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VarScan 2: Somatic mutation and copy number alteration discovery in cancer by exome sequencing.

Genome Research, 2012, 22, 568-576.
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Clonal evolution in relapsed acute myeloid leukaemia revealed by whole-genome sequencing. Nature,
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Role of TP53 mutations in the origin and evolution of therapy-related acute myeloid leukaemia. Nature, 97.8 685
2015, 518, 552-555. )
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Chromatid cohesion defects may underlie chromosome instability in human colorectal cancers.
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