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BiochemistryVI1997VIcfVIhafdWgb 3.2 196
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137 xydrophobicityIregainedXIProteingScienceVI1997VIfVIacZbWg 6.3 160

136 qIproductiveINqtβUIbindingImodeIofIferredoxinWNqtβIUIreductaseIrevealedIbyIproteinI
engineeringIandIcrystallographicIstudiesXINaturegStructuralgBiologyVI1999VIfVIhdgWec 158

135 qIfreshIlookIatItheIφamachandranIplotIandItheIoccurrenceIofIstandardIstructuresIinIproteinsXI
BiomoleculargConceptsVI2010VIaVIbgaWbhc 3.7 151

134 qssessingIandImaximizingIdataIqualityIinImacromolecularIcrystallographyXICurrentgOpinionging
StructuralgBiologyVI2015VIcdVIfZWh 8.1 142

133 unzymeIinactivationIthroughIsulfhydrylIoxidationIbyIphysiologicINαWcarriersXINaturegStructuralg
BiologyVI1998VIeVIbfgWga 140
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JournalgofgMoleculargBiologyVI2010VIdZbVIaidWbZi 6.5 136

131 srystalIstructureIofImammalianIcysteineIdioxygenaseXIqInovelImononuclearIironIcenterIforI
cysteineIthiolIoxidationXIJournalgofgBiologicalgChemistryVI2006VIbhaVIahgbcWcc 5.4 131

130 qIcrystallographicIstudyIofItheIglutathioneIbindingIsiteIofIglutathioneIreductaseIatIZXcWnmI
resolutionXIFEBSgJournalVI1989VIaghVIficWgZc 130

129 srystallographicIanalysisIofItheIbindingIofINqtβxVINqtβxIfragmentsVIandINqtβxIanaloguesItoI
glutathioneIreductaseXIBiochemistryVI1988VIbgVIddfeWgd 3.2 128

128 ψubstrateIspecificityIandIredoxIpotentialIofIqhpsVIaIbacterialIperoxiredoxinXIProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVI2008VIaZeVIhbZiWad 11.5 126

127 uvolutionaryIoriginIofIaIsecondaryIstructurejIˇ�WhelicesIasIcrypticIbutIwidespreadIinsertionalI
variationsIofI˛–WhelicesIthatIenhanceIproteinIfunctionalityXIJournalgofgMoleculargBiologyVI2010VIdZdVIbcbWdf 6.5 113

126 qminoIacidIsequenceIofIspinachIferredoxinjNqtβUIoxidoreductaseXIBiochemistryVI1984VIbcVIfegfWhc 3.2 109

125 qhpvIandIotherINqtxjperoxiredoxinIoxidoreductasesVIhomologuesIofIlowI₂rIthioredoxinI
reductaseXIFEBSgJournalVI2000VIbfgVIfabfWcc 108

124 ψtructuralIcharacterizationIofIzincWdeficientIhumanIsuperoxideIdismutaseIandIimplicationsIforIqLψXI
JournalgofgMoleculargBiologyVI2007VIcgcVIhggWiZ 6.5 107

123 αnItheIactiveIsiteIofIαldIYellowIunzymeXIφoleIofIhistidineIaiaIandIasparagineIaidXIJournalgofg
BiologicalgChemistryVI1998VIbgcVIcbgecWfb 5.4 105

122 ψtructureWfunctionIrelationsIforIferredoxinIreductaseXIJournalgofgBioenergeticsgandgBiomembranesVI
1994VIbfVIhiWii 3.7 104

121 srystalIstructureIofItheIantioxidantIenzymeIglutathioneIreductaseIinactivatedIbyIperoxynitriteXI
JournalgofgBiologicalgChemistryVI2002VIbggVIbggiWhd 5.4 102
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119 TuningIofIperoxiredoxinIcatalysisIforIvariousIphysiologicalIrolesXIBiochemistryVI2014VIecVIgficWgZe 3.2 90

118 systeineIp—RaSIvaluesIforItheIbacterialIperoxiredoxinIqhpsXIBiochemistryVI2008VIdgVIabhfZWh 3.2 90
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degradationIforIeubacteriaXIJournalgofgBacteriologyVI2006VIahhVIeefaWi 3.5 81
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110 qIprimerIonIperoxiredoxinIbiochemistryXIFreegRadicalgBiologygandgMedicineVI2015VIhZVIahcWiZ 7.8 79

109 sonformationIdependenceIofIbackboneIgeometryIinIproteinsXIStructureVI2009VIagVIacafWbe 5.2 79

108 ThiolIdioxygenasesjIuniqueIfamiliesIofIcupinIproteinsXIAminogAcidsVI2011VIdaVIiaWaZb 3.5 76

107 satalyticIcycleIofIhumanIglutathioneIreductaseInearIaIqIresolutionXIJournalgofgMoleculargBiologyVI
2008VIchbVIcgaWhd 6.5 76

106 ψtructuralIsurveyIofItheIperoxiredoxinsXISubwCellulargBiochemistryVI2007VIddVIdaWfZ 5.5 74

105 qIputativeIvebUWboundIpersulfenateIintermediateIinIcysteineIdioxygenaseXIBiochemistryVI2008VIdgVIaaciZWb3.2 72
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intermediateIchainIcompeteIforIaIcommonIsiteXIJournalgofgMoleculargBiologyVI2007VIcgaVIdegWfh 6.5 70
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structureWWfunctionIrelationshipIasIstudiedIbyIsiteWdirectedImutagenesisIandIXWrayIcrystallographyXI
BiochemistryVI1995VIcdVIhcgaWi
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101
ynhibitionIofIhumanIglutathioneIreductaseIbyItheInitrosoureaIdrugsI
aVcWbisRbWchloroethylSWaWnitrosoureaIandIaWRbWchloroethylSWcWRbWhydroxyethylSWaWnitrosoureaXIqI
crystallographicIanalysisXIFEBSgJournalVI1988VIagaVIaicWh

66

100 —ineticsIandIcrystallographicIanalysisIofIhumanIglutathioneIreductaseIinIcomplexIwithIaIxantheneI
inhibitorXIJournalgofgBiologicalgChemistryVI1996VIbgaVIhaZaWg 5.4 64

99 shargeIisItheImajorIdiscriminatingIfactorIforIglutathioneIreductaseIversusItrypanothioneIreductaseI
inhibitorsXIBioorganicgandgMedicinalgChemistryVI1996VIdVIabdgWec 3.4 63

98 vltcIligandIstructureIandIunexpectedIcommonalitiesIofIhelicalIbundlesIandIcystineIknotsXINatureg
StructuralgBiologyVI2000VIgVIdhfWia 61

97 TheIurβeZWmoesinIinteractionIinvolvesIaIbindingIsiteIregulatedIbyIdirectImaskingIonItheIvuφ₂I
domainXIJournalgofgCellgScienceVI2004VIaagVIaedgWeb 5.3 60

96 ₂ultivalencyIinItheIassemblyIofIintrinsicallyIdisorderedItyneinIintermediateIchainXIJournalgofg
BiologicalgChemistryVI2009VIbhdVIccaaeWba 5.4 57

95 yronWcontainingIureaseIinIaIpathogenicIbacteriumXIProceedingsgofgthegNationalgAcademygofgSciencesg
ofgthegUnitedgStatesgofgAmericaVI2011VIaZhVIacZieWi 11.5 53

94 systeineIdioxygenaseIstructuresIfromIpxdItoIijIconsistentIcysWpersulfenateIformationIatI
intermediateIpxIandIaIsysWboundIenzymeIatIhigherIpxXIJournalgofgMoleculargBiologyVI2013VIdbeVIcabaWcf6.5 52

93 NonplanarIpeptideIbondsIinIproteinsIareIcommonIandIconservedIbutInotIbiasedItowardIactiveI
sitesXIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaVI2012VIaZiVIddiWec 11.5 51

92 riochemicalIandIcrystallographicIcharacterizationIofIferredoxinWNqtβRUSIreductaseIfromI
nonphotosyntheticItissuesXIBiochemistryVI2001VIdZVIadeZaWh 3.2 50

91 φefinedIcrystalIstructureIandImutagenesisIofIhumanIgranulocyteWmacrophageIcolonyWstimulatingI
factorXIProteins:gStructurevgFunctiongandgBioinformaticsVI1996VIbfVIcZdWac 4.2 50

90 teInovoIsynthesisIofIaIsunscreenIcompoundIinIvertebratesXIELifeVI2015VIdVI 8.9 50

89 βrobingItheIfunctionIofItheIinvariantIglutamylIresidueIcabIinIspinachIferredoxinWNqtβUIreductaseXI
JournalgofgBiologicalgChemistryVI1998VIbgcVIcdZZhWae 5.4 48

88 tifferentialI—ineticsIofITwoWsysteineIβeroxiredoxinItisulfideIvormationIφevealIaINovelI₂odelIforI
βeroxideIψensingXIBiochemistryVI2018VIegVIcdafWcdbd 3.2 47

87 ψtructureIofIintactIqhpvIrevealsIaImirroredIthioredoxinWlikeIactiveIsiteIandIimpliesIlargeIdomainI
rotationsIduringIcatalysisXIBiochemistryVI2001VIdZVIciZZWaa 3.2 47

86 tissectingIperoxiredoxinIcatalysisjIseparatingIbindingVIperoxidationVIandIresolutionIforIaIbacterialI
qhpsXIBiochemistryVI2015VIedVIaefgWge 3.2 45

85 TheIsensitiveIbalanceIbetweenItheIfullyIfoldedIandIlocallyIunfoldedIconformationsIofIaImodelI
peroxiredoxinXIBiochemistryVI2013VIebVIhgZhWba 3.2 45

84 shemicalIrescueIofI—lebsiellaIaerogenesIureaseIvariantsIlackingItheIcarbamylatedWlysineInickelI
ligandXIBiochemistryVI1998VIcgVIfbadWbZ 3.2 45
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83 TheItumorIsuppressorImerlinIcontrolsIgrowthIinIitsIopenIstateVIandIphosphorylationIconvertsIitItoIaI
lessWactiveImoreWclosedIstateXIDevelopmentalgCellVI2012VIbbVIgZcWe 10.2 44

82 ψtructuralIchangesIcommonItoIcatalysisIinItheITpxIperoxiredoxinIsubfamilyXIJournalgofgMolecularg
BiologyVI2009VIcicVIhfgWha 6.5 42

81 αxidizedIandIsynchrotronIcleavedIstructuresIofItheIdisulfideIredoxIcenterIinItheINWterminalIdomainI
ofIψalmonellaItyphimuriumIqhpvXIProteingScienceVI2005VIadVIbdadWbZ 6.3 38

80 TheIroleIofIglutamineIaadIinIoldIyellowIenzymeXIJournalgofgBiologicalgChemistryVI2002VIbggVIbachWde 5.4 38

79 ψtructuralIbasisIofIimprovedIsecondWgenerationIcWnitroWtyrosineItφNqIsynthetasesXIBiochemistryVI
2014VIecVIaiafWbd 3.2 37

78 TheIcrystalIstructureIofIdyneinIintermediateIchainWlightIchainIroadblockIcomplexIgivesInewIinsightsI
intoIdyneinIassemblyXIJournalgofgBiologicalgChemistryVI2010VIbheVIbbeffWge 5.4 36

77 srystalIstructuresIofItwoImutantsIthatIhaveIimplicationsIforItheIfoldingIofIbovineIpancreaticI
ribonucleaseIqXIProteingScienceVI1998VIgVIabeeWh 6.3 36

76 ψtructureIofIcoenzymeIqWdisulfideIreductaseIfromIψtaphylococcusIaureusIatIaXedIqIresolutionXI
BiochemistryVI2006VIdeVIaabghWhi 3.2 35

75 ψtructuralIqspectsIofIβlantIverredoxinIjINqtβRUSIαxidoreductasesXIPhotosynthesisgResearchVI2004VI
haVIcZcWae 3.7 34

74 TheIinterplayIofIligandIbindingIandIquaternaryIstructureIinItheIdiverseIinteractionsIofIdyneinIlightI
chainILshXIJournalgofgMoleculargBiologyVI2008VIchdVIiedWff 6.5 33

73 shψeqjIqIdatabaseIofIchameleonIsequencesXIProteingScienceVI2015VIbdVIaZgeWhf 6.3 32

72 αnItheIoccurrenceIofIlinearIgroupsIinIproteinsXIProteingScienceVI2009VIahVIacbaWe 6.3 32

71 UsingIaIconformationWdependentIstereochemicalIlibraryIimprovesIcrystallographicIrefinementIofI
proteinsXIActagCrystallographicagSectiongD:gBiologicalgCrystallographyVI2010VIffVIhcdWdb 32

70 βeroxiredoxinIsatalysisIatIqtomicIφesolutionXIStructureVI2016VIbdVIaffhWafgh 5.2 30

69 sonformationWdependentIbackboneIgeometryIrestraintsIsetIaInewIstandardIforIproteinI
crystallographicIrefinementXIFEBSgJournalVI2014VIbhaVIdZfaWga 5.7 29

68 βroteinIweometryItatabasejIaIflexibleIengineItoIexploreIbackboneIconformationsIandItheirI
relationshipsItoIcovalentIgeometryXINucleicgAcidsgResearchVI2010VIchVItcbZWe 20.1 28

67 TheImitoticIkinesinWadI—lpqIcontainsIaIcontextWdependentIdirectionalityIswitchXINatureg
CommunicationsVI2017VIhVIaciii 17.4 27

66 uvaluatingIperoxiredoxinIsensitivityItowardIinactivationIbyIperoxideIsubstratesXIMethodsging
EnzymologyVI2013VIebgVIbaWdZ 1.7 27
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65 φationallyIengineeredIflavinWdependentIoxidaseIrevealsIstericIcontrolIofIdioxygenIreductionXIFEBSg
JournalVI2015VIbhbVIcZfZWgd 5.7 27

64 qInewIdefaultIrestraintIlibraryIforItheIproteinIbackboneIinIβhenixjIaIconformationWdependentI
geometryIgoesImainstreamXIActagCrystallographicagSectiongD:gStructuralgBiologyVI2016VIgbVIagfWi 5.5 27

63 TheIinsectIimmuneIproteinIscolexinIisIaInovelIserineIproteinaseIhomologXIProteingScienceVI1999VIhVIbdbWh6.3 26

62 wleaningIunexpectedIfruitsIfromIhardWwonIsynthetasesjIprobingIprinciplesIofIpermissivityIinI
nonWcanonicalIaminoIacidWtφNqIsynthetasesXIChemBioChemVI2014VIaeVIahaZWi 3.8 25

61 ynWhouseIsulfurIψqtIphasingjIaIcaseIstudyIofItheIeffectsIofIdataIqualityIandIresolutionIcutoffsXIActag
CrystallographicagSectiongD:gBiologicalgCrystallographyVI2006VIfbVIgZgWaf 25

60 ψtructureWrasedIynsightsIintoItheIφoleIofItheIsysWTyrIsrosslinkIandIynhibitorIφecognitionIbyI
₂ammalianIsysteineItioxygenaseXIJournalgofgMoleculargBiologyVI2016VIdbhVIciiiWdZab 6.5 25

59 TrypanocidalIbisbenzylisoquinolineIalkaloidsIareIinhibitorsIofItrypanothioneIreductaseXIJournalgofg
EnzymegInhibitiongandgMedicinalgChemistryVI1998VIacVIaWi 24

58 qutomatedIN₂φIresonanceIassignmentsIandIstructureIdeterminationIusingIaIminimalIsetIofIdtI
spectraXINaturegCommunicationsVI2018VIiVIchd 17.4 23

57 ₂appingItheIactiveIsiteIhelixWtoWstrandIconversionIofIsxxxxsIperoxiredoxinIπIenzymesXI
BiochemistryVI2012VIeaVIgfchWeZ 3.2 22

56 qIconformationWdependentIstereochemicalIlibraryIimprovesIcrystallographicIrefinementIevenIatI
atomicIresolutionXIActagCrystallographicagSectiongD:gBiologicalgCrystallographyVI2011VIfgVIfiiWgZf 22

55 TheIflavinIenvironmentIinIoldIyellowIenzymeXIqnIevaluationIofIinsightsIfromIspectroscopicIandI
artificialIflavinIstudiesXIJournalgofgBiologicalgChemistryVI1999VIbgdVIicegWfb 5.4 22

54 LowWresolutionIstructureIofIrecombinantIhumanIgranulocyteWmacrophageIcolonyIstimulatingI
factorXIJournalgofgMoleculargBiologyVI1991VIbbaVIeeWfZ 6.5 22

53 TheIqnchoredIvlexibilityI₂odelIinILshI₂otifIφecognitionjIynsightsIfromItheIshicaIsomplexXI
BiochemistryVI2016VIeeVIaiiWbZi 3.2 21

52 srystalIstructureIofIuscherichiaIcoliIψsuujIdefiningIaIgeneralIcatalyticIcycleIforIv₂NIreductasesIofI
theIflavodoxinWlikeIsuperfamilyXIBiochemistryVI2014VIecVIceZiWai 3.2 21

51 ψtructureIofIalphaWglycerophosphateIoxidaseIfromIψtreptococcusIspXjIaItemplateIforItheI
mitochondrialIalphaWglycerophosphateIdehydrogenaseXIBiochemistryVI2008VIdgVIifeWgg 3.2 21

50 ymmobilizationIofIβroteinsIwithIsontrolledILoadIandIαrientationXIACSgAppliedgMaterialsgoamp;g
InterfacesVI2019VIaaVIcfciaWcfcih 9.5 20

49 ψubstrateIψpecificityIinIThiolItioxygenasesXIBiochemistryVI2019VIehVIbcihWbdZg 3.2 20

48 ψtructuresIofIqrgWIandIwlnWtypeIbacterialIcysteineIdioxygenaseIhomologsXIProteingScienceVI2015VIbdVIaedWfa6.3 20
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47 uxperimentallyItissectingItheIαriginsIofIβeroxiredoxinIsatalysisXIAntioxidantsgandgRedoxgSignalingVI
2018VIbhVIebaWecf 8.4 20

46 srystalIstructureIandIcatalyticIpropertiesIofIracillusIanthracisIsoqtφWφxtjIimplicationsIforI
flavinWlinkedIsulfurItraffickingXIBiochemistryVI2009VIdhVIifeZWfg 3.2 20

45 Rˇ�Vˇ�Sâ��ImotifsjIaIpurelyIconformationWbasedIfineWgrainedIenumerationIofIproteinIpartsIatItheI
twoWresidueIlevelXIJournalgofgMoleculargBiologyVI2012VIdafVIghWic 6.5 19

44 βeroxiredoxinsIasImolecularItriageIagentsVIsacrificingIthemselvesItoIenhanceIcellIsurvivalIduringIaI
peroxideIattackXIMoleculargCellVI2012VIdeVIbgeWh 17.6 16

43 ψymerythrinIstructuresIatIatomicIresolutionIandItheIoriginsIofIrubrerythrinsIandItheIferritinWlikeI
superfamilyXIJournalgofgMoleculargBiologyVI2011VIdacVIaggWid 6.5 16

42 sonsensusIpreferredIhydrationIsitesIinIsixIv—rβabWdrugIcomplexesXIProteins:gStructurevgFunctiong
andgBioinformaticsVI1995VIbcVIaWaa 4.2 16

41 UreaseIactivityIinItheIcrystallineIstateXIProteingScienceVI1995VIdVIbbcdWf 6.3 16

40 uvolutionIandItistributionIofIsWsyclitolIψynthasesIinIβrokaryotesIandIuukaryotesXIACSgChemicalg
BiologyVI2017VIabVIigiWihh 4.9 15

39 ψtructureIandIproposedImechanismIofILW˛–WglycerophosphateIoxidaseIfromI₂ycoplasmaI
pneumoniaeXIFEBSgJournalVI2015VIbhbVIcZcZWdb 5.7 15

38 qIforwardWlookingIsuggestionIforIresolvingItheIstereochemicalIrestraintsIdebatejIidealIgeometryI
functionsXIActagCrystallographicagSectiongD:gBiologicalgCrystallographyVI2008VIfdVIcceWf 14

37 qIdiironIproteinIautogeneratesIaIvalineWphenylalanineIcrossWlinkXIScienceVI2011VIccbVIibi 33.3 12

36 rackboneImakesIaIsignificantIcontributionItoItheIelectrostaticsIofIalphaYbetaWbarrelIproteinsXI
ProteingScienceVI1997VIfVIahdiWeg 6.3 12

35 TheIsedoheptuloseIgWphosphateIcyclasesIandItheirIemergingIrolesIinIbiologyIandIecologyXINaturalg
ProductgReportsVI2017VIcdVIideWief 15.1 11

34 ψtructureIofIaIsedoheptuloseIgWphosphateIcyclasejIValqIfromIψtreptomycesIhygroscopicusXI
BiochemistryVI2014VIecVIdbeZWfZ 3.2 11

33 ysolationIofILegumeIwlycosyltransferasesIandIqctiveIψiteI₂appingIofItheIβhaseolusIlunatusIZeatinI
αWglucosyltransferaseIZαwaXIJournalgofgPlantgGrowthgRegulationVI2008VIbgVIaibWbZa 4.7 11

32 NativeIproteinsItrapIhighWenergyItransitIconformationsXISciencegAdvancesVI2015VIaVIeaeZaahh 14.3 10

31 xighWresolutionIstudiesIofIhydrideItransferIinItheIferredoxinjNqtβIreductaseIsuperfamilyXIFEBSg
JournalVI2017VIbhdVIccZbWccai 5.7 10

30 —ineticImechanismIofILW˛–WglycerophosphateIoxidaseIfromI₂ycoplasmaIpneumoniaeXIFEBSgJournalVI
2015VIbhbVIcZdcWei 5.7 10
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29
αbservedIoctamericIassemblyIofIaIβlasmodiumIyoeliiIperoxiredoxinIcanIbeIexplainedIbyItheI
replacementIofInativeILballWandWsocketLIinteractingIresiduesIbyIanIaffinityItagXIProteingScienceVI
2013VIbbVIaddeWeb

6.3 10

28 ψtructuralVIthermodynamicVIandIkineticIeffectsIofIaIphosphomimeticImutationIinIdyneinIlightIchainI
LshXIBiochemistryVI2009VIdhVIaachaWi 3.2 10

27 αvercomingINearWsognateIψuppressionIinIaIφeleaseIvactorIaWteficientIxostIwithIanIymprovedI
NitroWTyrosineItφNqIψynthetaseXIJournalgofgMoleculargBiologyVI2020VIdcbVIdfiZWdgZd 6.5 10

26 ψtructureIandIroleIforIactiveIsiteIlidIofIlactateImonooxygenaseIfromI₂ycobacteriumIsmegmatisXI
ProteingScienceVI2019VIbhVIaceWadi 6.3 10

25 φedoxWdependentIdynamicsIofIaIdualIthioredoxinIfoldIproteinjIevolutionIofIspecializedIfoldsXI
BiochemistryVI2009VIdhVIeihdWic 3.2 9

24
rackboneIchemicalIshiftIassignmentsIforIXanthomonasIcampestrisIperoxiredoxinIπIinItheIreducedI
andIoxidizedIstatesjIaIdramaticIchangeIinIbackboneIdynamicsXIBiomoleculargNMRgAssignmentsVI2016VI
aZVIegWfa

0.7 8

23 unsemblatorIvcjIφobustIatomWlevelIcomparativeIanalysesIandIclassificationIofIproteinIstructureI
ensemblesXIProteingScienceVI2018VIbgVIdaWeZ 6.3 8

22 αnItheIreliabilityIofIpeptideInonplanarityIseenIinIultraWhighIresolutionIcrystalIstructuresXIProteing
ScienceVI2016VIbeVIibfWcb 6.3 7

21 φesidueWlevelIglobalIandIlocalIensembleWensembleIcomparisonsIofIproteinIdomainsXIProteingScience
VI2015VIbdVIaebhWdb 6.3 7

20
sonformationalIstudiesIofItheIrobustIbWsysIperoxiredoxinIψalmonellaItyphimuriumIqhpsIbyI
solutionIphaseIhydrogenYdeuteriumIRxYtSIexchangeImonitoredIbyIelectrosprayIionizationImassI
spectrometryXIInternationalgJournalgofgMassgSpectrometryVI2011VIcZbVIicWaZZ

1.9 7

19 ψtructuralIinsightsIintoIaIthermostableIvariantIofIhumanIcarbonicIanhydraseIyyXIProteingScienceVI
2018VIbgVIegcWegg 6.3 6

18 ungineeringIofIfluorescentIreportersIintoIredoxIdomainsItoImonitorIelectronItransfersXIMethodsging
EnzymologyVI2010VIdgdVIaWba 1.7 5

17 reyondIbasinsjIˇ�Vˇ�IpreferencesIofIaIresidueIdependIheavilyIonItheIˇ�Vˇ�IvaluesIofIitsIneighborsXI
ProteingScienceVI2016VIbeVIagegWfb 6.3 5

16 N₂φIstructureIofItheIxyVWaIreverseItranscriptaseIthumbIsubdomainXIJournalgofgBiomoleculargNMRVI
2016VIffVIbgcWbhZ 3 3

15 ψulfenicIqcidsIandIβeroxiredoxinsIinIαxidantItefenseIandIψignalingI2013VIheWaah 3

14 ψTφUsTUφuYvUNsTyαNIαvIψβyNqsxIvuφφutαXyNjNqtβUIαXytαφutUsTqψuI1991VIddiWdef 3

13
srystallizationIandIpreliminaryIcrystallographicIanalysisIofItheIsolubleIalphaWglycerophosphateI
oxidaseIfromIψtreptococcusIspXIActagCrystallographicagSectiongD:gBiologicalgCrystallographyVI2002VI
ehVIafeWf

2

12 ₂odifyingItheIresolvingIcysteineIaffectsItheIstructureIandIhydrogenIperoxideIreactivityIofI
peroxiredoxinIbXIJournalgofgBiologicalgChemistryVI2021VIbifVIaZZdid 5.4 2

(2021-2013)
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11 φefinedIcrystalIstructureIandImutagenesisIofIhumanIgranulocyteWmacrophageIcolonyWstimulatingI
factorI1996VIbfVIcZd 2

10 UreaseI2006VI 1

9 ₂ammalianIsysteineItioxygenaseI2015VIaWaa 0

8 ψongjIshymotrypsinIRtoItheItuneIofILeightIdaysIaIweekVLIbyItheIbeatlesSTXIBiochemistrygandg
MoleculargBiologygEducationVI2006VIcdVIbhg 1.3 0

7 sreatingIaIψelectiveINanobodyIqgainstIcWNitrotyrosineIsontainingIβroteinsXXIFrontiersgingChemistryVI
2022VIaZVIhcebbi 5 0

6 NanobodyIassembliesIwithIfullyIflexibleItopologyIenabledIbyIgeneticallyIencodedItetrazineIaminoI
acidsXXISciencegAdvancesVI2022VIhVIeabmfiZi 14.3 0

5 tataIβrocessingjIxowIwoodIqreI₂yItataIφeallyoXINATOgSciencegforgPeacegandgSecuritygSeriesgA:g
ChemistrygandgBiologyVI2013VIeiWfh 0.1

4 ψongjIunzymesIspeedIreactionsIRtoItheItuneIofILweIwillIrockIyouVLIbyIqueenSTψXIBiochemistrygandg
MoleculargBiologygEducationVI2006VIcdVIbhf 1.3

3 ψongjILearnIaboutItheIbufferIRgenericIrapSTXIBiochemistrygandgMoleculargBiologygEducationVI2006VIcdVIbhe1.3

2 ψtructureâ��vunctionIψtudiesIofIundoWlVdW˛†WtWglucanaseIubIfromIThermomonosporaIfuscaXIACSg
SymposiumgSeriesVI1994VIffWgd 0.4

1 qIcompleteIvourierWsynthesisWbasedIbackboneWconformationWdependentIlibraryIforIproteinsXIActag
CrystallographicagSectiongD:gStructuralgBiologyVI2021VIggVIbdiWbff 5.5

P Andrew Karplus
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