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j Paper IF Citations

129 TheNputativeNHg–gjNdemethylaseNvc–xMeNaffectsNvirulenceZNstressNresponsesNandN
photomorphogenesisNinNvotrytisNcinereabNFungalgGeneticsgandgBiologyZN2019ZNefgZNehafh 3.9 12

128 vrachypodiumNdistachyonNasNalternativeNmodelNhostNsystemNforNtheNergotNfungusNwlavicepsN
purpureabNMoleculargPlantgPathologyZN2018ZNemZNeddiaedee 5.7 8

127 ManipulationNofNcytokininNlevelNinNtheNergotNfungusNwlavicepsNpurpureaNemphasizesNitsNcontributionN
toNvirulencebNCurrentgGeneticsZN2018ZNjhZNegdgaegem 2.9 16

126
MolecularNanalysisNofNtheNearlyNinteractionNbetweenNtheNgrapevineNflowerNandNvotrytisNcinereaN
revealsNthatNpromptNactivationNofNspecificNhostNpathwaysNleadsNtoNfungusNquiescencebNPlantugCellgandg
EnvironmentZN2017ZNhdZNehdmaehfl

8.4 24

125 wrossatalkNofNtheNbiotrophicNpathogenNwlavicepsNpurpureaNandNitsNhostNSecaleNcerealebNBMCg
GenomicsZN2017ZNelZNfkg 4.5 15

124
βocalizationNofNergotNalkaloidsNinNsclerotiaNofNwlavicepsNpurpureaNbyNmatrixaassistedNlaserN
desorptioncionizationNmassNspectrometryNimagingbNAnalyticalgandgBioanalyticalgChemistryZN2017ZN
hdmZNeffeaefgd

4.4 7

123 TheNProteinNxisulfideN“someraseNofNnNunNyRNProteinN“nvolvedNinNProteinNzoldingNandNRedoxN
HomeostasisN“nfluencesNNuxPHNOxidaseNSignalingNProcessesbNFrontiersgingMicrobiologyZN2017ZNlZNmjd 5.7 13

122 UpdateNonNNoxNfunctionZNsiteNofNactionNandNregulationNinbNFungalgBiologygandgBiotechnologyZN2016ZNgZNl 7.5 18

121 “dentificationNandNcharacterizationNofNtheNergochromeNgeneNclusterNinNtheNplantNpathogenicNfungusbN
FungalgBiologygandgBiotechnologyZN2016ZNgZNf 7.5 21

120
whasingNstressNsignalsNaNyxposureNtoNextracellularNstimuliNdifferentiallyNaffectsNtheNredoxNstateNofNcellN
compartmentsNinNtheNwildNtypeNandNsignalingNmutantsNofNvotrytisNcinereabNFungalgGeneticsgandg
BiologyZN2016ZNmdZNefaff

3.9 12

119 TheNypipolythiodiketopiperazineNGeneNwlusterNinNwlavicepsNpurpureanNxysfunctionalNwytochromeN
PhidNynzymeNPreventsNzormationNofNtheNPreviouslyNUnknownNwlapurinesbNPLoSgONEZN2016ZNeeZNedeilmhi3.7 5

118
vc“qgeZNaNfungalN“QGuPNhomologZNinteractsNwithNNuxPHNoxidaseZNMuPNkinaseNandNcalciumNsignalingN
proteinsNandNregulatesNvirulenceNandNdevelopmentNinNvotrytisNcinereabNMoleculargMicrobiologyZN2016
ZNedeZNfleaml

4.1 26

117 zunctionalNcharacterizationNofNtheNfirstNfilamentousNfungalNtRNuaisopentenyltransferaseNandNitsNroleN
inNtheNvirulenceNofNwlavicepsNpurpureabNNewgPhytologistZN2016ZNfeeZNmldamf 9.8 34

116 ReactiveNoxygenNspeciesNinNdevelopmentNandNinfectionNprocessesbNSeminarsgingCellgandg
DevelopmentalgBiologyZN2016ZNikZNeglaehj 7.5 47

115 UnravelingNtheNzunctionNofNtheNResponseNRegulatorNvcSknkNinNtheNStressNSignalingNNetworkNofN
votrytisNcinereabNEukaryoticgCellZN2015ZNehZNjgjaie 23

114 vcNoxxZNaNputativeNyRNproteinZNisNaNnewNcomponentNofNtheNNuxPHNoxidaseNcomplexNinNvotrytisN
cinereabNMoleculargMicrobiologyZN2015ZNmiZNmllaeddi 4.1 53

113 xeNnovoNbiosynthesisNofNcytokininsNinNtheNbiotrophicNfungusNwlavicepsNpurpureabNEnvironmentalg
MicrobiologyZN2015ZNekZNfmgiaie 5.2 59

Paul Tudzynski

2



112 uNnewNandNreliableNmethodNforNliveNimagingNandNquantificationNofNreactiveNoxygenNspeciesNinN
votrytisNcinereanNtechnologicalNadvancementbNFungalgGeneticsgandgBiologyZN2014ZNkeZNjlaki 3.9 17

111 RedoxNsystemsNinNvotrytisNcinereanNimpactNonNdevelopmentNandNvirulencebNMoleculargPlantvMicrobeg
InteractionsZN2014ZNfkZNlilakh 3.6 41

110 zunctionalNanalysisNofNvcvemeNandNitsNinteractionNpartnersNinNvotrytisNcinereanNimpactNonN
differentiationNandNvirulencebNPLoSgONEZN2014ZNmZNemiekf 3.7 22

109 viosyntheticNpathwaysNofNergotNalkaloidsbNToxinsZN2014ZNjZNgfleami 4.9 66

108 yrgotNulkaloidsbNFungalgBiologyZN2014ZNgdgagej 2.3 8

107 TheNtranscriptionNfactorNvcβTzeNregulatesNvirulenceNandNlightNresponsesNinNtheNnecrotrophicNplantN
pathogenNvotrytisNcinereabNPLoSgGeneticsZN2014ZNedZNeeddhdhd 6 95

106
SmallaGTPaseaassociatedNsignalingNbyNtheNguanineNnucleotideNexchangeNfactorsNwpxockeldNandN
wpwdcfhZNtheNGTPaseNeffectorNwpStefdZNandNtheNscaffoldNproteinNwpvemeNinNwlavicepsNpurpureabN
EukaryoticgCellZN2014ZNegZNhkdalf

14

105
MolecularNcharacterizationNofNtheNNuxPHNoxidaseNcomplexNinNtheNergotNfungusNwlavicepsNpurpureanN
wpNoxfNandNwpPlseNareNimportantNforNaNbalancedNhostapathogenNinteractionbNMolecularg
PlantvMicrobegInteractionsZN2013ZNfjZNeeieajh

3.6 21

104 PlantasymbioticNfungiNasNchemicalNengineersnNmultiagenomeNanalysisNofNtheNclavicipitaceaeNrevealsN
dynamicsNofNalkaloidNlocibNPLoSgGeneticsZN2013ZNmZNeeddggfg 6 295

103 “nvolvementNofNvotrytisNcinereaNsmallNGTPasesNvcRuSeNandNvcRuwNinNdifferentiationZNvirulenceZNandN
theNcellNcyclebNEukaryoticgCellZN2013ZNefZNejdmael 43

102 ussessingNtheNeffectsNofNlightNonNdifferentiationNandNvirulenceNofNtheNplantNpathogenNvotrytisN
cinereanNcharacterizationNofNtheNWhiteNwollarNwomplexbNPLoSgONEZN2013ZNlZNelhffg 3.7 99

101 TheNNuxPHNoxidaseNcomplexesNinNvotrytisNcinereanNevidenceNforNaNcloseNassociationNwithNtheNyRNandN
theNtetraspaninNPlsebNPLoSgONEZN2013ZNlZNeiilkm 3.7 57

100 vcutfeZNaNglobalNregulatorZNcontrolsNvariousNdifferentiationNprocessesNandNphytotoxinNproductionNinN
votrytisNcinereabNMoleculargPlantgPathologyZN2012ZNegZNkdhael 5.7 68

99 RedoxasensitiveNGzPfnNuseNofNtheNgeneticallyNencodedNbiosensorNofNtheNredoxNstatusNinNtheN
filamentousNfungusNvotrytisNcinereabNMoleculargPlantgPathologyZN2012ZNegZNmgiahk 5.7 30

98 GermlingNfusionNviaNconidialNanastomosisNtubesNinNtheNgreyNmouldNvotrytisNcinereaNrequiresNNuxPHN
oxidaseNactivitybNFungalgBiologyZN2012ZNeejZNgkmalk 2.8 67

97 MorphogenesisNandN“nfectionNinNvotrytisNcinereabNTopicsgingCurrentgGeneticsZN2012ZNffiafhe 22

96 ReactiveNoxygenNspeciesNgenerationNinNfungalNdevelopmentNandNpathogenesisbNCurrentgOpinionging
MicrobiologyZN2012ZNeiZNjigam 7.9 87

95
TheNmitogenaactivatedNproteinNkinaseNvcSakeNofNvotrytisNcinereaNisNrequiredNforNpathogenicN
developmentNandNhasNbroadNregulatoryNfunctionsNbeyondNstressNresponsebNMoleculargPlantvMicrobeg
InteractionsZN2012ZNfiZNldfaej

3.6 48

(2012-2014)
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94 GenomicNanalysisNofNtheNnecrotrophicNfungalNpathogensNSclerotiniaNsclerotiorumNandNvotrytisN
cinereabNPLoSgGeneticsZN2011ZNkZNeeddffgd 6 659

93 TheNsmallNGTPaseNvcwdchfNaffectsNnuclearNdivisionZNgerminationNandNvirulenceNofNtheNgrayNmoldN
fungusNvotrytisNcinereabNFungalgGeneticsgandgBiologyZN2011ZNhlZNedefam 3.9 28

92 ReactiveNoxygenNspeciesNinNphytopathogenicNfunginNsignalingZNdevelopmentZNandNdiseasebNAnnualg
ReviewgofgPhytopathologyZN2011ZNhmZNgjmamd 10.8 331

91 TheNzRPeNzaboxNgeneNhasNdifferentNfunctionsNinNsexualityZNpathogenicityNandNmetabolismNinNthreeN
fungalNpathogensbNMoleculargPlantgPathologyZN2011ZNefZNihlajg 5.7 17

90
TheNvotrytisNcinereaNRegeNproteinZNaNputativeNtranscriptionalNregulatorZNisNrequiredNforN
pathogenicityZNconidiogenesisZNandNtheNproductionNofNsecondaryNmetabolitesbNMolecularg
PlantvMicrobegInteractionsZN2011ZNfhZNedkhali

3.6 61

89 RegulationNofNpathogenicNsporeNgerminationNbyNwgRaceNinNtheNfungalNplantNpathogenN
wolletotrichumNgloeosporioidesbNEukaryoticgCellZN2011ZNedZNeeffagd 27

88
ulkaloidNclusterNgeneNccsuNofNtheNergotNfungusNwlavicepsNpurpureaNencodesNchanoclavineN“NsynthaseZN
aNflavinNadenineNdinucleotideacontainingNoxidoreductaseNmediatingNtheNtransformationNofN
NamethyladimethylallyltryptophanNtoNchanoclavineN“bNAppliedgandgEnvironmentalgMicrobiologyZN2010ZN
kjZNelffagd

4.8 45

87 xeletionNofNMideZNaNputativeNstretchaactivatedNcalciumNchannelNinNwlavicepsNpurpureaZNaffectsN
vegetativeNgrowthZNcellNwallNsynthesisNandNvirulencebNMicrobiologygpUnitedgKingdomrZN2009ZNeiiZNgmffagmgg2.9 30

86 yrgotnNfromNwitchcraftNtoNbiotechnologybNMoleculargPlantgPathologyZN2009ZNedZNijgakk 5.7 89

85 yxpressedNsequenceNtagsNfromNtheNflowerNpathogenNwlavicepsNpurpureabNMoleculargPlantgPathologyZN
2009ZNedZNjjialh 5.7 8

84 TheNergotNalkaloidNgeneNclusternNfunctionalNanalysesNandNevolutionaryNaspectsbNPhytochemistryZN2009
ZNkdZNelffagf 4 64

83 xoesNbotrytisNcinereaN“gnoreNHVfWOVfWainducedNoxidativeNstressNduringNinfectionsNwharacterizationN
ofNbotrytisNactivatorNproteinNebNMoleculargPlantvMicrobegInteractionsZN2009ZNffZNmlkaml 3.6 121

82 votrytisNcinereanNMolecularNuspectsNofNaNNecrotrophicNβifeNStyleN2009ZNfmaid 20

81 TheNNuxPHNoxidaseNwpnoxeNisNrequiredNforNfullNpathogenicityNofNtheNergotNfungusNwlavicepsN
purpureabNMoleculargPlantgPathologyZN2008ZNmZNgekafk 5.7 77

80 TheNsmallNGTPaseNRacNandNtheNpfeaactivatedNkinaseNwlahNinNwlavicepsNpurpureanNinteractionNandN
impactNonNpolarityZNdevelopmentNandNpathogenicitybNMoleculargMicrobiologyZN2008ZNjlZNhdiafg 4.1 74

79
UseNofNaNnonhomologousNendNjoiningNdeficientNstrainNVxeltakukdWNofNtheNergotNfungusNwlavicepsN
purpureaNforNidentificationNofNaNnonribosomalNpeptideNsynthetaseNgeneNinvolvedNinNergotamineN
biosynthesisbNFungalgGeneticsgandgBiologyZN2008ZNhiZNgiahh

3.9 65

78 NuxPHNoxidasesNareNinvolvedNinNdifferentiationNandNpathogenicityNinNvotrytisNcinereabNMolecularg
PlantvMicrobegInteractionsZN2008ZNfeZNldlaem 3.6 190

77 TheNcuMPadependentNsignalingNpathwayNandNitsNroleNinNconidialNgerminationZNgrowthZNandNvirulenceN
ofNtheNgrayNmoldNvotrytisNcinereabNMoleculargPlantvMicrobegInteractionsZN2008ZNfeZNehhgaim 3.6 70
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76 upproachesNtoNMolecularNGeneticsNandNGenomicsNofNvotrytisN2007ZNigajj 4

75 votrytisNcinereanNtheNcauseNofNgreyNmouldNdiseasebNMoleculargPlantgPathologyZN2007ZNlZNijeald 5.7 916

74
TheNhistidineNkinaseNwpH–fNhasNimpactNonNsporeNgerminationZNoxidativeNstressNandNfungicideN
resistanceZNandNvirulenceNofNtheNergotNfungusNwlavicepsNpurpureabNMoleculargPlantgPathologyZN2007ZN
lZNjigaji

5.7 23

73 vcSu–eZNaNstressaactivatedNmitogenaactivatedNproteinNkinaseZNisNinvolvedNinNvegetativeN
differentiationNandNpathogenicityNinNvotrytisNcinereabNEukaryoticgCellZN2007ZNjZNfeeafe 174

72 womparisonNofNergotNalkaloidNbiosynthesisNgeneNclustersNinNwlavicepsNspeciesNindicatesNlossNofNlateN
pathwayNstepsNinNevolutionNofNwbNfusiformisbNAppliedgandgEnvironmentalgMicrobiologyZN2007ZNkgZNkeliame 4.8 49

71 PhytohormonesN“nNvotrytisaPlantN“nteractionsN2007ZNejgaekm 17

70 “nNvitroNpathogenicityNassayNforNtheNergotNfungusNwlavicepsNpurpureabNMycologicalgResearchZN2006ZN
eedZNhjiakd 20

69 “dentificationNofNtheNcytochromeNPhidNmonooxygenaseNthatNbridgesNtheNclavineNandNergolineN
alkaloidNpathwaysbNChemBioChemZN2006ZNkZNjhiaif 3.8 54

68 “dentificationNofNanNabscisicNacidNgeneNclusterNinNtheNgreyNmoldNvotrytisNcinereabNAppliedgandg
EnvironmentalgMicrobiologyZN2006ZNkfZNhjemafj 4.8 106

67 yrgotNalkaloidsaabiologyNandNmolecularNbiologybNThegAlkaloidsgChemistrygandgBiologyZN2006ZNjgZNhialj 4.8 161

66 ythyleneNsensingNandNgeneNactivationNinNvotrytisNcinereanNaNmissingNlinkNinNethyleneNregulationNofN
fungusaplantNinteractionssbNMoleculargPlantvMicrobegInteractionsZN2006ZNemZNggahf 3.6 84

65 TheNwOTeNhomologueNwPwOTeNregulatesNpolarNgrowthNandNbranchingNandNisNessentialNforN
pathogenicityNinNwlavicepsNpurpureabNFungalgGeneticsgandgBiologyZN2005ZNhfZNedkael 3.9 28

64
zunctionalNanalysisNofNtheNcytochromeNPhidNmonooxygenaseNgeneNbcboteNofNvotrytisNcinereaN
indicatesNthatNbotrydialNisNaNstrainaspecificNvirulenceNfactorbNMoleculargPlantvMicrobegInteractionsZN
2005ZNelZNjdfaef

3.6 151

63 TheNergotNalkaloidNgeneNclusterNinNwlavicepsNpurpureanNextensionNofNtheNclusterNsequenceNandNintraN
speciesNevolutionbNPhytochemistryZN2005ZNjjZNegefafd 4 116

62 uNwxwhfNhomologueNinNwlavicepsNpurpureaNisNinvolvedNinNvegetativeNdifferentiationNandNisNessentialN
forNpathogenicitybNEukaryoticgCellZN2005ZNhZNefflagl 50

61 TheNPhidNmonooxygenaseNvcuvueNisNessentialNforNabscisicNacidNbiosynthesisNinNvotrytisNcinereabN
AppliedgandgEnvironmentalgMicrobiologyZN2004ZNkdZNgljlakj 4.8 112

60
zunctionalNanalysisNofNHVfWOVfWageneratingNsystemsNinNvotrytisNcinereanNtheNmajorNwuaZnasuperoxideN
dismutaseNVvwSOxeWNcontributesNtoNvirulenceNonNzrenchNbeanZNwhereasNaNglucoseNoxidaseNVvwGOxeWN
isNdispensablebNMoleculargPlantgPathologyZN2004ZNiZNekafk

5.7 185

59 wlavicepsNpurpureanNmolecularNaspectsNofNaNuniqueNpathogenicNlifestylebNMoleculargPlantgPathologyZN
2004ZNiZNgkkall 5.7 82

(2004-2007)

5



58
wPTzeZNaNwRyvalikeNtranscriptionNfactorZNisNinvolvedNinNtheNoxidativeNstressNresponseNinNtheN
phytopathogenNwlavicepsNpurpureaNandNmodulatesNROSNlevelNinNitsNhostNSecaleNcerealebNMolecularg
PlantvMicrobegInteractionsZN2004ZNekZNglgamg

3.6 68

57 MolecularNcloningNandNanalysisNofNtheNergopeptineNassemblyNsystemNinNtheNergotNfungusNwlavicepsN
purpureabNChemistrygandgBiologyZN2003ZNedZNefleamf 90

56 StructuralNandNfunctionalNanalysisNofNanNoligomericNhydrophobinNgeneNfromNwlavicepsNpurpureabN
MoleculargPlantgPathologyZN2003ZNhZNgeahe 5.7 14

55 zungalNPathogenicityNGenesbNAppliedgMycologygandgBiotechnologyZN2003ZNelkafef 13

54 MolecularNuspectsNofNHostâ��PathogenN“nteractionsNandNyrgotNulkaloidNviosynthesisNinNwlavicepsN2003
ZN 4

53
wPM–fZNanNSβTfahomologousNmitogenaactivatedNproteinNVMuPWNkinaseZNisNessentialNforNpathogenesisN
ofNwlavicepsNpurpureaNonNryenNevidenceNforNaNsecondNconservedNpathogenesisarelatedNMuPNkinaseN
cascadeNinNphytopathogenicNfungibNMoleculargMicrobiologyZN2002ZNhjZNgdiael

4.1 88

52 TheNmajorNwuZZnNSOxNofNtheNphytopathogenNwlavicepsNpurpureaNisNnotNessentialNforNpathogenicitybN
MoleculargPlantgPathologyZN2002ZNgZNmaff 5.7 50

51 ythyleneNbiosynthesisNinNvotrytisNcinereabNFEMSgMicrobiologygEcologyZN2002ZNhdZNehgam 4.3 19

50 PolygalacturonaseNisNaNpathogenicityNfactorNinNtheNwlavicepsNpurpureacryeNinteractionbNFungalg
GeneticsgandgBiologyZN2002ZNgjZNekjalj 3.9 155

49 PathogenicNxevelopmentNofNwlavicepsNpurpureaN2002ZN 2

48 GeneticsNofNPhytopathologynNPathogenicityNzactorsNandNSignalNTransductionNinNPlantapathogenicN
zungibNProgressgingBotanygFortschrittegDergBotanikZN2002ZNejgaell 0.6 5

47 TheNwontributionNofNwellNWallNxegradingNynzymesNtoNPathogenesisNofNzungalNPlantNPathogensN2002ZNgheagil 53

46 TheNroleNofNGNproteinNalphaNsubunitsNinNtheNinfectionNprocessNofNtheNgrayNmoldNfungusNvotrytisN
cinereabNMoleculargPlantvMicrobegInteractionsZN2001ZNehZNefmgagdf 3.6 163

45 “nfectionNStrategiesNofNvotrytisNcinereaNandNRelatedNNecrotrophicNPathogensN2000ZNggajh 87

44 GeneticsNofNPhytopathologynNPhytopathogenicNzunginNGeneticNuspectsNofNHostaPathogenN
“nteractionbNProgressgingBotanygFortschrittegDergBotanikZN2000ZNeelaehk 0.6 3

43
yvidenceNforNThreeNxifferentNSpecificNSaponinadetoxifyingNuctivitiesNinNvotrytisNcinereaNandNwloningN
andNzunctionalNunalysisNofNaNGeneNwodingNforNaNPutativeNuvenacinasebNEuropeangJournalgofgPlantg
PathologyZN1999ZNediZNfkgaflg

2.1 73

42 wlavicepsNspbNPRβNemldNVuTwwNfjfhiWZNimNandNPeptyNjmiccha“nNtheirNtrueNstorybNMycologicalgResearchZN
1999ZNedgZNedhhaedhl 18

41 “mmunogoldNlocalizationNofNanNextracellularN˛†aeZgaglucanaseNofNtheNergotNfungusNwlavicepsNpurpureaN
duringNinfectionNofNryebNMycologicalgResearchZN1999ZNedgZNeedgaeeel 15
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40 “dentificationNandNcharacterizationNofNaNtriapartiteNhydrophobinNfromNwlavicepsNfusiformisbNuNnovelN
typeNofNclassN““NhydrophobinbNFEBSgJournalZN1999ZNfjfZNgkkali 31

39 wloningZNcharacterizationZNandNtargetedNdisruptionNofNcpcateZNcodingNforNanNinNplantaNsecretedN
catalaseNofNwlavicepsNpurpureabNMoleculargPlantvMicrobegInteractionsZN1998ZNeeZNkkfalg 3.6 53

38
TheNXylanolyticNSystemNofNwlavicepsNpurpureanNwytologicalNyvidenceNforNSecretionNofNXylanasesNinN
“nfectedNRyeNTissueNandNMolecularNwharacterizationNofNTwoNXylanaseNGenesbNPhytopathologyZN1998ZN
llZNedfdagd

3.8 65

37 GeneticsNofNPlantNPathogenicNzungibNProgressgingBotanygFortschrittegDergBotanikZN1998ZNejmaemg 0.6 6

36
weleZNprobablyNencodingNaNcellobiohydrolaseNlackingNtheNsubstrateNbindingNdomainZNisNexpressedNinN
theNinitialNinfectionNphaseNofNwlavicepsNpurpureaNonNSecaleNcerealebNMoleculargPlantvMicrobeg
InteractionsZN1997ZNedZNfjlakm

3.6 31

35 unalysisNofNgeneticNdiversityNinNwlavicepsNpurpureaNbyNRuPxNmarkersbNMycologicalgResearchZN1997ZN
edeZNeaj 42

34 GeneticsNofNPhytopathogenicNzungiN1996ZNfgiafif 1

33
TheNwlavicepsNpurpureaNglyceraldehydeagaphosphateNdehydrogenaseNgenenNcloningZN
characterizationZNandNuseNforNtheNimprovementNofNaNdominantNselectionNsystembNCurrentgGeneticsZN
1994ZNfiZNedeaj

2.9 43

32 VariationsNinNploidyNamongNisolatesNofNvotrytisNcinereanNimplicationsNforNgeneticNandNmolecularN
analysesbNCurrentgGeneticsZN1994ZNfiZNhhiaid 2.9 147

31 uNxNuapolymerasearelatedNreadingNframeNVpolarWNinNtheNmtxNuNofNSecaleNcerealebNCurrentgGeneticsZN
1994ZNfiZNimaji 2.9 13

30 MolecularNgeneticsNofNpathogenicNfunginNnewNhorizonsbNTrendsgingMicrobiologyZN1994ZNfZNhfmagd 12.4 1

29 StudiesNonNfunctionNandNmobilityNofNmitochondrialNplasmidsNfromNwlavicepsNpurpureabNMycologicalg
ResearchZN1994ZNmlZNieeaiei 6

28 “nteractionNbetweenNmitochondrialNxNuNandNmitochondrialNplasmidsNinNwlavicepsNpurpureanNanalysisN
ofNplasmidahomologousNsequencesNupstreamNofNtheNlrRNuagenebNCurrentgGeneticsZN1993ZNfgZNgeiaff 2.9 18

27 MolecularNGeneticsNofNPhytopathogenicNzungiN1993ZNgilagkf

26 wharacterizationNofNanNextracellularN˛†aeZgaglucanaseNofNwlavicepsNpurpureabNPhysiologicalgandg
MoleculargPlantgPathologyZN1992ZNhdZNemeafde 2.6 14

25 yfficientNtransformationNofNwlavicepsNpurpureaNusingNpyrimidineNauxotrophicNmutantsnNcloningNofN
theNOMPNdecarboxylaseNgenebNMoleculargGeneticsgandgGenomicsZN1992ZNfghZNfmkagdi 45

24 TranscriptsNandNtranslationNproductsNofNaNmitochondrialNplasmidNofNwlavicepsNpurpureabNCurrentg
GeneticsZN1992ZNfeZNfhmaih 2.9 19

23 yxtranuclearN“nheritancenNMitochondrialNGeneticsN1991ZNfhhafjg 4

(1991-1999)
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22 TransformationNofNwlavicepsNpurpureaNusingNaNbleomycinNresistanceNgenebNAppliedgMicrobiologygandg
BiotechnologyZN1989ZNgdZNgjhagkd 5.7 29

21 TheNlinearNmitochondrialNplasmidNpwl–eNofNtheNphytopathogenicNfungusNwlavicepsNpurpureaNmayN
codeNforNaNxNuNpolymeraseNandNanNRNuNpolymerasebNMoleculargGeneticsgandgGenomicsZN1989ZNfekZNegfahd 74

20 StructuralNandNfunctionalNanalysisNofNmitochondrialNplasmidsNinNwlavicepsNpurpureabNMolecularg
GeneticsgandgGenomicsZN1988ZNfehZNeflagh 45

19 yxtrachromosomalNgeneticsNofNwephalosporiumNacremoniumbNAppliedgMicrobiologygandg
BiotechnologyZN1986ZNfgZNfld 5.7 2

18 yxtrachromosomalNgeneticsNofNwlavicepsNpurpureabNCurrentgGeneticsZN1986ZNedZNhjgahjk 2.9 40

17 PlasmidsNofNyukaryotesbNHeidelberggSciencegLibraryZN1986ZN 70

16 yxtrakaryoticN“nheritancenNMitochondrialNGeneticsN1986ZNfhmafim 7

15 βinearNPlasmidsNinNtheNPhytopathogenicNzungusNwlavicepsNPurpureaN1986ZNeemaefk 3

14 MitochondrialNxNuNforNGeneNwloningNinNyukaryotesN1985ZNhdgahej 9

13 yxtrachromosomalNgeneticsNofNwlavicepsNpurpureaNnN“bNMitochondrialNxNuNandNmitochondrialN
plasmidsbNCurrentgGeneticsZN1983ZNkZNehiaid 2.9 55

12 NuclearNassociationNinNyeastNofNaNhybridNvectorNcontainingNmitochondrialNxNubNCurrentgGeneticsZN
1983ZNkZNejiaj 2.9 11

11 NUwβyuRaM“TOwHONxR“uβN“NTyRuwT“ONSNwuUSyNSyNySwyNwyN“NNTHyNz“βuMyNTOUSNzUNGUSN
POxOSPORuNuNSyR“NuN1983ZNfieafil
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