2 2

57 wIwPpNwNQualityNyontrolNandNIntegrativeNwnalysisNPackageNtoNImproveNwTwycseqNzataNwnalysisdN
GenomicsyiProteomicsiandiBioinformaticsbN2021bN 6.5 6

56 zeepHUMpNEstimatingNsinglecypöNhydroxymethylationNandNmethylationNlevelsNfromNenrichmentNandN
restrictionNenzymeNsequencingNmethodsdNScienceiAdvancesbN2020bNlbN 14.3 2

55 wNmapNofNciscregulatoryNelementsNandNizNgenomeNstructuresNinNzebrafishdNNaturebN2020bNknnbNiimciji 50.4 18

54 ExploringNtheNcoronavirusNpandemicNwithNtheNWashUNVirusNöenomeNxrowserdNNatureiGeneticsbN2020bN
khbNonlcoog 36.3 8

53 EpigenomicNdifferencesNinNtheNhumanNandNchimpanzeeNgenomesNareNassociatedNwithNstructuralN
variationdNGenomeiResearchbN2020bN 9.7 3

52 WashUNEpigenomeNxrowserNupdateNhfgodNNucleiciAcidsiResearchbN2019bNjmbNWgkncWglk 20.1 107

51 TransposableNelementsNdriveNwidespreadNexpressionNofNoncogenesNinNhumanNcancersdNNaturei
GeneticsbN2019bNkgbNlggclgm 36.3 112

50 wNnoncrandomizedNprocedureNforNlargecscaleNheterogeneousNmultipleNdiscreteNtestingNbasedNonN
randomizedNtestsdNBiometricsbN2019bNmkbNlincljo 1.8 1

49 TheNNIEHSNTaRöETNIINyonsortiumNandNenvironmentalNepigenomicsdNNatureiBiotechnologybN2018bNilbNhhkchhm44.5 44

48 MaternalNhighcfatNdietNassociatedNwithNalteredNgeneNexpressionbNzNwNmethylationbNandNobesityNriskN
inNmouseNoffspringdNPLoSiONEbN2018bNgibNefgohlfl 3.7 66

47 yomprehensiveNWholeNzNwNMethylomeNwnalysisNbyNIntegratingNMezIPcseqNandNMREcseqdNMethodsi
iniMoleculariBiologybN2018bNgmfnbNhfochjl 1.4 14

46 yharacterizationNofNaNMouseNModelNofNxˆ¶rjesoncßorssmancLehmannNSyndromedNCelliReportsbN2018bN
hkbNgjfjcgjgjdel 10.6 11
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45 wNhighcfatNdietNaltersNgenomecwideNzNwNmethylationNandNgeneNexpressionNinNSMeJNmicedNBMCi
GenomicsbN2018bNgobNnnn 4.5 20

44 TheNizNöenomeNxrowserpNaNwebcbasedNbrowserNforNvisualizingNizNgenomeNorganizationNandN
longcrangeNchromatinNinteractionsdNGenomeiBiologybN2018bNgobNgkg 18.3 226

43
SolubleNinflammatoryNmediatorsNinduceNtranscriptionalNrecorganizationNthatNisNindependentNofNdnaN
methylationNchangesNinNculturedNhumanNchorionicNvillousNtrophoblastsdNJournaliofiReproductivei
ImmunologybN2018bNghnbNhcn

4.2 2

42 WholecöenomeNzNwNMethylationNProfilingNIdentifiesNEpigeneticNSignaturesNofNUterineN
yarcinosarcomadNNeoplasiabN2017bNgobNgffcggg 6.4 18

41 ETVheERmgNregulatesNhematopoieticNregenerationNbyNpromotingNhematopoieticNstemNcellN
proliferationdNJournaliofiExperimentaliMedicinebN2017bNhgjbNgljicglki 16.6 13

40 zNMTNandNHzwyNinhibitorsNinduceNcrypticNtranscriptionNstartNsitesNencodedNinNlongNterminalN
repeatsdNNatureiGeneticsbN2017bNjobNgfkhcgflf 36.3 157

39 TheNjzNnucleomeNprojectdNNaturebN2017bNkjobNhgochhl 50.4 332

38 MicroRNwsNInduceNaNPermissiveNyhromatinNEnvironmentNthatNEnablesNNeuronalNSubtypecSpecificN
ReprogrammingNofNwdultNHumanNßibroblastsdNCelliStemiCellbN2017bNhgbNiihcijndeo 18 76

37 TissuecspecificNzNwNmethylationNisNconservedNacrossNhumanbNmousebNandNratbNandNdrivenNbyNprimaryN
sequenceNconservationdNBMCiGenomicsbN2017bNgnbNmhj 4.5 35

36 zNwNmethyltransferaseNibNregulatesNarticularNcartilageNhomeostasisNbyNalteringNmetabolismdNJCIi
InsightbN2017bNhbN 9.9 35

35 MappingNofNVariableNzNwNMethylationNwcrossNMultipleNyellNTypesNzefinesNaNzynamicNRegulatoryN
LandscapeNofNtheNHumanNöenomedNG3:iGenesyiGenomesyiGeneticsbN2016bNlbNomicnl 3.2 34

34 EpigeneticNzrugNTreatmentNöloballyNInducesNyrypticNTranscriptionNStartNSitesNEncodedNinNLongN
TerminalNRepeatsdNBloodbN2016bNghnbNioigcioig 2.2

33 zevelopmentalNenhancersNrevealedNbyNextensiveNzNwNmethylomeNmapsNofNzebrafishNearlyNembryosdN
NatureiCommunicationsbN2015bNlbNligk 17.4 62

32 InductionNofNhematopoieticNandNendothelialNcellNprogramNorchestratedNbyNETSNtranscriptionNfactorN
ERmgeETVhdNEMBOiReportsbN2015bNglbNlkjclo 6.5 65

31 yombiningNMezIPcseqNandNMREcseqNtoNinvestigateNgenomecwideNypöNmethylationdNMethodsbN2015bN
mhbNhocjf 4.6 73

30 zeNnovoNtranscriptomeNanalysisNofNMedicagoNfalcataNrevealsNnovelNinsightsNaboutNtheNmechanismsN
underlyingNabioticNstresscresponsiveNpathwaydNBMCiGenomicsbN2015bNglbNngn 4.5 36

29 PotatoNvirusNYNHycProNReducesNtheNwTPaseNwctivityNofNNtMinzbNWhichNResultsNinNEnlargedN
yhloroplastsNinNHycProNTransgenicNTobaccodNPLoSiONEbN2015bNgfbNefgilhgf 3.7 3

28
PerinatalNdeiodinaseNhNexpressionNinNhepatocytesNdefinesNepigeneticNsusceptibilityNtoNliverNsteatosisN
andNobesitydNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericabN2015bN
gghbNgjfgnchi

11.5 27

(2015-2018)
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27 IntermediateNzNwNmethylationNisNaNconservedNsignatureNofNgenomeNregulationdNNaturei
CommunicationsbN2015bNlbNlili 17.4 67

26 EpigenomicNannotationNofNgeneticNvariantsNusingNtheNRoadmapNEpigenomeNxrowserdNNaturei
BiotechnologybN2015bNiibNijkcl 44.5 66

25 IntegrativeNanalysisNofNgggNreferenceNhumanNepigenomesdNNaturebN2015bNkgnbNigmcif 50.4 3849

24
MonoacylglycerolNlipaseNWMöLLYNpolymorphismNrslfjiffNinteractsNwithNchildhoodNadversityNtoN
predictNcannabisNdependenceNsymptomsNandNamygdalaNhabituationpNEvidenceNfromNanN
endocannabinoidNsystemclevelNanalysisdNJournaliofiAbnormaliPsychologybN2015bNghjbNnlfcmm

7 26

23 methylyNTrackpNvisualNintegrationNofNsinglecbaseNresolutionNzNwNmethylationNdataNonNtheNWashUN
EpiöenomeNxrowserdNBioinformaticsbN2014bNifbNhhflcm 7.2 19

22 WidespreadNcontributionNofNtransposableNelementsNtoNtheNinnovationNofNgeneNregulatoryNnetworksdN
GenomeiResearchbN2014bNhjbNgolicml 9.7 251

21 RecurrentNepimutationsNactivateNgeneNbodyNpromotersNinNprimaryNglioblastomadNGenomeiResearchbN
2014bNhjbNmlgcmj 9.7 35

20 RegulatoryNnetworkNdecodedNfromNepigenomesNofNsurfaceNectodermcderivedNcellNtypesdNNaturei
CommunicationsbN2014bNkbNkjjh 17.4 22

19 zNwNunmethylomeNprofilingNbyNcovalentNcaptureNofNypöNsitesdNNatureiCommunicationsbN2013bNjbNhgof 17.4 41

18 EstimatingNabsoluteNmethylationNlevelsNatNsinglecypöNresolutionNfromNmethylationNenrichmentNandN
restrictionNenzymeNsequencingNmethodsdNGenomeiResearchbN2013bNhibNgkjgcki 9.7 114

17 ExploringNlongcrangeNgenomeNinteractionsNusingNtheNWashUNEpigenomeNxrowserdNNatureiMethodsbN
2013bNgfbNimkcl 21.6 167

16 zNwNhypomethylationNwithinNspecificNtransposableNelementNfamiliesNassociatesNwithNtissuecspecificN
enhancerNlandscapedNNatureiGeneticsbN2013bNjkbNnilcjg 36.3 154

15 ßunctionalNzNwNmethylationNdifferencesNbetweenNtissuesbNcellNtypesbNandNacrossNindividualsN
discoveredNusingNtheNMUMNalgorithmdNGenomeiResearchbN2013bNhibNgkhhcjf 9.7 119

14 MedicagoNtruncatulaNtransporterNdatabasepNaNcomprehensiveNdatabaseNresourceNforNMdNtruncatulaN
transportersdNBMCiGenomicsbN2012bNgibNlf 4.5 8

13
TranscriptionalNprofilingNofNMedicagoNtruncatulaNunderNsaltNstressNidentifiedNaNnovelNyxßN
transcriptionNfactorNMtyxßjNthatNplaysNanNimportantNroleNinNabioticNstressNresponsesdNBMCiPlanti
BiologybN2011bNggbNgfo

5.3 89

12 TheNHumanNEpigenomeNxrowserNatNWashingtonNUniversitydNNatureiMethodsbN2011bNnbNonocof 21.6 240

11 PMRzpNplantNmicroRNwNdatabasedNNucleiciAcidsiResearchbN2010bNinbNznflcgi 20.1 272

10 yloningNandNcharacterizationNofNaNfunctionalNflavanoneciˆ�chydroxylaseNgeneNfromNMedicagoN
truncatuladNMoleculariBiologyiReportsbN2010bNimbNihnico 2.8 13
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9 wnNexpressionNdatabaseNforNrootsNofNtheNmodelNlegumeNMedicagoNtruncatulaNunderNsaltNstressdNBMCi
GenomicsbN2009bNgfbNkgm 4.5 56

8 IdentificationNandNcharacterizationNofNMtMTPgbNaNZnNtransporterNofNyzßNfamilybNinNtheNMedicagoN
truncatuladNPlantiPhysiologyiandiBiochemistrybN2009bNjmbNgfnocoj 5.4 17

7 HycProNproteinNofNPotatoNvirusNYNcanNinteractNwithNthreeNwrabidopsisNhfSNproteasomeNsubunitsNinN
plantadNJournaliofiVirologybN2007bNngbNghnngcn 6.6 62

6 TheNHycproNproteinNofNpotatoNvirusNYNinteractsNwithNNtMinzNofNtobaccodNMoleculariPlant-Microbei
InteractionsbN2007bNhfbNgkfkcgg 3.6 68

5 TheNHumanNEpigenomeNxrowserNatNWashingtonNUniversity 1

4 TheNizNöenomeNxrowserpNaNwebcbasedNbrowserNforNvisualizingNizNgenomeNorganizationNandN
longcrangeNchromatinNinteractions 32

3 ExploringNtheNcoronavirusNepidemicNusingNtheNnewNWashUNVirusNöenomeNxrowser 3

2 ImprovingNwTwycseqNzataNwnalysisNwithNwIwPbNaNQualityNyontrolNandNIntegrativeNwnalysisNPackage 8

1 wutomatedNassemblyNofNhighcqualityNdiploidNhumanNreferenceNgenomes 3
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