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ARTICLE IF CITATIONS

Insights into amphicarpy from the compact genome of the legume <i>Amphicarpaea edgeworthii</i>.
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Transcriptional Differences in Peanut (Arachis hypogaea L.) Seeds at the Freshly Harvested,
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Seed-Specific Expression of AtLEC1 Increased Oil Content and Altered Fatty Acid Composition in Seeds
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Discovery of a new mechanism for regulation of plant triacyl%\lycerol metabolism: The peanut
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