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j Paper IF Citations

217 uistributionVJorganizationJandJexpressionJofJgenesJconcernedJwithJanaerobicJlactateJutilizationJinJ
humanJintestinalJbacteriaXXJMicrobialcGenomicsVJ2022VJiVJ 4.4 3

216 TypeJzVJpiliJareJwidespreadJamongJnonWpathogenicJxramWpositiveJgutJbacteriaJwithJdiverseJ
carbohydrateJutilizationJpatternsXJEnvironmentalcMicrobiologyVJ2021VJcdVJbfchWbfea 5.2 0

215 NondigestibleJtarbohydratesJrffectJMetabolicJyealthJandJxutJMicrobiotaJinJOverweightJrdultsJ
afterJWeightJLossXJJournalcofcNutritionVJ2020VJbfaVJbifjWbiha 4.1 6

214 ˛†WxlucanJisJaJmajorJgrowthJsubstrateJforJhumanJgutJbacteriaJrelatedJtoJtoprococcusJeutactusXJ
EnvironmentalcMicrobiologyVJ2020VJccVJcbfaWcbge 5.2 13

213
tomparativeJgeneticJandJphysiologicalJcharacterisationJofJPectinatusJspeciesJrevealsJsharedJ
toleranceJtoJbeerWassociatedJstressorsJbutJhalotoleranceJspecificJtoJpickleWassociatedJstrainsXJFoodc
MicrobiologyVJ2020VJjaVJbadegc

6 3

212 yowJMicrobesJxainJvnergyJwithJandJWithoutJOxygenXJFascinatingcLifecSciencesVJ2020VJdbWef 1.1

211 uoJMyJMicrobesJMakeJMeJwatpJPotentialJforJtheJxutJMicrobiotaJtoJznfluenceJvnergyJsalanceVJ
ObesityJandJMetabolicJyealthJinJyumansXJFascinatingcLifecSciencesVJ2020VJjhWbai 1.1

210 yowJtoJrnalyseJMicrobialJtommunitiespXJFascinatingcLifecSciencesVJ2020VJbfWcj 1.1

209 xutJMicrobesJandJMetabolitesXJFascinatingcLifecSciencesVJ2020VJbajWbbi 1.1

208 PerspectivesJandJProspectsXJFascinatingcLifecSciencesVJ2020VJbdhWbeg 1.1

207 yowJxutJMicroWorganismsJMakeJUseJofJrvailableJtarbohydratesXJFascinatingcLifecSciencesVJ2020VJibWjg 1.1 0

206 WhoJznhabitsJOurJxutpJzntroducingJtheJyumanJxutJMicrobiotaXJFascinatingcLifecSciencesVJ2020VJehWgb 1.1

205 vvaluationJofJbacterialJbiomarkersJtoJaidJinJchallengingJinflammatoryJbowelJdiseasesJdiagnosticsJ
andJsubtypeJclassificationXJWorldcJournalcofcGastrointestinalcPathophysiologyVJ2020VJbbVJgeWhh 3.2 2

204 TreatingJtheJxutJMicrobiomeJasJaJSystemXJFascinatingcLifecSciencesVJ2020VJbchWbdf 1.1

203 VariabilityJandJStabilityJofJtheJyumanJxutJMicrobiomeXJFascinatingcLifecSciencesVJ2020VJgdWhj 1.1 1

202 VitaminJsiosynthesisJbyJyumanJxutJsutyrateWProducingJsacteriaJandJtrossWweedingJinJSyntheticJ
MicrobialJtommunitiesXJMBioVJ2020VJbbVJ 7.8 40

201
RelativeJabundanceJofJtheJPrevotellaJgenusJwithinJtheJhumanJgutJmicrobiotaJofJelderlyJvolunteersJ
determinesJtheJinterWindividualJresponsesJtoJdietaryJsupplementationJwithJwheatJbranJ
arabinoxylanWoligosaccharidesXJBMCcMicrobiologyVJ2020VJcaVJcid

4.5 18
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200 PivotalJRolesJforJpyVJLactateVJandJLactateWUtilizingJsacteriaJinJtheJStabilityJofJaJyumanJtolonicJ
MicrobialJvcosystemXJMSystemsVJ2020VJfVJ 7.6 22

199 yeterologousJgeneJexpressionJinJtheJhumanJgutJbacteriaJvubacteriumJrectaleJandJRoseburiaJ
inulinivoransJbyJmeansJofJconjugativeJplasmidsXJAnaerobeVJ2019VJfjVJbdbWbea 2.8 5

198
wormateJcrossWfeedingJandJcooperativeJmetabolicJinteractionsJrevealedJbyJtranscriptomicsJinJ
coWculturesJofJacetogenicJandJamylolyticJhumanJcolonicJbacteriaXJEnvironmentalcMicrobiologyVJ2019VJ
cbVJcfjWchb

5.2 24

197 zmpactJofJcarbohydrateJsubstrateJcomplexityJonJtheJdiversityJofJtheJhumanJcolonicJmicrobiotaXJ
FEMScMicrobiologycEcologyVJ2019VJjfVJ 4.3 16

196
SporulationJcapabilityJandJamylosomeJconservationJamongJdiverseJhumanJcolonicJandJrumenJ
isolatesJofJtheJkeystoneJstarchWdegraderJRuminococcusJbromiiXJEnvironmentalcMicrobiologyVJ2018VJ
caVJdceWddg

5.2 46

195 microPopkJModellingJmicrobialJpopulationsJandJcommunitiesJinJRXJMethodscincEcologycandcEvolutionVJ
2018VJjVJdjjWeaj 7.7 11

194 SpecificJsubstrateWdrivenJchangesJinJhumanJfaecalJmicrobiotaJcompositionJcontrastJwithJfunctionalJ
redundancyJinJshortWchainJfattyJacidJproductionXJISMEcJournalVJ2018VJbcVJgbaWgcc 11.9 98

193 MechanisticJznsightsJzntoJtheJtrossWweedingJofJandJonJyostJandJuietaryJtarbohydratesXJFrontierscinc
MicrobiologyVJ2018VJjVJcffi 5.7 71

192 uietaryJfibersJinhibitJobesityJinJmiceVJbutJhostJresponsesJinJtheJcecumJandJliverJappearJunrelatedJtoJ
fiberWspecificJchangesJinJcecalJbacterialJtaxonomicJcompositionXJScientificcReportsVJ2018VJiVJbffgg 4.9 22

191 tomplexityJofJtheJRuminococcusJflavefaciensJwuWbJcellulosomeJreflectsJanJexpansionJofJ
familyWrelatedJproteinWproteinJinteractionsXJScientificcReportsVJ2017VJhVJecdff 4.9 20

190 TowardsJstandardsJforJhumanJfecalJsampleJprocessingJinJmetagenomicJstudiesXJNaturec
BiotechnologyVJ2017VJdfVJbagjWbahg 44.5 355

189 wormationJofJpropionateJandJbutyrateJbyJtheJhumanJcolonicJmicrobiotaXJEnvironmentalc
MicrobiologyVJ2017VJbjVJcjWeb 5.2 831

188 PrebioticJpotentialJofJpectinJandJpecticJoligosaccharidesJtoJpromoteJantiWinflammatoryJcommensalJ
bacteriaJinJtheJhumanJcolonXJFEMScMicrobiologycEcologyVJ2017VJjdVJ 4.3 117

187 TheJimpactJofJnutritionJonJintestinalJbacterialJcommunitiesXJCurrentcOpinioncincMicrobiologyVJ2017VJ
diVJfjWgf 7.9 78

186 uiscoveryJofJaJnovelJlantibioticJnisinJOJfromJslautiaJobeumJrcWbgcVJisolatedJfromJtheJhumanJ
gastrointestinalJtractXJMicrobiologyckUnitedcKingdomlVJ2017VJbgdVJbcjcWbdaf 2.9 41

185 LysozymeJactivityJofJtheJRuminococcusJchampanellensisJcellulosomeXJEnvironmentalcMicrobiologyVJ
2016VJbiVJfbbcWfbcc 5.2 12

184 waecalibacteriumJprausnitziiJrcWbgfJhasJaJhighJcapacityJtoJinduceJzLWbaJinJhumanJandJmurineJ
dendriticJcellsJandJmodulatesJTJcellJresponsesXJScientificcReportsVJ2016VJgVJbifah 4.9 119

183
vnzymaticJprofilingJofJcellulosomalJenzymesJfromJtheJhumanJgutJbacteriumVJRuminococcusJ
champanellensisVJrevealsJaJfineWtunedJsystemJforJcohesinWdockerinJrecognitionXJEnvironmentalc
MicrobiologyVJ2016VJbiVJfecWfg

5.2 43

(2016-2020)

3



182 tomparativeJmetabolomicsJinJvegansJandJomnivoresJrevealJconstraintsJonJdietWdependentJgutJ
microbiotaJmetaboliteJproductionXJGutVJ2016VJgfVJgdWhc 19.2 307

181 ModulationJofJtheJhumanJgutJmicrobiotaJbyJdietaryJfibresJoccursJatJtheJspeciesJlevelXJBMCcBiologyVJ
2016VJbeVJd 7.3 214

180 ObjectionsJtoJtheJproposedJreclassificationJofJvubacteriumJrectaleJasJrgathobacterJrectalisXJ
InternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyVJ2016VJggVJcbag 2.2 7

179 PolysaccharideJutilizationJlociJandJnutritionalJspecializationJinJaJdominantJgroupJofJ
butyrateWproducingJhumanJcolonicXJMicrobialcGenomicsVJ2016VJcVJeaaaaed 4.4 98

178
thangesJinJtheJrbundanceJofJwaecalibacteriumJprausnitziiJPhylogroupsJzJandJzzJinJtheJzntestinalJ
MucosaJofJznflammatoryJsowelJuiseaseJandJPatientsJwithJtolorectalJtancerXJInflammatorycBowelc
DiseasesVJ2016VJccVJciWeb

4.5 73

177 OralJtreatmentJwithJimprovesJinsulinJsensitivityJinJmiceXJNpjcBiofilmscandcMicrobiomesVJ2016VJcVJbgaaj 8.2 101

176 thallengesJinJmicrobialJecologykJbuildingJpredictiveJunderstandingJofJcommunityJfunctionJandJ
dynamicsXJISMEcJournalVJ2016VJbaVJcffhWcfgi 11.9 380

175 WheatJbranJpromotesJenrichmentJwithinJtheJhumanJcolonicJmicrobiotaJofJbutyrateWproducingJ
bacteriaJthatJreleaseJferulicJacidXJEnvironmentalcMicrobiologyVJ2016VJbiVJccbeWcf 5.2 86

174 yowJtoJManipulateJtheJMicrobiotakJPrebioticsXJAdvancescincExperimentalcMedicinecandcBiologyVJ2016VJ
jacVJbbjWec 3.6 45

173 bgSJrRNrJgeneWbasedJprofilingJofJtheJhumanJinfantJgutJmicrobiotaJisJstronglyJinfluencedJbyJsampleJ
processingJandJPtRJprimerJchoiceXJMicrobiomeVJ2015VJdVJcg 16.6 153

172 wunctionalJphylotypingJapproachJforJassessingJintraspecificJdiversityJofJRuminococcusJalbusJwithinJ
theJrumenJmicrobiomeXJFEMScMicrobiologycLettersVJ2015VJdgcVJbWba 2.9 8

171 RuminococcalJcellulosomeJsystemsJfromJrumenJtoJhumanXJEnvironmentalcMicrobiologyVJ2015VJbhVJdeahWcg5.2 67

170 tompleteJxenomeJSequenceJofJtheJyumanJxutJSymbiontJRoseburiaJhominisXJGenomec
AnnouncementsVJ2015VJdVJ 7

169 UniqueJOrganizationJofJvxtracellularJrmylasesJintoJrmylosomesJinJtheJResistantJStarchWUtilizingJ
yumanJtolonicJwirmicutesJsacteriumJRuminococcusJbromiiXJMBioVJ2015VJgVJeabafiWbf 7.8 99

168 vnhancedJbutyrateJformationJbyJcrossWfeedingJbetweenJwaecalibacteriumJprausnitziiJandJ
sifidobacteriumJadolescentisXJFEMScMicrobiologycLettersVJ2015VJdgcVJ 2.9 167

167 MucosaWassociatedJwaecalibacteriumJprausnitziiJphylotypeJrichnessJisJreducedJinJpatientsJwithJ
inflammatoryJbowelJdiseaseXJAppliedcandcEnvironmentalcMicrobiologyVJ2015VJibVJhficWjc 4.8 66

166 ModellingJtheJemergentJdynamicsJandJmajorJmetabolitesJofJtheJhumanJcolonicJmicrobiotaXJ
EnvironmentalcMicrobiologyVJ2015VJbhVJbgbfWda 5.2 86

165 waecalibacteriumJ2015VJbWg
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164 RoseburiaJ2015VJbWh 2

163 tontributionJofJdietJtoJtheJcompositionJofJtheJhumanJgutJmicrobiotaXJMicrobialcEcologycincHealthc
andcDiseaseVJ2015VJcgVJcgbge 227

162 waecalibacteriumJprausnitziiJStrainJyTwWwJandJztsJvxtracellularJPolymericJMatrixJrttenuateJtlinicalJ
ParametersJinJuSSWznducedJtolitisXJPLoScONEVJ2015VJbaVJeabcdabd 3.7 74

161 PhylogenyVJculturingVJandJmetagenomicsJofJtheJhumanJgutJmicrobiotaXJTrendscincMicrobiologyVJ2014VJ
ccVJcghWhe 12.4 148

160 PhylogeneticJdistributionJofJthreeJpathwaysJforJpropionateJproductionJwithinJtheJhumanJgutJ
microbiotaXJISMEcJournalVJ2014VJiVJbdcdWdf 11.9 561

159 TheJgutJmicrobiotaVJbacterialJmetabolitesJandJcolorectalJcancerXJNaturecReviewscMicrobiologyVJ2014VJ
bcVJggbWhc 22.2 1390

158
MucosaWassociatedJwaecalibacteriumJprausnitziiJandJvscherichiaJcoliJcoWabundanceJcanJdistinguishJ
zrritableJsowelJSyndromeJandJznflammatoryJsowelJuiseaseJphenotypesXJInternationalcJournalcofc
MedicalcMicrobiologyVJ2014VJdaeVJegeWhf

3.7 83

157
vxpertJconsensusJdocumentXJTheJznternationalJScientificJrssociationJforJProbioticsJandJPrebioticsJ
consensusJstatementJonJtheJscopeJandJappropriateJuseJofJtheJtermJprobioticXJNaturecReviewsc
GastroenterologycandcHepatologyVJ2014VJbbVJfagWbe

24.2 3614

156 wunctionalJgenomicsJrevealsJthatJtlostridiumJdifficileJSpoarJcoordinatesJsporulationVJvirulenceJandJ
metabolismXJBMCcGenomicsVJ2014VJbfVJbga 4.5 85

155 pyJfeedbackJandJphenotypicJdiversityJwithinJbacterialJfunctionalJgroupsJofJtheJhumanJgutXJJournalc
ofcTheoreticalcBiologyVJ2014VJdecVJgcWj 2.3 12

154 zmpactJofJdietJandJindividualJvariationJonJintestinalJmicrobiotaJcompositionJandJfermentationJ
productsJinJobeseJmenXJISMEcJournalVJ2014VJiVJccbiWda 11.9 356

153 siomassJutilizationJbyJgutJmicrobiomesXJAnnualcReviewcofcMicrobiologyVJ2014VJgiVJchjWjg 17.5 107

152 TheJimpactJofJdifferentJuNrJextractionJkitsJandJlaboratoriesJuponJtheJassessmentJofJhumanJgutJ
microbiotaJcompositionJbyJbgSJrRNrJgeneJsequencingXJPLoScONEVJ2014VJjVJeiijic 3.7 177

151 xutJmicrobiotaJsignaturesJpredictJhostJandJmicrobiotaJresponsesJtoJdietaryJinterventionsJinJobeseJ
individualsXJPLoScONEVJ2014VJjVJejahac 3.7 127

150 RumenJcellulosomicskJdivergentJfiberWdegradingJstrategiesJrevealedJbyJcomparativeJgenomeWwideJ
analysisJofJsixJruminococcalJstrainsXJPLoScONEVJ2014VJjVJejjccb 3.7 55

149
tompleteJgenomeJofJaJnewJwirmicutesJspeciesJbelongingJtoJtheJdominantJhumanJcolonicJ
microbiotaJRQRuminococcusJbicirculansQSJrevealsJtwoJchromosomesJandJaJselectiveJcapacityJtoJutilizeJ
plantJglucansXJEnvironmentalcMicrobiologyVJ2014VJbgVJcihjWja

5.2 40

148 PrebioticJstimulationJofJhumanJcolonicJbutyrateWproducingJbacteriaJandJbifidobacteriaVJinJvitroXJ
FEMScMicrobiologycEcologyVJ2014VJihVJdaWea 4.3 249

147 xutJMicrobiomeJandJObesityJ2014VJhdWic 3

(2014-2015)
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146 rJrepresentativeJofJtheJdominantJhumanJcolonicJwirmicutesVJRoseburiaJfaecisJMhcYbVJformsJaJnovelJ
bacteriocinWlikeJsubstanceXJAnaerobeVJ2013VJcdVJfWi 2.8 20

145 tolonicJbacterialJmetabolitesJandJhumanJhealthXJCurrentcOpinioncincMicrobiologyVJ2013VJbgVJcegWfe 7.9 243

144 TheJinfluenceJofJdietJonJtheJgutJmicrobiotaXJPharmacologicalcResearchVJ2013VJgjVJfcWga 10.2 594

143 TheJgutJmicrobialJmetabolomekJmodulationJofJcancerJriskJinJobeseJindividualsXJProceedingscofcthec
NutritioncSocietyVJ2013VJhcVJbhiWii 2.9 24

142 ProbioticsJandJprebioticsJandJhealthJinJageingJpopulationsXJMaturitasVJ2013VJhfVJeeWfa 5 132

141 MajorJphenylpropanoidWderivedJmetabolitesJinJtheJhumanJgutJcanJariseJfromJmicrobialJ
fermentationJofJproteinXJMolecularcNutritioncandcFoodcResearchVJ2013VJfhVJfcdWdf 5.9 172

140 zntestinalJmicrobiotaJinJfunctionalJbowelJdisorderskJaJRomeJfoundationJreportXJGutVJ2013VJgcVJbfjWhg 19.2 607

139 SomeJareJmoreJequalJthanJotherskJtheJroleJofJLkeystoneLJspeciesJinJtheJdegradationJofJrecalcitrantJ
substratesXJGutcMicrobesVJ2013VJeVJcdgWea 8.8 98

138 TheJMicrobiologyJofJResistantJStarchJwermentationJinJtheJyumanJLargeJzntestinekJrJyostJofJ
UnansweredJQuestionsJ2013VJcfbWcgg 1

137 vxpressionJofJcellulosomeJcomponentsJandJtypeJzVJpiliJwithinJtheJextracellularJproteomeJofJ
RuminococcusJflavefaciensJaahXJPLoScONEVJ2013VJiVJegfddd 3.7 22

136 ProWinflammatoryJflagellinJproteinsJofJprevalentJmotileJcommensalJbacteriaJareJvariablyJabundantJ
inJtheJintestinalJmicrobiomeJofJelderlyJhumansXJPLoScONEVJ2013VJiVJegijbj 3.7 30

135 PhylogeneticJdistributionJofJgenesJencodingJ˛†WglucuronidaseJactivityJinJhumanJcolonicJbacteriaJandJ
theJimpactJofJdietJonJfaecalJglycosidaseJactivitiesXJEnvironmentalcMicrobiologyVJ2012VJbeVJbihgWih 5.2 68

134 TheJimpactJofJnutritionJonJtheJhumanJmicrobiomeXJNutritioncReviewsVJ2012VJhaJSupplJbVJSbaWd 6.4 174

133 TheJroleJofJtheJgutJmicrobiotaJinJnutritionJandJhealthXJNaturecReviewscGastroenterologycandc
HepatologyVJ2012VJjVJfhhWij 24.2 1119

132 TheJgutJanaerobeJwaecalibacteriumJprausnitziiJusesJanJextracellularJelectronJshuttleJtoJgrowJatJ
oxicWanoxicJinterphasesXJISMEcJournalVJ2012VJgVJbfhiWif 11.9 201

131 rnaerostipesJhadrusJcombXJnovXVJaJdominantJspeciesJwithinJtheJhumanJcolonicJmicrobiotalJ
reclassificationJofJvubacteriumJhadrumJMooreJet´ alXJbjhgXJAnaerobeVJ2012VJbiVJfcdWj 2.8 54

130 MicrobialJdegradationJofJcomplexJcarbohydratesJinJtheJgutXJGutcMicrobesVJ2012VJdVJcijWdag 8.8 1085

129 RuminococcusJbromiiJisJaJkeystoneJspeciesJforJtheJdegradationJofJresistantJstarchJinJtheJhumanJ
colonXJISMEcJournalVJ2012VJgVJbfdfWed 11.9 551
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128 PhageWbacteriaJrelationshipsJandJtRzSPRJelementsJrevealedJbyJaJmetagenomicJsurveyJofJtheJrumenJ
microbiomeXJEnvironmentalcMicrobiologyVJ2012VJbeVJcahWch 5.2 82

127 TargetedJrestorationJofJtheJintestinalJmicrobiotaJwithJaJsimpleVJdefinedJbacteriotherapyJresolvesJ
relapsingJtlostridiumJdifficileJdiseaseJinJmiceXJPLoScPathogensVJ2012VJiVJebaacjjf 7.6 403

126 rlterationsJinJmicrobiotaJandJfermentationJproductsJinJequineJlargeJintestineJinJresponseJtoJ
dietaryJvariationJandJintestinalJdiseaseXJBritishcJournalcofcNutritionVJ2012VJbahVJjijWjf 3.6 108

125 MicrobiotaJofJdeWnovoJpediatricJzsukJincreasedJwaecalibacteriumJprausnitziiJandJreducedJbacterialJ
diversityJinJtrohnQsJbutJnotJinJulcerativeJcolitisXJAmericancJournalcofcGastroenterologyVJ2012VJbahVJbjbdWcc0.7 201

124
tulturedJrepresentativesJofJtwoJmajorJphylogroupsJofJhumanJcolonicJwaecalibacteriumJprausnitziiJ
canJutilizeJpectinVJuronicJacidsVJandJhostWderivedJsubstratesJforJgrowthXJAppliedcandcEnvironmentalc
MicrobiologyVJ2012VJhiVJecaWi

4.8 247

123 zmpactJofJzntestinalJMicrobialJtommunitiesJuponJyealthJ2012VJcedWcfc 1

122 MolecularJsiologykJMicrobialJ2011VJhjiWiab

121 ObesityJandJtheJgutJmicrobiotaXJJournalcofcClinicalcGastroenterologyVJ2011VJefJSupplVJSbciWdc 3 100

120 NutritionalJinfluencesJonJtheJgutJmicrobiotaJandJtheJconsequencesJforJgastrointestinalJhealthXJ
BiochemicalcSocietycTransactionsVJ2011VJdjVJbahdWi 5.1 24

119 βineticJmodellingJofJlactateJutilizationJandJbutyrateJproductionJbyJkeyJhumanJcolonicJbacterialJ
speciesXJFEMScMicrobiologycEcologyVJ2011VJhgVJgbfWce 4.3 87

118 RatesJofJproductionJandJutilizationJofJlactateJbyJmicrobialJcommunitiesJfromJtheJhumanJcolonXJ
FEMScMicrobiologycEcologyVJ2011VJhhVJbahWbj 4.3 53

117 uominantJandJdietWresponsiveJgroupsJofJbacteriaJwithinJtheJhumanJcolonicJmicrobiotaXJISMEc
JournalVJ2011VJfVJccaWda 11.9 1081

116
SubstrateWdrivenJgeneJexpressionJinJRoseburiaJinulinivoranskJimportanceJofJinducibleJenzymesJinJ
theJutilizationJofJinulinJandJstarchXJProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedc
StatescofcAmericaVJ2011VJbaiJSupplJbVJeghcWj

11.5 87

115 yighWproteinVJreducedWcarbohydrateJweightWlossJdietsJpromoteJmetaboliteJprofilesJlikelyJtoJbeJ
detrimentalJtoJcolonicJhealthXJAmericancJournalcofcClinicalcNutritionVJ2011VJjdVJbagcWhc 7 456

114 tellulosomicsVJaJgeneWcentricJapproachJtoJinvestigatingJtheJintraspecificJdiversityJandJadaptationJofJ
RuminococcusJflavefaciensJwithinJtheJrumenXJPLoScONEVJ2011VJgVJecfdcj 3.7 23

113 MicroorganismsJinJtheJhumanJgutkJuiversityJandJfunctionXJBiochemistVJ2011VJddVJeWj 0.5

112 uiversityJofJhumanJcolonicJbutyrateWproducingJbacteriaJrevealedJbyJanalysisJofJtheJ
butyrylWtorkacetateJtorWtransferaseJgeneXJEnvironmentalcMicrobiologyVJ2010VJbcVJdaeWbe 5.2 445

111 rbundanceJandJdiversityJofJdockerinWcontainingJproteinsJinJtheJfiberWdegradingJrumenJbacteriumVJ
RuminococcusJflavefaciensJwuWbXJPLoScONEVJ2010VJfVJebcehg 3.7 56

(2010-2012)
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110 tohesinJdiversityJrevealedJbyJtheJcrystalJstructureJofJtheJanchoringJcohesinJfromJRuminococcusJ
flavefaciensXJProteins:cStructureocFunctioncandcBioinformaticsVJ2009VJhhVJgjjWhaj 4.2 15

109 uiversityVJmetabolismJandJmicrobialJecologyJofJbutyrateWproducingJbacteriaJfromJtheJhumanJlargeJ
intestineXJFEMScMicrobiologycLettersVJ2009VJcjeVJbWi 2.9 1078

108 LactateJhasJtheJpotentialJtoJpromoteJhydrogenJsulphideJformationJinJtheJhumanJcolonXJFEMSc
MicrobiologycLettersVJ2009VJcjjVJbciWde 2.9 90

107 TheJroleJofJpyJinJdeterminingJtheJspeciesJcompositionJofJtheJhumanJcolonicJmicrobiotaXJ
EnvironmentalcMicrobiologyVJ2009VJbbVJcbbcWcc 5.2 416

106 uiversityJandJstrainJspecificityJofJplantJcellJwallJdegradingJenzymesJrevealedJbyJtheJdraftJgenomeJ
ofJRuminococcusJflavefaciensJwuWbXJPLoScONEVJ2009VJeVJeggfa 3.7 97

105 PolysaccharideJutilizationJbyJgutJbacteriakJpotentialJforJnewJinsightsJfromJgenomicJanalysisXJNaturec
ReviewscMicrobiologyVJ2008VJgVJbcbWdb 22.2 1070

104 TheJspeciesJcompositionJofJtheJhumanJintestinalJmicrobiotaJdiffersJbetweenJparticleWassociatedJ
andJliquidJphaseJcommunitiesXJEnvironmentalcMicrobiologyVJ2008VJbaVJdchfWid 5.2 109

103 TransferJofJconjugativeJelementsJfromJrumenJandJhumanJwirmicutesJbacteriaJtoJRoseburiaJ
inulinivoransXJAppliedcandcEnvironmentalcMicrobiologyVJ2008VJheVJdjbfWh 4.8 9

102
rJnewJtetracyclineJeffluxJgeneVJtetReaSVJisJlocatedJinJtandemJwithJtetROYdcYOSJinJaJhumanJgutJ
firmicuteJbacteriumJandJinJmetagenomicJlibraryJclonesXJAntimicrobialcAgentscandcChemotherapyVJ
2008VJfcVJeaabWj

5.9 39

101 wromJcellulosomesJtoJcellulosomicsXJChemicalcRecordVJ2008VJiVJdgeWhh 6.6 237

100 PlantJcellJwallJbreakdownJbyJanaerobicJmicroorganismsJfromJtheJMammalianJdigestiveJtractXJAnnalsc
ofcthecNewcYorkcAcademycofcSciencesVJ2008VJbbcfVJciaWi 6.5 131

99 tellulosomeJgeneJclusterJanalysisJforJgaugingJtheJdiversityJofJtheJruminalJcellulolyticJbacteriumJ
RuminococcusJflavefaciensXJFEMScMicrobiologycLettersVJ2008VJcifVJbiiWje 2.9 39

98 rssessmentJofJmetabolicJdiversityJwithinJtheJintestinalJmicrobiotaJfromJhealthyJhumansJusingJ
combinedJmolecularJandJculturalJapproachesXJFEMScMicrobiologycEcologyVJ2008VJggVJejgWfae 4.3 39

97 ProposalJofJaJneotypeJstrainJRrbWigSJforJvubacteriumJrectaleXJRequestJforJanJopinionXJInternationalc
JournalcofcSystematiccandcEvolutionarycMicrobiologyVJ2008VJfiVJbhdfWg 2.2 44

96 SelectiveJcolonizationJofJinsolubleJsubstratesJbyJhumanJfaecalJbacteriaXJEnvironmentalcMicrobiology
VJ2007VJjVJgghWhj 5.2 197

95 znteractionsJandJcompetitionJwithinJtheJmicrobialJcommunityJofJtheJhumanJcolonkJlinksJbetweenJ
dietJandJhealthXJEnvironmentalcMicrobiologyVJ2007VJjVJbbabWbb 5.2 430

94
rpplicationJofJbgSJrRNrJgeneWtargettedJfluorescenceJinJsituJhybridizationJandJrestrictionJfragmentJ
lengthJpolymorphismJtoJstudyJporcineJmicrobiotaJalongJtheJgastrointestinalJtractJinJresponseJtoJ
differentJsourcesJofJdietaryJfibreXJFEMScMicrobiologycEcologyVJ2007VJfjVJbdiWeg

4.3 51

93 OrganizationJofJbutyrateJsyntheticJgenesJinJhumanJcolonicJbacteriakJphylogeneticJconservationJandJ
horizontalJgeneJtransferXJFEMScMicrobiologycLettersVJ2007VJcgjVJceaWh 2.9 39

Harry J Flint
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92
ReducedJdietaryJintakeJofJcarbohydratesJbyJobeseJsubjectsJresultsJinJdecreasedJconcentrationsJofJ
butyrateJandJbutyrateWproducingJbacteriaJinJfecesXJAppliedcandcEnvironmentalcMicrobiologyVJ2007VJ
hdVJbahdWi

4.8 624

91 rJnovelJcellJsurfaceWanchoredJcelluloseWbindingJproteinJencodedJbyJtheJscaJgeneJclusterJofJ
RuminococcusJflavefaciensXJJournalcofcBacteriologyVJ2007VJbijVJehheWid 3.5 40

90 zmpactJofJpyJonJlactateJformationJandJutilizationJbyJhumanJfecalJmicrobialJcommunitiesXJAppliedc
andcEnvironmentalcMicrobiologyVJ2007VJhdVJgfcgWdd 4.8 136

89
uevelopmentJofJaJsemiquantitativeJdegenerateJrealWtimeJpcrWbasedJassayJforJestimationJofJ
numbersJofJbutyrylWcoenzymeJrJRtorSJtorJtransferaseJgenesJinJcomplexJbacterialJsamplesXJAppliedc
andcEnvironmentalcMicrobiologyVJ2007VJhdVJcaajWbc

4.8 140

88 MosaicJtetracyclineJresistanceJgenesJareJwidespreadJinJhumanJandJanimalJfecalJsamplesXJ
AntimicrobialcAgentscandcChemotherapyVJ2007VJfbVJbbbfWi 5.9 38

87 rJnovelJclassJofJtorWtransferaseJinvolvedJinJshortWchainJfattyJacidJmetabolismJinJ
butyrateWproducingJhumanJcolonicJbacteriaXJMicrobiologyckUnitedcKingdomlVJ2006VJbfcVJbhjWbif 2.9 60

86
MolecularJdiversityVJcultivationVJandJimprovedJdetectionJbyJfluorescentJinJsituJhybridizationJofJaJ
dominantJgroupJofJhumanJgutJbacteriaJrelatedJtoJRoseburiaJsppXJorJvubacteriumJrectaleXJAppliedc
andcEnvironmentalcMicrobiologyVJ2006VJhcVJgdhbWg

4.8 96

85 tonservationJandJdivergenceJinJcellulosomeJarchitectureJbetweenJtwoJstrainsJofJRuminococcusJ
flavefaciensXJJournalcofcBacteriologyVJ2006VJbiiVJhjhbWg 3.5 50

84
ProposalJofJRoseburiaJfaecisJspXJnovXVJRoseburiaJhominisJspXJnovXJandJRoseburiaJinulinivoransJspXJ
novXVJbasedJonJisolatesJfromJhumanJfaecesXJInternationalcJournalcofcSystematiccandcEvolutionaryc
MicrobiologyVJ2006VJfgVJcedhWceeb

2.2 142

83 tomparativeJanalysisJofJsequencesJflankingJtetRWSJresistanceJgenesJinJmultipleJspeciesJofJgutJ
bacteriaXJAntimicrobialcAgentscandcChemotherapyVJ2006VJfaVJcgdcWj 5.9 84

82
TwoJroutesJofJmetabolicJcrossWfeedingJbetweenJsifidobacteriumJadolescentisJandJ
butyrateWproducingJanaerobesJfromJtheJhumanJgutXJAppliedcandcEnvironmentalcMicrobiologyVJ2006VJ
hcVJdfjdWj

4.8 541

81 WholeWgenomeJtranscriptionJprofilingJrevealsJgenesJupWregulatedJbyJgrowthJonJfucoseJinJtheJ
humanJgutJbacteriumJLRoseburiaJinulinivoransLXJJournalcofcBacteriologyVJ2006VJbiiVJedeaWj 3.5 161

80 tellWassociatedJalphaWamylasesJofJbutyrateWproducingJwirmicuteJbacteriaJfromJtheJhumanJcolonXJ
MicrobiologyckUnitedcKingdomlVJ2006VJbfcVJdcibWdcja 2.9 65

79 yybridJtetJgenesJandJtetJgeneJnomenclaturekJrequestJforJopinionXJAntimicrobialcAgentscandc
ChemotherapyVJ2005VJejVJbcgfWg 5.9 33

78
pyJandJpeptideJsupplyJcanJradicallyJalterJbacterialJpopulationsJandJshortWchainJfattyJacidJratiosJ
withinJmicrobialJcommunitiesJfromJtheJhumanJcolonXJAppliedcandcEnvironmentalcMicrobiologyVJ2005VJ
hbVJdgjcWhaa

4.8 485

77 UnconventionalJmodeJofJattachmentJofJtheJRuminococcusJflavefaciensJcellulosomeJtoJtheJcellJ
surfaceXJJournalcofcBacteriologyVJ2005VJbihVJhfgjWhi 3.5 75

76 ScatVJanJadaptorJproteinJcarryingJaJnovelJcohesinJthatJexpandsJtheJdockerinWbindingJrepertoireJofJ
theJRuminococcusJflavefaciensJbhJcellulosomeXJJournalcofcBacteriologyVJ2004VJbigVJcfhgWif 3.5 47

75 TheJsutyrivibrioJfibrisolvensJtetRWSJgeneJisJcarriedJonJtheJnovelJconjugativeJtransposonJTnsbcdaVJ
whichJcontainsJduplicatedJnitroreductaseJcodingJsequencesXJJournalcofcBacteriologyVJ2004VJbigVJdgfgWj 3.5 32

(2004-2007)
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74 LactateWutilizingJbacteriaVJisolatedJfromJhumanJfecesVJthatJproduceJbutyrateJasJaJmajorJ
fermentationJproductXJAppliedcandcEnvironmentalcMicrobiologyVJ2004VJhaVJfibaWh 4.8 673

73 RestrictedJdistributionJofJtheJbutyrateJkinaseJpathwayJamongJbutyrateWproducingJbacteriaJfromJ
theJhumanJcolonXJJournalcofcBacteriologyVJ2004VJbigVJcajjWbag 3.5 295

72 PolysaccharideJbreakdownJbyJanaerobicJmicroorganismsJinhabitingJtheJMammalianJgutXJAdvancesc
incAppliedcMicrobiologyVJ2004VJfgVJijWbca 4.9 40

71
vffectsJofJesculinJandJesculetinJonJtheJsurvivalJofJvscherichiaJcoliJObfhJinJhumanJfaecalJslurriesVJ
continuousWflowJsimulationsJofJtheJrumenJandJcolonJandJinJcalvesXJBritishcJournalcofcNutritionVJ2004VJ
jbVJhejWff

3.6 21

70 tontributionJofJacetateJtoJbutyrateJformationJbyJhumanJfaecalJbacteriaXJBritishcJournalcofcNutritionVJ
2004VJjbVJjbfWcd 3.6 271

69 NovelJorganizationJandJdivergentJdockerinJspecificitiesJinJtheJcellulosomeJsystemJofJRuminococcusJ
flavefaciensXJJournalcofcBacteriologyVJ2003VJbifVJhadWbd 3.5 68

68 OligonucleotideJprobesJthatJdetectJquantitativelyJsignificantJgroupsJofJbutyrateWproducingJ
bacteriaJinJhumanJfecesXJAppliedcandcEnvironmentalcMicrobiologyVJ2003VJgjVJedcaWe 4.8 226

67
tharacterizationJofJXYNbasVJaJmodularJxylanaseJfromJtheJruminalJprotozoanJPolyplastronJ
multivesiculatumVJwithJaJfamilyJccJcarbohydrateWbindingJmoduleJthatJbindsJtoJcelluloseXJ
BiochemicalcJournalVJ2003VJdhdVJejfWfad

3.8 39

66 znvolvementJofJtheJmultidomainJregulatoryJproteinJXynRJinJpositiveJcontrolJofJxylanaseJgeneJ
expressionJinJtheJruminalJanaerobeJPrevotellaJbryantiiJsRbSeXJJournalcofcBacteriologyVJ2003VJbifVJccbjWcg3.5 35

65 vffectsJofJalternativeJdietaryJsubstratesJonJcompetitionJbetweenJhumanJcolonicJbacteriaJinJanJ
anaerobicJfermentorJsystemXJAppliedcandcEnvironmentalcMicrobiologyVJ2003VJgjVJbbdgWec 4.8 141

64 LackJofJflagellaJdisadvantagesJSalmonellaJentericaJserovarJvnteritidisJduringJtheJearlyJstagesJofJ
infectionJinJtheJratXJJournalcofcMedicalcMicrobiologyVJ2003VJfcVJjbWjj 3.2 48

63 rnaerostipesJcaccaeJgenXJnovXVJspXJnovXVJaJnewJsaccharolyticVJacetateWutilisingVJbutyrateWproducingJ
bacteriumJfromJhumanJfaecesXJSystematiccandcAppliedcMicrobiologyVJ2002VJcfVJegWfb 4.2 101

62 TheJmicrobiologyJofJbutyrateJformationJinJtheJhumanJcolonXJFEMScMicrobiologycLettersVJ2002VJcbhVJbddWj2.9 911

61 rssessmentJofJmicrobialJdiversityJinJhumanJcolonicJsamplesJbyJbgSJruNrJsequenceJanalysisXJFEMSc
MicrobiologycEcologyVJ2002VJdjVJddWj 4.3 279

60 vxpressionJofJaJcellulaseJgeneVJcelrVJfromJtheJrumenJfungusJNeocallimastixJpatriciarumJinJ
StreptococcusJbovisJbyJmeansJofJpromoterJfusionsXJBiotechnologycLettersVJ2002VJceVJhdfWheb 3 3

59 rcetateJutilizationJandJbutyrylJcoenzymeJrJRtorSkacetateWtorJtransferaseJinJbutyrateWproducingJ
bacteriaJfromJtheJhumanJlargeJintestineXJAppliedcandcEnvironmentalcMicrobiologyVJ2002VJgiVJfbigWja 4.8 407

58 RoseburiaJintestinalisJspXJnovXVJaJnovelJsaccharolyticVJbutyrateWproducingJbacteriumJfromJhumanJ
faecesXJInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyVJ2002VJfcVJbgbfWbgca 2.2 237

57
xrowthJrequirementsJandJfermentationJproductsJofJwusobacteriumJprausnitziiVJandJaJproposalJtoJ
reclassifyJitJasJwaecalibacteriumJprausnitziiJgenXJnovXVJcombXJnovXJInternationalcJournalcofcSystematicc
andcEvolutionarycMicrobiologyVJ2002VJfcVJcbebWcbeg

2.2 352
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56 SequenceJanalysisJofJtheJplasmidJpRRzcJfromJtheJrumenJbacteriumJPrevotellaJruminicolaJccdYMcYhJ
andJtheJuseJofJpRRzcJinJPrevotellaYsacteroidesJShuttleJVectorsXJPlasmidVJ2001VJefVJcchWdc 3.3 6

55 StreptococcusJbovisJasJaJhostJforJtheJexpressionJofJclonedJpolysaccharidaseJgenesXJBiotechnologyc
LettersVJ2001VJcdVJfabWfaf 3 1

54 TransformationJofJanJoralJbacteriumJviaJchromosomalJintegrationJofJfreeJuNrJinJtheJpresenceJofJ
humanJsalivaXJFEMScMicrobiologycLettersVJ2001VJcaaVJbgdWh 2.9 47

53 rdaptationJofJRuminococcusJflavefaciensJresultingJinJincreasedJdegradationJofJryegrassJcellJwallsXJ
FEMScMicrobiologycEcologyVJ2001VJdgVJbdbWbdh 4.3 8

52 sacterialJdiversityJwithinJtheJequineJlargeJintestineJasJrevealedJbyJmolecularJanalysisJofJclonedJbgSJ
rRNrJgenesXJFEMScMicrobiologycEcologyVJ2001VJdiVJbebWbfb 4.3 145

51
NovelJtetracyclineJresistanceJgeneVJtetRdcSVJinJtheJtlostridiumWrelatedJhumanJcolonicJanaerobeJβbaJ
andJitsJtransmissionJinJvitroJtoJtheJrumenJanaerobeJsutyrivibrioJfibrisolvensXJAntimicrobialcAgentsc
andcChemotherapyVJ2001VJefVJdcegWj

5.9 62

50 tellulosomalJscaffoldinWlikeJproteinsJfromJRuminococcusJflavefaciensXJJournalcofcBacteriologyVJ2001
VJbidVJbjefWfd 3.5 137

49
vndsVJaJmultidomainJfamilyJeeJcellulaseJfromJRuminococcusJflavefaciensJbhVJbindsJtoJcelluloseJviaJaJ
novelJcelluloseWbindingJmoduleJandJtoJanotherJRXJflavefaciensJproteinJviaJaJdockerinJdomainXJ
AppliedcandcEnvironmentalcMicrobiologyVJ2001VJghVJeecgWdb

4.8 38

48 LyticJandJlysogenicJinfectionJofJdiverseJvscherichiaJcoliJandJShigellaJstrainsJwithJaJ
verocytotoxigenicJbacteriophageXJAppliedcandcEnvironmentalcMicrobiologyVJ2001VJghVJeddfWh 4.8 86

47 UnravellingJtheJgeneticJdiversityJofJruminalJbacteriaJbelongingJtoJtheJtwsJphylumXJFEMSc
MicrobiologycEcologyVJ2000VJddVJgjWhj 4.3 84

46 thromosomalJintegrationJofJtheJgreenJfluorescentJproteinJgeneJinJlacticJacidJbacteriaJandJtheJ
survivalJofJmarkedJstrainsJinJhumanJgutJsimulationsXJFEMScMicrobiologycLettersVJ2000VJbicVJcdWh 2.9 39

45 OrganisationJandJVariableJzncidenceJofJxenesJtoncernedJwithJtheJUtilizationJofJXylansJinJtheJ
RumenJtellulolyticJsacteriumJRuminococcusJflavefaciensXJAnaerobeVJ2000VJgVJdddWdea 2.8 12

44 yighlyJconservedJuNrJsequenceJpresentJinJsmallJplasmidsJfromJSelenomonasJruminantiumXJ
PlasmidVJ2000VJeeVJjeWj 3.3 9

43 xeneticallyJmodifiedJorganismskJconsequencesJforJruminantJhealthJandJnutritionXJAnimalcResearchVJ
2000VJejVJcffWchb 4

42 PhylogeneticJrelationshipsJofJbutyrateWproducingJbacteriaJfromJtheJhumanJgutXJAppliedcandc
EnvironmentalcMicrobiologyVJ2000VJggVJbgfeWgb 4.8 653

41 OccurrenceJofJtheJnewJtetracyclineJresistanceJgeneJtetRWSJinJbacteriaJfromJtheJhumanJgutXJ
AntimicrobialcAgentscandcChemotherapyVJ2000VJeeVJhhfWh 5.9 107

40 PrevotellaJbryantiiVJPXJruminicolaJandJsacteroidesJStrainsJ2000VJbeaWbej 2

39 ThreeJmultidomainJesterasesJfromJtheJcellulolyticJrumenJanaerobeJRuminococcusJflavefaciensJbhJ
thatJcarryJdivergentJdockerinJsequencesXJMicrobiologyckUnitedcKingdomlVJ2000VJbegJRJPtJgSVJbdjbWbdjh 2.9 67

(2000-2001)

11



38
vvidenceJforJrecentJintergenericJtransferJofJaJnewJtetracyclineJresistanceJgeneVJtetRWSVJisolatedJ
fromJsutyrivibrioJfibrisolvensVJandJtheJoccurrenceJofJtetROSJinJruminalJbacteriaXJEnvironmentalc
MicrobiologyVJ1999VJbVJfdWge

5.2 87

37 NaturalJgeneticJtransformationJinJtheJrumenJbacteriumJStreptococcusJbovisJ sbXJFEMSc
MicrobiologycLettersVJ1999VJbhjVJeifWja 2.9 38

36
rJxylanaseJproducedJbyJtheJrumenJanaerobicJprotozoanJPolyplastronJmultivesiculatumJshowsJcloseJ
sequenceJsimilarityJtoJfamilyJbbJxylanasesJfromJgramWpositiveJbacteriaXJFEMScMicrobiologycLettersVJ
1999VJbibVJbefWfc

2.9 45

35 srtTvROzuvSJrNuJPRvVOTvLLrJ1999VJbjiWcad 2

34 wateJofJfreeJuNrJandJtransformationJofJtheJoralJbacteriumJStreptococcusJgordoniiJuLbJbyJplasmidJ
uNrJinJhumanJsalivaXJAppliedcandcEnvironmentalcMicrobiologyVJ1999VJgfVJgWba 4.8 79

33 MolecularJanalysisJofJtheJmicrobialJdiversityJpresentJinJtheJcolonicJwallVJcolonicJlumenVJandJcecalJ
lumenJofJaJpigXJAppliedcandcEnvironmentalcMicrobiologyVJ1999VJgfVJfdhcWh 4.8 129

32 TheJgreenJfluorescentJproteinJasJaJvisibleJmarkerJforJlacticJacidJbacteriaJinJcomplexJecosystemsXJ
FEMScMicrobiologycEcologyVJ1998VJcgVJcbjWcda 4.3 35

31 znhibitoryJactivityJofJgutJbacteriaJagainstJvscherichiaJcoliJObfhJmediatedJbyJdietaryJplantJ
metabolitesXJFEMScMicrobiologycLettersVJ1998VJbgeVJcidWi 2.9 74

30 rJcysteineJdesulphuraseJgeneJfromJtheJcellulolyticJrumenJanaerobeJRuminococcusJflavefaciensXJ
BBAcpcProteinscandcProteomicsVJ1998VJbdigVJcddWh 1

29 PlantJcellJwallJdegradingJenzymeJcomplexesJfromJtheJcellulolyticJrumenJbacteriumJRuminococcusJ
flavefaciensXJBiochemicalcSocietycTransactionsVJ1998VJcgVJSbgj 5.1 3

28
vstimationJofJtheJrelativeJabundanceJofJdifferentJsacteroidesJandJPrevotellaJribotypesJinJgutJ
samplesJbyJrestrictionJenzymeJprofilingJofJPtRWamplifiedJbgSJrRNrJgeneJsequencesXJAppliedcandc
EnvironmentalcMicrobiologyVJ1998VJgeVJdgidWj

4.8 90

27 TheJrumenJmicrobialJecosystemWWsomeJrecentJdevelopmentsXJTrendscincMicrobiologyVJ1997VJfVJeidWi 12.4 97

26 znterruptedJcatalyticJdomainJstructuresJinJxylanasesJfromJtwoJdistantlyJrelatedJstrainsJofJPrevotellaJ
ruminicolaXJBBAcpcProteinscandcProteomicsVJ1997VJbddhVJbgbWf 26

25 uockerinWlikeJsequencesJinJcellulasesJandJxylanasesJfromJtheJrumenJcellulolyticJbacteriumJ
RuminococcusJflavefaciensXJFEMScMicrobiologycLettersVJ1997VJbejVJcbdWj 2.9 47

24
zsolationJofJgenesJencodingJbetaWuWxylanaseVJbetaWuWxylosidaseJandJalphaWLWarabinofuranosidaseJ
activitiesJfromJtheJrumenJbacteriumJPrevotellaJruminicolaJsbReSXJFEMScMicrobiologycLettersVJ1995VJ
bcfVJbdfWeb

2.9 31

23
yeterologousJexpressionJofJanJendoglucanaseJgeneJRendrSJfromJtheJruminalJanaerobeJ
RuminococcusJflavefaciensJbhJinJStreptococcusJbovisJandJStreptococcusJsanguisXJFEMScMicrobiologyc
LettersVJ1995VJbcgVJbgfWj

2.9 34

22 MultiplicityJandJexpressionJofJxylanasesJinJtheJrumenJcellulolyticJbacteriumRuminococcusJ
flavefaciensXJCurrentcMicrobiologyVJ1994VJcjVJbdjWbed 2.4 23

21 MolecularJgeneticsJofJobligateJanaerobesJfromJtheJrumenXJFEMScMicrobiologycLettersVJ1994VJbcbVJcfjWgh2.9 30
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20
zdentificationJofJnonWcatalyticJconservedJregionsJinJxylanasesJencodedJbyJtheJxynsJandJxynuJgenesJ
ofJtheJcellulolyticJrumenJanaerobeJRuminococcusJflavefaciensXJMolecularcGeneticscandcGenomicsVJ
1994VJcefVJcgaWe

25

19 uistributionJofJxylanaseJgenesJandJenzymesJamongJstrainsJofPrevotellaJRsacteroidesSJ
ruminicolafromJtheJrumenXJFEMScMicrobiologycLettersVJ1992VJjjVJbdhWbed 2.9 16

18
rJbifunctionalJxylanaseJencodedJbyJtheJxynrJgeneJofJtheJrumenJcellulolyticJbacteriumJ
RuminococcusJflavefaciensJbhJcomprisesJtwoJdissimilarJdomainsJlinkedJbyJanJ
asparagineYglutamineWrichJsequenceXJMolecularcMicrobiologyVJ1992VJgVJbabdWcd

4.1 81

17 rJnewvscherichiaJcolikJsacteroidesJshuttleJvectorVJpRRzcahVJbasedJonJthesacteroidesJruminicolaJ
plasmidJrepliconJpRRzcXJCurrentcMicrobiologyVJ1992VJceVJejWfe 2.4 21

16 SequenceJofJaJcellulaseJgeneJfromJtheJrumenJanaerobeJRuminococcusJflavefaciensJbhXJMolecularc
GeneticscandcGenomicsVJ1991VJcciVJdcaWd 19

15 vxpressionJofJtwoJxylanaseJgenesJfromJtheJrumenJcellulolyticJbacteriumJRuminococcusJflavefaciensJ
bhJclonedJinJpUtbdXJMicrobiologyckUnitedcKingdomlVJ1991VJbdhVJbcdWj 2.9 42

14 TheJgeneticJmanipulationJofJrumenJbacteriaJwithJspecialJreferenceJtoJfibreJdigestionXJAnimalcFeedc
SciencecandcTechnologyVJ1991VJdcVJbcdWbcj 3 5

13 TheJpropertiesJofJformsJofJRuminococcusJflavefaciensJwhichJdifferJinJtheirJabilityJtoJdegradeJ
cottonJcelluloseXJFEMScMicrobiologycLettersVJ1990VJhcVJehWfa 2.9 23

12 xeneticJdiversityJinSelenmonasJruminantiumisolatedJfromJtheJrumenXJFEMScMicrobiologycLettersVJ
1990VJhdVJdfbWdfj 2.9 19

11 UseJofJaJcellulaseWencodingJgeneJprobeJtoJrevealJrestrictionJfragmentJlengthJpolymorphismsJ
amongJruminalJstrainsJofsacteroidesJsuccinogenesXJCurrentcMicrobiologyVJ1990VJcaVJgdWgh 2.4 20

10 RestrictedJactivationJofJgeneralJaminoJacidJcontrolJunderJconditionsJofJglutamineJlimitationJinJ
NeurosporaJcrassaXJMolecularcGeneticscandcGenomicsVJ1990VJccdVJeedWi 5

9 sacteroidesJRwibrobacterSJsuccinogenesVJaJcellulolyticJanaerobicJbacteriumJfromJtheJ
gastrointestinalJtractXJAppliedcMicrobiologycandcBiotechnologyVJ1989VJdaVJedd 5.7 49

8 vlectroporationJinducedJtransformationJofsacteroidesJruminicolaandsacteroidesJuniformisbyJ
plasmidJuNrXJFEMScMicrobiologycLettersVJ1989VJgbVJbabWbae 2.9 38

7 tloningJofJtheJargWbcJgeneJofJNeurosporaJcrassaJandJregulationJofJitsJtranscriptJviaJcrossWpathwayJ
aminoJacidJcontrolXJMolecularcGeneticscandcGenomicsVJ1986VJcadVJbbaWg 22

6 thangesJinJgeneJexpressionJelicitedJbyJaminoJacidJlimitationJinJNeurosporaJcrassaJstrainsJhavingJ
normalJorJmutantJcrossWpathwayJaminoJacidJcontrolXJMolecularcGeneticscandcGenomicsVJ1985VJcaaVJcidWja 21

5 ModulationJexperimentsJandJfluxesJinJvivoJinJNeurosporaJcrassaXJBiochemicalcSocietycTransactionsVJ
1983VJbbVJihWih 5.1

4 TheJsignificanceJofJprokaryoteJdiversityJinJtheJhumanJgastrointestinalJtractgfWja 21

3 rdvancedJTechnologiesJforJsiomassJyydrolysisJandJSaccharificationJUsingJNovelJvnzymesbjjWcbc 3

(-1994)
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2 tellulaseJSystemsJofJrnaerobicJMicroorganismsJfromJtheJRumenJandJLargeJzntestinedjdWeag 4

1 yigherJtotalJfaecalJshortJchainJfattyJconcentrationsJcorrelateJwithJincreasingJproportionsJofJ
butyrateJandJdecreasingJproportionsJofJbranchedJchainJfattyJacidsJacrossJmultipleJhumanJstudiesbWcd 1
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