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LandscapeNofNtheNHumanNöenomedNG3:iGenesyiGenomesyiGeneticsbN2016bNlbNomicnl 3.2 34
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27 wNhighcfatNdietNaltersNgenomecwideNzNwNmethylationNandNgeneNexpressionNinNSMeJNmicedNBMCi
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16 ExploringNtheNcoronavirusNpandemicNwithNtheNWashUNVirusNöenomeNxrowserdNNatureiGeneticsbN2020bN
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2021bNhhbNhnh 18.3 4
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9 EpigenomicNdifferencesNinNtheNhumanNandNchimpanzeeNgenomesNareNassociatedNwithNstructuralN
variationdNGenomeiResearchbN2020bN 9.7 3

8 wutomatedNassemblyNofNhighcqualityNdiploidNhumanNreferenceNgenomes 3
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