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j Paper IF Citations

182 βredatorJpresenceJandJrecentJclimaticJwarmingJraiseJbodyJtemperaturesJofJislandJlizardsXJEcologyd
LettersVJ2021VJbdVJeccWedb 10 1

181
tistributionJofJandJinJcageJprotectionJenvironmentsJforJtheJconservationJofJzapaneseJrockJ
ptarmigansJRSJinJtheJzapaneseJqlpsXJInternationaldJournaldfordParasitology:dParasitesdanddWildlifeVJ
2021VJaeVJbbeWbcZ

2.6

180
βarasiticJdevelopmentJinJintestinesJandJoocystJsheddingJpatternsJforJinfectionJbyJandJinJzapaneseJ
rockJptarmigansVJVJprotectedJbyJcagesJinJtheJSouthernJzapaneseJqlpsXJInternationaldJournaldford
Parasitology:dParasitesdanddWildlifeVJ2020VJabVJaiWbd

2.6 1

179 rlueVJrlackVJandJStripesjJuvolutionJandJtevelopmentJofJsolorJβroductionJandJβatternJvormationJinJ
LizardsJandJSnakesXJFrontiersdindEcologydanddEvolutionVJ2020VJhVJ 3.7 3

178 tevelopmentalJmechanismsJofJlongitudinalJstripesJinJtheJzapaneseJfourWlinedJsnakeXJJournaldofd
MorphologyVJ2018VJbgiVJbgWcf 1.6 4

177 umbryonicJdevelopmentalJprocessJgoverningJtheJconspicuousnessJofJbodyJstripesJandJblueJtailJ
colorationJinJtheJlizardJβlestiodonJlatiscutatusXJEvolutiondkdDevelopmentVJ2017VJaiVJbiWci 2.6 4

176 βhylogenyJmandalasJofJbirdsJusingJtheJlithographsJofJzohnJwouldQsJfolioJbirdJbooksXJMoleculard
PhylogeneticsdanddEvolutionVJ2017VJaagVJadaWadi 4.1 1

175 βhylogenomicsJandJ“orphologyJofJuxtinctJβaleognathsJRevealJtheJαriginJandJuvolutionJofJtheJ
RatitesXJCurrentdBiologyVJ2017VJbgVJfhWgg 6.3 86

174 sretaceousJoriginJofJgiantJrhinocerosJbeetlesJRtynastinikJsoleopteraSJandJcorrelationJofJtheirJ
evolutionJwithJtheJβangeanJbreakupXJGenesdanddGeneticdSystemsVJ2017VJiaVJbZiWbae 1.4 3

173 “itochondrialJdeterminantsJofJmammalianJlongevityXJOpendBiologyVJ2017VJgVJ 7 2

172 βhylogenyJmandalasJforJillustratingJtheJTreeJofJLifeXJMoleculardPhylogeneticsdanddEvolutionVJ2017VJ
aagVJafhWagh 4.1 26

171 LightJreflectionJfromJcrystalJplateletsJinJiridophoresJdeterminesJgreenJorJbrownJskinJcolorationJinJ
TakydromusJlizardsXJZoologyVJ2017VJabaVJhcWiZ 1.7 4

170 yridophoreWJandJXanthophoreWteficientJ“elanisticJsolorJVariantJofJtheJLizardβlestiodonJ
latiscutatusXJHerpetologicaVJ2016VJgbVJahiWaie 1.9 5

169 TheJgenomeJandJtranscriptomeJofJTrichormusJspXJ”“sWajJinsightsJintoJadaptationJtoJextremeJ
environmentsJonJtheJQinghaiWTibetJβlateauXJScientificdReportsVJ2016VJfVJbidZd 4.9 15

168 βigmentJcellJmechanismJofJpostembryonicJstripeJpatternJformationJinJtheJzapaneseJfourWlinedJ
snakeXJJournaldofdMorphologyVJ2016VJbggVJaifWbZc 1.6 8

167 SpeciationJofJtwoJgobioidJspeciesVJβterogobiusJelapoidesJandJβterogobiusJzonoleucusJrevealedJbyJ
multiWlocusJnuclearJandJmitochondrialJt”qJanalysesXJGeneVJ2016VJegfVJeicWfZb 3.8 8

166 βolymorphismJandJevolutionJofJribosomalJt”qJinJteaJRsamelliaJsinensisVJTheaceaeSXJMoleculard
PhylogeneticsdanddEvolutionVJ2015VJhiVJfcWgb 4.1 10
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165 βhylogeographicJandJtemographicJqnalysisJofJtheJqsianJrlackJrearJRUrsusJthibetanusSJrasedJonJ
“itochondrialJt”qXJPLoSdONEVJ2015VJaZVJeZacfcih 3.7 45

164 uxtremeJnearlyJneutralJevolutionJinJmitochondrialJgenomesJofJlaboratoryJmouseJstrainsXJGeneVJ
2014VJecdVJdddWh 3.8 3

163 βolyphyleticJoriginsJofJschizothoracineJfishJRsyprinidaeVJαsteichthyesSJandJadaptiveJevolutionJinJ
theirJmitochondrialJgenomesXJGenesdanddGeneticdSystemsVJ2014VJhiVJahgWia 1.4 9

162 ymportanceJofJsynonymousJsubstitutionsJunderJdenseJtaxonJsamplingJandJappropriateJmodelingJinJ
reconstructingJtheJmitogenomicJtreeJofJuutheriaXJGenesdanddGeneticdSystemsVJ2014VJhiVJbcgWea 1.4 6

161 somparisonJofJpollinationJcharacteristicsJbetweenJtheJinsularJshrubJslerodendrumJizuinsulareJandJ
itsJwidespreadJcongenerJsXJtrichotomumXJPlantdSpeciesdBiologyVJ2014VJbiVJgcWhd 1.3 5

160 SnakeJandJbirdJpredationJdriveJtheJrepeatedJconvergentJevolutionJofJcorrelatedJlifeJhistoryJtraitsJ
andJphenotypeJinJtheJyzuJyslandJScincidJlizardJRβlestiodonJlatiscutatusSXJPLoSdONEVJ2014VJiVJeibbcc 3.7 14

159 xighJaltitudeJadaptationJofJtheJschizothoracineJfishesJRsyprinidaeSJrevealedJbyJtheJmitochondrialJ
genomeJanalysesXJGeneVJ2013VJeagVJafiWgh 3.8 41

158 sommentJonJL”uclearJgenomicJsequencesJrevealJthatJpolarJbearsJareJanJoldJandJdistinctJbearJ
lineageLXJScienceVJ2013VJcciVJaebb 33.3 14

157 tomesticationJprocessJofJtheJgoatJrevealedJbyJanJanalysisJofJtheJnearlyJcompleteJmitochondrialJ
proteinWencodingJgenesXJPLoSdONEVJ2013VJhVJefggge 3.7 33

156 qncestralJpolymorphismsJandJsexWbiasedJmigrationJshapedJtheJdemographicJhistoryJofJbrownJbearsJ
andJpolarJbearsXJPLoSdONEVJ2013VJhVJeghhac 3.7 3

155 ympactsJofJriverJalterationJforJfloodJcontrolJonJfreshwaterJturtleJpopulationsXJLandscapedandd
EcologicaldEngineeringVJ2012VJhVJiWaf 2 10

154 SomeJproblemsJinJprovingJtheJexistenceJofJtheJuniversalJcommonJancestorJofJlifeJonJuarthXJ
ScientificdWorlddJournalrdTheVJ2012VJbZabVJdgihbd 2.2 9

153 TheJβlasmodiumJapicoplastJgenomejJconservedJstructureJandJcloseJrelationshipJofJβXJovaleJtoJ
rodentJmalariaJparasitesXJMoleculardBiologydanddEvolutionVJ2012VJbiVJbZieWi 8.3 37

152 TheJyakJgenomeJandJadaptationJtoJlifeJatJhighJaltitudeXJNaturedGeneticsVJ2012VJddVJidfWi 36.3 472

151 βhylogenomicJdatasetsJprovideJbothJprecisionJandJaccuracyJinJestimatingJtheJtimescaleJofJ
placentalJmammalJphylogenyXJProceedingsdofdthedRoyaldSocietydB:dBiologicaldSciencesVJ2012VJbgiVJcdiaWeZZ4.4 333

150 StabilityJofJmitochondrialJmembraneJproteinsJinJterrestrialJvertebratesJpredictsJaerobicJcapacityJ
andJlongevityXJGenomedBiologydanddEvolutionVJ2011VJcVJabccWdd 3.9 20

149 tomesticationJrelaxedJselectiveJconstraintsJonJtheJyakJmitochondrialJgenomeXJMoleculardBiologyd
anddEvolutionVJ2011VJbhVJaeecWf 8.3 62

148 βhylogeographicalJanalysesJofJdomesticJandJwildJyaksJbasedJonJmitochondrialJt”qjJnewJdataJandJ
reappraisalXJJournaldofdBiogeographyVJ2010VJcgVJbccbWbcdd 4.1 53

(2010-2015)
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147 WasJtheJuniversalJcommonJancestryJprovedoXJNatureVJ2010VJdfhVJuikJdiscussionJuaZ 50.4 19

146 TheJpositionJofJgnetalesJamongJseedJplantsjJovercomingJpitfallsJofJchloroplastJphylogenomicsXJ
MoleculardBiologydanddEvolutionVJ2010VJbgVJbheeWfc 8.3 69

145 βhylogenyJofJqsianJprimateJmalariaJparasitesJinferredJfromJapicoplastJgenomeWencodedJgenesJwithJ
specialJemphasisJonJtheJpositionsJofJβlasmodiumJvivaxJandJβXJfragileXJGeneVJ2010VJdeZVJcbWh 3.8 19

144 qdaptiveJevolutionJofJchloroplastJgenomesJinJancestralJgrassesXJPlantdSignalingdanddBehaviorVJ2009VJ
dVJfbcWd 2.5 3

143 “olecularJphylogenyJandJevolutionJofJprosimiansJbasedJonJcompleteJsequencesJofJmitochondrialJ
t”qsXJGeneVJ2009VJddaVJecWff 3.8 95

142 sompleteJnucleotideJsequenceJandJgeneJarrangementJofJtheJmitochondrialJgenomeJofJtheJ
crabWeatingJfrogJvejervaryaJcancrivoraJandJevolutionaryJimplicationsXJGeneVJ2009VJddaVJadhWee 3.8 34

141 shronologyJofJtheJextantJqfricanJelephantJspeciesJandJcaseJstudyJofJtheJspeciesJidentificationJofJ
theJsmallJqfricanJelephantJwithJtheJmolecularJphylogeneticJmethodXJGeneVJ2009VJddaVJagfWhf 3.8 7

140 TheJmonophyleticJoriginJofJseaJlionsJandJfurJsealsJRsarnivorakJαtariidaeSJinJtheJSouthernJ
xemisphereXJGeneVJ2009VJddaVJhiWii 3.8 55

139 upisodicJevolutionJandJadaptationJofJchloroplastJgenomesJinJancestralJgrassesXJPLoSdONEVJ2009VJdVJeebig3.7 41

138
uvolutionJofJβacificJαceanJandJtheJSeaJofJzapanJpopulationsJofJtheJgobiidJspeciesVJβterogobiusJ
elapoidesJandJβterogobiusJzonoleucusVJbasedJonJmolecularJandJmorphologicalJanalysesXJGeneVJ2008
VJdbgVJgWah

3.8 36

137 βhylogenyVJrecombinationVJandJmechanismsJofJstepwiseJmitochondrialJgenomeJreorganizationJinJ
mantellidJfrogsJfromJ“adagascarXJMoleculardBiologydanddEvolutionVJ2008VJbeVJhgdWia 8.3 96

136 qdaptiveJthreonineJincreaseJinJtransmembraneJregionsJofJmitochondrialJproteinsJinJhigherJ
primatesXJPLoSdONEVJ2008VJcVJeccdc 3.7 14

135 RelationshipsJbetweenJrKJvirusJlineagesJandJhumanJpopulationsXJMicrobesdanddInfectionVJ2007VJiVJbZdWac9.3 93

134 RadiationJandJspeciationJofJpelagicJorganismsJduringJperiodsJofJglobalJwarmingjJtheJcaseJofJtheJ
commonJminkeJwhaleVJralaenopteraJacutorostrataXJMoleculardEcologyVJ2007VJafVJadhaWie 5.7 70

133 βhylogenyJofJprimaryJphotosyntheticJeukaryotesJasJdeducedJfromJslowlyJevolvingJnuclearJgenesXJ
MoleculardBiologydanddEvolutionVJ2007VJbdVJaeibWe 8.3 54

132 teterminationJofJaJcompleteJlemurJmitochondrialJgenomeJfromJfecesXJMammaldStudyVJ2007VJcbVJgWaf 0.6 18

131 “olecularJphylogeneticJstudyJonJtheJoriginJandJevolutionJofJ“ustelidaeXJGeneVJ2007VJcifVJaWab 3.8 57

130 RootingJtheJeutherianJtreejJtheJpowerJandJpitfallsJofJphylogenomicsXJGenomedBiologyVJ2007VJhVJRaii 18.3 71
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129 uvolutionJofJrKJvirusJbasedJonJcompleteJgenomeJdataXJJournaldofdMoleculardEvolutionVJ2006VJfcVJcdaWeb 3.1 42

128 βegasoferaeVJanJunexpectedJmammalianJcladeJrevealedJbyJtrackingJancientJretroposonJinsertionsXJ
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaVJ2006VJaZcVJiibiWcd 11.5 194

127 UltrastructureJofJtheJdermalJchromatophoresJinJaJlizardJRScincidaejJβlestiodonJlatiscutatusSJwithJ
conspicuousJbodyJandJtailJcolorationXJZoologicaldScienceVJ2006VJbcVJgicWi 0.8 68

126 ”ewJcandidateJspeciesJmostJcloselyJrelatedJtoJpenguinsXJGeneVJ2006VJcghVJfeWgc 3.8 25

125 βhylogeneticJanalysisJofJdiprotodontianJmarsupialsJbasedJonJcompleteJmitochondrialJgenomesXJ
GenesdanddGeneticdSystemsVJ2006VJhaVJahaWia 1.4 21

124 uxtensiveJmitochondrialJgeneJarrangementsJinJcoleoidJsephalopodaJandJtheirJphylogeneticJ
implicationsXJMoleculardPhylogeneticsdanddEvolutionVJ2006VJchVJfdhWeh 4.1 76

123
sompleteJnucleotideJsequenceJofJtheJmitochondrialJgenomeJofJaJ“alagasyJpoisonJfrogJ“antellaJ
madagascariensisjJevolutionaryJimplicationsJonJmitochondrialJgenomesJofJhigherJanuranJgroupsXJ
MoleculardPhylogeneticsdanddEvolutionVJ2006VJciVJbbcWcf

4.1 44

122 ralaenopteraJomuraiJisJaJnewlyJdiscoveredJbaleenJwhaleJthatJrepresentsJanJancientJevolutionaryJ
lineageXJMoleculardPhylogeneticsdanddEvolutionVJ2006VJdaVJdZWeb 4.1 63

121 qssessingJtheJUncertaintyJinJβhylogeneticJynferenceJ2005VJdfcWdic 3

120 “itochondrialJphylogeneticsJandJevolutionJofJmysticeteJwhalesXJSystematicdBiologyVJ2005VJedVJggWiZ 8.4 124

119 RootJofJtheJuukaryotaJtreeJasJinferredJfromJcombinedJmaximumJlikelihoodJanalysesJofJmultipleJ
molecularJsequenceJdataXJMoleculardBiologydanddEvolutionVJ2005VJbbVJdZiWbZ 8.3 71

118 RoleJofJaJseasonallyJspecialistJbirdJZosteropsJjaponicaJonJpollenJtransferJandJreproductiveJsuccessJ
ofJsamelliaJjaponicaJinJaJtemperateJareaXJPlantdSpeciesdBiologyVJ2004VJaiVJaigWbZa 1.3 38

117 syanobacterialJgenesJtransmittedJtoJtheJnucleusJbeforeJdivergenceJofJredJalgaeJinJtheJshromistaXJ
JournaldofdMoleculardEvolutionVJ2004VJeiVJaZcWac 3.1 14

116
TopologicalJincongruenceJbetweenJnuclearJandJchloroplastJt”qJtreesJsuggestingJhybridizationJinJ
theJurophyllumJgroupJofJtheJgenusJvagopyrumJRβolygonaceaeSXJGenesdanddGeneticdSystemsVJ2003VJ
ghVJaciWec

1.4 42

115
TheJphylogeneticJrelationshipsJofJinsectivoresJwithJspecialJreferenceJtoJtheJlesserJhedgehogJtenrecJ
asJinferredJfromJtheJcompleteJsequenceJofJtheirJmitochondrialJgenomeXJGenesdanddGeneticdSystemsVJ
2003VJghVJaZgWab

1.4 11

114 TimeJscaleJofJeutherianJevolutionJestimatedJwithoutJassumingJaJconstantJrateJofJmolecularJ
evolutionXJGenesdanddGeneticdSystemsVJ2003VJghVJbfgWhc 1.4 98

113 βhylogeneticJqnalysisJofJzsJVirusJt”qsJtetectedJinJqinusjJqnJqttemptJtoJulucidateJtheJαriginJandJ
tiversityJofJtheJqinuXJAnthropologicaldScienceVJ2003VJaaaVJaiWcd 0.2 4

112 βhylogeneticJrelationshipsJamongJzsJvirusJstrainsJinJzapaneseYKoreansJandJ”ativeJqmericansJ
speakingJqmerindJorJ”aWteneXJJournaldofdMoleculardEvolutionVJ2003VJefVJahWbg 3.1 32

(2003-2006)
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111
TheJphylogeneticJpositionJofJredJalgaeJrevealedJbyJmultipleJnuclearJgenesJfromJ
mitochondriaWcontainingJeukaryotesJandJanJalternativeJhypothesisJonJtheJoriginJofJplastidsXJJournald
ofdMoleculardEvolutionVJ2003VJefVJdheWig

3.1 117

110 qfrotherianJphylogenyJasJinferredJfromJcompleteJmitochondrialJgenomesXJMoleculardPhylogeneticsd
anddEvolutionVJ2003VJbhVJbecWfZ 4.1 39

109 “itochondrialJphylogenyJofJhedgehogsJandJmonophylyJofJuulipotyphlaXJMoleculardPhylogeneticsd
anddEvolutionVJ2003VJbhVJbgfWhd 4.1 54

108 TheJstatusJofJtheJzapaneseJandJuastJqsianJbatsJofJtheJgenusJ“yotisJRVespertilionidaeSJbasedJonJ
mitochondrialJsequencesXJMoleculardPhylogeneticsdanddEvolutionVJ2003VJbhVJbigWcZg 4.1 62

107 tetectingJexcessJradicalJreplacementsJinJphylogeneticJtreesXJGeneVJ2003VJcaiVJabgWce 3.8 17

106 uvolutionJofJhumanJβolyomavirusJzsjJimplicationsJforJtheJpopulationJhistoryJofJhumansXJJournaldofd
MoleculardEvolutionVJ2002VJedVJbheWig 3.1 71

105
zsJvirusJstrainsJindigenousJtoJnortheasternJSiberiansJandJsanadianJynuitsJareJuniqueJbutJ
evolutionallyJrelatedJtoJthoseJdistributedJthroughoutJuuropeJandJ“editerraneanJareasXJJournaldofd
MoleculardEvolutionVJ2002VJeeVJcbbWce

3.1 33

104 yntraWJandJinterfamilyJrelationshipsJofJVespertilionidaeJinferredJbyJvariousJmolecularJmarkersJ
includingJSy”uJinsertionJdataXJJournaldofdMoleculardEvolutionVJ2002VJeeVJbhdWcZa 3.1 56

103 tetectingJevolutionaryJrateJheterogeneityJamongJmangrovesJandJtheirJcloseJterrestrialJrelativesXJ
EcologydLettersVJ2002VJeVJdbgWdcb 10 11

102 TheJphylogeneticJpositionJofJtheJpelobiontJ“astigamoebaJbalamuthiJbasedJonJsequencesJofJrt”qJ
andJtranslationJelongationJfactorsJuvWaalphaJandJuvWbXJJournaldofdEukaryoticdMicrobiologyVJ2002VJdiVJaWaZ3.6 33

101 βhylogeneticJpositionJofJrlastocystisJhominisJandJofJstramenopilesJinferredJfromJmultipleJ
molecularJsequenceJdataXJJournaldofdEukaryoticdMicrobiologyVJ2002VJdiVJdbWec 3.6 79

100 sombiningJmultipleJdataJsetsJinJaJlikelihoodJanalysisjJwhichJmodelsJareJtheJbestoXJMoleculardBiologyd
anddEvolutionVJ2002VJaiVJbbidWcZg 8.3 96

99 qJviralJsamplingJdesignJforJtestingJtheJmolecularJclockJandJforJestimatingJevolutionaryJratesJandJ
divergenceJtimesXJBioinformaticsVJ2002VJahVJaaeWbc 7.2 43

98
uvolutionaryJanalysisJofJqrabidopsisVJcyanobacterialVJandJchloroplastJgenomesJrevealsJplastidJ
phylogenyJandJthousandsJofJcyanobacterialJgenesJinJtheJnucleusXJProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaVJ2002VJiiVJabbdfWea

11.5 947

97 uarlyJevolutionJofJeukaryotesJinferredJfromJgenomeJdataXJInternationaldCongressdSeriesVJ2002VJabdfVJbZiWbae 3

96 ustimationJofJeffectiveJpopulationJsizeJofJxyVWaJwithinJaJhostjJaJpseudomaximumWlikelihoodJ
approachXJGeneticsVJ2002VJafZVJabhcWic 4 55

95 “aximumJlikelihoodJanalysisJofJtheJcompleteJmitochondrialJgenomesJofJeutheriansJandJaJ
reevaluationJofJtheJphylogenyJofJbatsJandJinsectivoresXJJournaldofdMoleculardEvolutionVJ2001VJecVJeZhWaf 3.1 115

94 yntraspecificJphylogenyJandJgeographicalJvariationJofJsixJspeciesJofJnortheasternJqsiaticJSorexJ
shrewsJbasedJonJtheJmitochondrialJcytochromeJbJsequencesXJMoleculardEcologyVJ2001VJaZVJbaiiWbac 5.7 89
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93 sα”SuLjJforJassessingJtheJconfidenceJofJphylogeneticJtreeJselectionXJBioinformaticsVJ2001VJagVJabdfWg 7.2 1772

92 sompleteJnucleotideJsequenceJandJgeneJrearrangementJofJtheJmitochondrialJgenomeJofJtheJ
zapaneseJpondJfrogJRanaJnigromaculataXJGenesdanddGeneticdSystemsVJ2001VJgfVJcaaWbe 1.4 85

91 qJshemicalWtistanceWrasedJTestJforJβositiveJtarwinianJSelectionXJLecturedNotesdindComputerdScience
VJ2001VJadbWaee 0.9 2

90 qppropriateJlikelihoodJratioJtestsJandJmarginalJdistributionsJforJevolutionaryJtreeJmodelsJwithJ
constraintsJonJparametersXJMoleculardBiologydanddEvolutionVJ2000VJagVJgihWhZc 8.3 82

89
“onophyleticJoriginJofJtheJorderJchiropteraJandJitsJphylogeneticJpositionJamongJmammaliaVJasJ
inferredJfromJtheJcompleteJsequenceJofJtheJmitochondrialJt”qJofJaJzapaneseJmegabatVJtheJ
RyukyuJflyingJfoxJRβteropusJdasymallusSXJJournaldofdMoleculardEvolutionVJ2000VJeaVJcahWbh

3.1 51

88 βlastidJgenomeJphylogenyJandJaJmodelJofJaminoJacidJsubstitutionJforJproteinsJencodedJbyJ
chloroplastJt”qXJJournaldofdMoleculardEvolutionVJ2000VJeZVJcdhWeh 3.1 157

87 sonsistencyJofJSy”uJinsertionJtopologyJandJflankingJsequenceJtreejJquantifyingJrelationshipsJ
amongJcetartiodactylsXJMoleculardBiologydanddEvolutionVJ2000VJagVJadagWbd 8.3 34

86 βhylogeneticJpositionJofJturtlesJamongJamniotesjJevidenceJfromJmitochondrialJandJnuclearJgenesXJ
GeneVJ2000VJbeiVJaciWdh 3.8 82

85 ynterordinalJrelationshipsJandJtimescaleJofJeutherianJevolutionJasJinferredJfromJmitochondrialJ
genomeJdataXJGeneVJ2000VJbeiVJadiWeh 3.8 101

84 βhylogeneticJrelationJofJlungfishJindicatedJbyJtheJaminoJacidJsequenceJofJmyelinJt“bZXJMoleculard
BraindResearchVJ2000VJhZVJbefWi 43

83 qJsloseJRelationshipJofJshiropteraJwithJuulipotyphlaJRsoreJynsectivoraSJSuggestedJbyJvourJ
“itochondrialJwenesXJZoologicaldScienceVJ2000VJagVJacbgWaccb 0.8 12

82 ynterordinalJrelationshipsJofJbirdsJandJotherJreptilesJbasedJonJwholeJmitochondrialJgenomesXJ
SystematicdBiologyVJ1999VJdhVJachWeb 8.4 218

81 “ammalianJevolutionjJtimingJandJimplicationsJfromJusingJtheJLogteterminantJtransformJforJ
proteinsJofJdifferingJaminoJacidJcompositionXJSystematicdBiologyVJ1999VJdhVJgfWic 8.4 78

80 TowardsJResolvingJtheJynterordinalJRelationshipsJofJβlacentalJ“ammalsXJSystematicdBiologyVJ1999VJ
dhVJaWe 8.4 260

79
qssessingJtheJsretaceousJsuperordinalJdivergenceJtimesJwithinJbirdsJandJplacentalJmammalsJbyJ
usingJwholeJmitochondrialJproteinJsequencesJandJanJextendedJstatisticalJframeworkXJSystematicd
BiologyVJ1999VJdhVJaaiWcg

8.4 95

78
UsingJnovelJphylogeneticJmethodsJtoJevaluateJmammalianJmtt”qVJincludingJaminoJacidWinvariantJ
sitesWLogtetJplusJsiteJstrippingVJtoJdetectJinternalJconflictsJinJtheJdataVJwithJspecialJreferenceJtoJ
theJpositionsJofJhedgehogVJarmadilloVJandJelephantXJSystematicdBiologyVJ1999VJdhVJcaWec

8.4 135

77 weneJstructureJandJaminoJacidJsequenceJofJLatimeriaJchalumnaeJRcoelacanthSJmyelinJt“bZjJ
phylogeneticJrelationJofJtheJfishXJNeurochemicaldResearchVJ1999VJbdVJhfgWgc 4.6 12

76
“odelJdependenceJofJtheJphylogeneticJinferencejJrelationshipJamongJcarnivoresVJβerissodactylsJ
andJcetartiodactylsJasJinferredJfromJmitochondrialJgenomeJsequencesXJGenesdanddGeneticdSystemsVJ
1999VJgdVJbaaWg

1.4 16

(1999-2001)
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75 sonflictJamongJindividualJmitochondrialJproteinsJinJresolvingJtheJphylogenyJofJeutherianJordersXJ
JournaldofdMoleculardEvolutionVJ1998VJdgVJcZgWbb 3.1 135

74 weneJtransferJtoJtheJnucleusJandJtheJevolutionJofJchloroplastsXJNatureVJ1998VJcicVJafbWe 50.4 638

73
uubacterialJoriginJofJnuclearJgenesJforJchloroplastJandJcytosolicJglucoseWfWphosphateJisomeraseJ
fromJspinachjJsamplingJeubacterialJgeneJdiversityJinJeukaryoticJchromosomesJthroughJsymbiosisXJ
GeneVJ1998VJbadVJbZeWac

3.8 33

72 uarlyJevolutionJofJeukaryotesJinferredJfromJproteinJphylogeniesJofJtranslationJelongationJfactorsJ
a˛–JandJbXJArchivdFˆ…rdProtistenkundeVJ1997VJadhVJbhgWbie 26

71 ”ovelJphylogenyJofJwhalesJsupportedJbyJtotalJmolecularJevidenceXJJournaldofdMoleculardEvolutionVJ
1997VJddJSupplJaVJSaagWbZ 3.1 24

70 TheJoriginJofJchlorarachniophyteJplastidsVJasJinferredJfromJphylogeneticJcomparisonsJofJaminoJacidJ
sequencesJofJuvWTuXJJournaldofdMoleculardEvolutionVJ1997VJdeVJfhbWg 3.1 61

69 βhylogeneticJpositionJofJtheJmitochondrionWlackingJprotozoanJTrichomonasJtenaxVJbasedJonJaminoJ
acidJsequencesJofJelongationJfactorsJaalphaJandJbXJJournaldofdMoleculardEvolutionVJ1997VJddVJihWaZe 3.1 25

68 sloningJandJsequencingJofJaJgeneJencodingJafSJribosomalJR”qJfromJaJnovelJhyperthermophilicJ
archaebacteriumJ”sabXJGeneVJ1996VJahZVJahcWg 3.8 17

67
sompleteJnucleotideJsequencesJofJtheJgenesJencodingJtranslationJelongationJfactorsJaJalphaJandJbJ
fromJaJmicrosporidianJparasiteVJwlugeaJplecoglossijJimplicationsJforJtheJdeepestJbranchingJofJ
eukaryotesXJJournaldofdBiochemistryVJ1996VJabZVJaZieWaZc

3.1 48

66
βhylogeneticJpositionJofJrlastocystisJhominisJthatJcontainsJcytochromeWfreeJmitochondriaVJinferredJ
fromJtheJproteinJphylogenyJofJelongationJfactorJaJalphaXJMoleculardanddBiochemicaldParasitologyVJ
1996VJggVJbdaWe

1.9 23

65 “odelJofJaminoJacidJsubstitutionJinJproteinsJencodedJbyJmitochondrialJt”qXJJournaldofdMoleculard
EvolutionVJ1996VJdbVJdeiWfh 3.1 407

64 βroteinJphylogenyJofJtranslationJelongationJfactorJuvWaJalphaJsuggestsJmicrosporidiansJareJ
extremelyJancientJeukaryotesXJJournaldofdMoleculardEvolutionVJ1996VJdbVJbegWfc 3.1 102

63 ynstabilityJofJquartetJanalysesJofJmolecularJsequenceJdataJbyJtheJmaximumJlikelihoodJmethodjJtheJ
setaceaYqrtiodactylaJrelationshipsXJMoleculardPhylogeneticsdanddEvolutionVJ1996VJfVJgbWf 4.1 36

62 tistributionJandJStatusJofJwrayWfacedJruzzardJuagleJrutasturJindicusJonJtheJ”orthernJyzuJyslandsVJ
zapanXJJapanesedJournaldofdOrnithologyVJ1996VJdeVJhcWhi 0.1 4

61 “odelJofJaminoJacidJsubstitutionJinJproteinsJencodedJbyJmitochondrialJt”qJ1996VJdbVJdei 17

60 uffectsJofJcharacterJweightingJandJspeciesJsamplingJonJphylogenyJreconstructionjJaJcaseJstudyJ
basedJonJt”qJsequenceJdataJinJcetaceansXJGeneticsVJ1996VJaddVJahagWcc 4 64

59 tatingJtheJsenancesterJofJαrganismsXJScienceVJ1996VJbgdVJageZWageZ 33.3 4

58 ymprovedJdatingJofJtheJhumanYchimpanzeeJseparationJinJtheJmitochondrialJt”qJtreejJ
heterogeneityJamongJaminoJacidJsitesXJJournaldofdMoleculardEvolutionVJ1995VJdZVJfbbWh 3.1 81
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57 βhylogeneticJplaceJofJkinetoplastidJprotozoaJinferredJfromJaJproteinJphylogenyJofJelongationJ
factorJaJalphaXJMoleculardanddBiochemicaldParasitologyVJ1995VJgZVJahaWe 1.9 25

56
βhylogeneticJrelationshipsJamongJeutherianJordersJestimatedJfromJinferredJsequencesJofJ
mitochondrialJproteinsjJinstabilityJofJaJtreeJbasedJonJaJsingleJgeneXJJournaldofdMoleculardEvolutionVJ
1994VJciVJeaiWbg

3.1 152

55 RelationshipJamongJcoelacanthsVJlungfishesVJandJtetrapodsjJaJphylogeneticJanalysisJbasedJonJ
mitochondrialJcytochromeJoxidaseJyJgeneJsequencesXJJournaldofdMoleculardEvolutionVJ1994VJchVJfZbWi 3.1 41

54 βhylogeneticJplaceJofJaJmitochondriaWlackingJprotozoanVJuntamoebaJhistolyticaVJinferredJfromJ
aminoJacidJsequencesJofJelongationJfactorJbQXJJapanesedJournaldofdGeneticsVJ1994VJfiVJaaiWce 16

53 uutherianJphylogenyJasJinferredJfromJmitochondrialJt”qJsequenceJdataXJJapanesedJournaldofd
GeneticsVJ1994VJfiVJdeeWgb 25

52 uutherianJphylogenyJasJinferredJfromJmitochondrialJt”qJsequenceJdataXJGenesdanddGeneticd
SystemsVJ1994VJfiVJdeeWdgb 1.4

51 ynferenceJofJuvolutionaryJTreesJfromJt”qJandJβroteinJSequenceJtataJ1994VJbdaWbdh

50 βhylogeneticJplaceJofJaJmitochondriaWlackingJprotozoanVJuntamoebaJhistolyticaVJinferredJfromJ
aminoJacidJsequencesJofJelongationJfactorJbXJGenesdanddGeneticdSystemsVJ1994VJfiVJaaiWace 1.4

49 RelativeJefficienciesJofJtheJmaximumJlikelihoodVJmaximumJparsimonyVJandJneighborWjoiningJ
methodsJforJestimatingJproteinJphylogenyXJMoleculardPhylogeneticsdanddEvolutionVJ1993VJbVJaWe 4.1 100

48 TempoJandJmodeJofJmitochondrialJt”qJevolutionJinJvertebratesJatJtheJaminoJacidJsequenceJleveljJ
rapidJevolutionJinJwarmWbloodedJvertebratesXJJournaldofdMoleculardEvolutionVJ1993VJcfVJbgZWha 3.1 95

47 TheJgiantJpandaJisJcloserJtoJaJbearVJjudgedJbyJ˛–WJandJ˛†WhemoglobinJsequencesXJJournaldofdMoleculard
EvolutionVJ1993VJcfVJbhbWbhi 3.1 15

46 sloseJphylogeneticJrelationshipJbetweenJVestimentiferaJRtubeJwormsSJandJqnnelidaJrevealedJbyJ
theJaminoJacidJsequenceJofJelongationJfactorWaJalphaXJJournaldofdMoleculardEvolutionVJ1993VJcgVJffWgZ 3.1 47

45 TowardJaJmoreJaccurateJtimeJscaleJforJtheJhumanJmitochondrialJt”qJtreeXJJournaldofdMoleculard
EvolutionVJ1993VJcgVJcdgWed 3.1 159

44 uarlyJbranchingsJinJtheJevolutionJofJeukaryotesjJancientJdivergenceJofJentamoebaJthatJlacksJ
mitochondriaJrevealedJbyJproteinJsequenceJdataXJJournaldofdMoleculardEvolutionVJ1993VJcfVJchZWh 3.1 107

43 RibosomalJR”qJtreesJmisleadingoXJNatureVJ1993VJcfaVJbc 50.4 158

42 qminoJacidJsubstitutionJofJproteinsJcodedJforJinJmitochondrialJt”qJduringJmammalianJevolutionXJ
JapanesedJournaldofdGeneticsVJ1992VJfgVJahgWig 35

41 RodentJpolyphylyoXJNatureVJ1992VJceeVJeie 50.4 39

40 TimeJofJtheJdeepestJrootJforJpolymorphismJinJhumanJmitochondrialJt”qXJJournaldofdMoleculard
EvolutionVJ1991VJcbVJcgWdb 3.1 79

(1991-1995)
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39 uvolutionJofJR”qJpolymerasesJandJbranchingJpatternsJofJtheJthreeJmajorJgroupsJofJqrchaebacteriaXJ
JournaldofdMoleculardEvolutionVJ1991VJcbVJgZWh 3.1 71

38 αnJtheJmaximumJlikelihoodJmethodJinJmolecularJphylogeneticsXJJournaldofdMoleculardEvolutionVJ
1991VJcbVJddcWe 3.1 167

37 “olecularJphylogenyJandJmanQsJplaceJinJxominoideaXXJJinruigakudZasshid=dthedJournaldofdthed
AnthropologicaldSocietydofdNihonVJ1991VJiiVJdiWfa 6

36 uvolutionJofJqrchaebacteriajJβhylogeneticJRelationshipsJqmongJqrchaebacteriaVJuubacteriaVJandJ
uukaryotesJ1991VJccgWcea 6

35 βhylogenyJandJmolecularJevolutionJinJprimatesXJPrimatologydMonographsVJ1990VJfeVJbdcWff 0.3 10

34 sonvertingJdistanceJtoJtimejJapplicationJtoJhumanJevolutionXJMethodsdindEnzymologyVJ1990VJahcVJeeZWgZ 1.7 72

33
sloseJevolutionaryJrelatednessJofJarchaebacteriaVJ“ethanococcusJandJxalobacteriumVJtoJ
eukaryotesJdemonstratedJbyJcompositeJphylogeneticJtreesJofJelongationJfactorsJuvWTuJandJuvWwjJ
uocyteJtreeJisJunlikelyXXJJapanesedJournaldofdGeneticsVJ1990VJfeVJaZiWaad

10

32 βhylogenyJandJmolecularJevolutionJinJprimatesXXJJapanesedJournaldofdGeneticsVJ1990VJfeVJbdcWbff 32

31 sloseJevolutionaryJrelatednessJofJarchaebacteriaJwithJeukaryotesXXJProceedingsdofdthedJapand
AcademydSeriesdB:dPhysicaldanddBiologicaldSciencesVJ1990VJffVJfcWfg 4 11

30 “itochondrialJt”qJevolutionJinJprimatesjJtransitionJrateJhasJbeenJextremelyJlowJinJtheJlemurXJ
JournaldofdMoleculardEvolutionVJ1990VJcaVJaacWba 3.1 68

29 “aximumJlikelihoodJinferenceJofJproteinJphylogenyJandJtheJoriginJofJchloroplastsXJJournaldofd
MoleculardEvolutionVJ1990VJcaVJaeaWafZ 3.1 584

28 ustimationJofJbranchingJdatesJamongJprimatesJbyJmolecularJclocksJofJnuclearJt”qJwhichJslowedJ
downJinJxominoideaXJJournaldofdHumandEvolutionVJ1989VJahVJdfaWdgf 3.1 66

27 uvaluationJofJtheJmaximumJlikelihoodJestimateJofJtheJevolutionaryJtreeJtopologiesJfromJt”qJ
sequenceJdataVJandJtheJbranchingJorderJinJhominoideaXJJournaldofdMoleculardEvolutionVJ1989VJbiVJagZWi 3.1 2826

26 sonfidenceJLimitsJofJtheJ“aximumWLikelihoodJustimateJofJtheJxominoidJthreeJfromJ
“itochondrialWt”qJSequencesXJEvolution;dInternationaldJournaldofdOrganicdEvolutionVJ1989VJdcVJfgb 3.8 39

25 sα”vytu”suJLy“yTSJα”JTxuJ“qXy“U“WLyKuLyxααtJuSTy“qTuJαvJTxuJxα“y”αytJTRuuJvRα“J
“yTαsxα”tRyqLWt”qJSuQUu”suSXJEvolution;dInternationaldJournaldofdOrganicdEvolutionVJ1989VJdcVJfgbWfgg3.8 40

24 xeterogeneityJofJtempoJandJmodeJofJmitochondrialJt”qJevolutionJamongJmammalianJordersXJ
JapanesedJournaldofdGeneticsVJ1989VJfdVJbdcWeh 56

23 “anQsJplaceJinJxominoideaJasJinferredJfromJmolecularJclocksJofJt”qXJJournaldofdMoleculardEvolution
VJ1987VJbfVJacbWdg 3.1 103

22 tifferentiationJofJoocyteWJandJsomaticWtypeJeSJrR”qsJinJanimalsXJJournaldofdBiochemistryVJ1986VJaZZVJcfiWgd3.1 55
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21 βhylogeneticJrelationshipsJamongJeukaryoticJkingdomsJinferredJfromJribosomalJR”qJsequencesXJ
JournaldofdMoleculardEvolutionVJ1985VJbbVJcbWh 3.1 141

20 tatingJofJtheJhumanWapeJsplittingJbyJaJmolecularJclockJofJmitochondrialJt”qXJJournaldofdMoleculard
EvolutionVJ1985VJbbVJafZWgd 3.1 6477

19 uvolutionaryJimplicationsJofJerrorJamplificationJinJtheJselfWreplicatingJandJproteinWsynthesizingJ
machineryXJJournaldofdMoleculardEvolutionVJ1984VJbZVJggWhe 3.1 15

18 βhylogenyJandJclassificationJofJhominoideaJasJinferredJfromJt”qJsequenceJdataXXJProceedingsdofd
thedJapandAcademydSeriesdB:dPhysicaldanddBiologicaldSciencesVJ1984VJfZVJchiWcib 4 19

17 qJnewJmolecularJclockJofJmitochondrialJt”qJandJtheJevolutionJofJhominoidsXXJProceedingsdofdthed
JapandAcademydSeriesdB:dPhysicaldanddBiologicaldSciencesVJ1984VJfZVJieWih 4 52

16 “qXy“U“JLyKuLyxααtJ“uTxαtJαvJβxYLαwu”uTysJy”vuRu”suJvRα“Jt”qJSuQUu”suJtqTqXJ
JapanesedJournaldofdBiometricsVJ1984VJeVJaWg 0 22

15 ”ucleotideJsequencesJofJesJrR”qsJfromJspongeJxalichondriaJjaponicaJandJtunicateJxalocynthiaJ
roretziJandJtheirJphylogeneticJpositionsXJNucleicdAcidsdResearchVJ1983VJaaVJaifiWgd 20.1 9

14 TheJαriginJqndJTheJuvolutionJαfJsellularJαrganellesJ1983VJaiiWbaZ 2

13 “olecularJclockJofJsilentJsubstitutionjJatJleastJsixWfoldJpreponderanceJofJsilentJchangesJinJ
mitochondrialJgenesJoverJthoseJinJnuclearJgenesXJJournaldofdMoleculardEvolutionVJ1982VJaiVJbhWce 3.1 149

12 αnJtheJantisymmetryJofJtheJaminoJacidJcodeJtableXJOriginsdofdLifedanddEvolutiondofdBiospheresVJ1980VJ
aZVJbfeWgZ 41

11 weometricalJmodelsJofJterritoryXJyXJ“odelsJforJsynchronousJandJasynchronousJsettlementJofJ
territoriesXJJournaldofdTheoreticaldBiologyVJ1980VJhbVJdggWif 2.3 74

10 SecondaryJstructureJofJ“SbJphageJR”qJandJbiasJinJcodeJwordJusageXJNucleicdAcidsdResearchVJ1979VJ
gVJbZgcWi 20.1 58

9 αnJtheJpatternJofJspaceJdivisionJbyJterritoriesXJAnnalsdofdthedInstitutedofdStatisticaldMathematicsVJ
1976VJbhVJeZiWeai 1 46

8 untropyJofJtheJgeneticJinformationJandJevolutionXJOriginsdofdLifedanddEvolutiondofdBiospheresVJ1975VJ
fVJbaiWbg 11

7 tistributionJofJhydrogenJbondJanglesJinJmolecularJcrystalsXJNatureVJ1975VJbedVJbabWbab 50.4 5

6 TheJgeneticJcodeJandJtheJentropyJofJproteinXJMathematicaldBiosciencesVJ1975VJbdVJafiWahb 3.9 18

5 uffectJofJulectronJsorrelationJonJtheJxydrogenJrondXJJournaldofdthedPhysicaldSocietydofdJapanVJ1971VJ
caVJabiZWabiZ 1.5

4 “olecularJαrbitalJStudyJofJtheJrentJxydrogenJrondXJs”tαYbJsalculationJforJtimericJxbαXJJournald
ofdthedPhysicaldSocietydofdJapanVJ1970VJbhVJbffWbff 1.5 1

(1970-1985)

11



3 ValenceJrondJStudyJofJtheJxydrogenJrondXJyyyXJvormationJandJ“igrationJofJyonicJtefectsJinJWaterJ
andJyceXJJournaldofdthedPhysicaldSocietydofdJapanVJ1970VJbiVJacbiWaccd 1.5 15

2 qJsorrectionJtoJourJβaperJâ��ValenceJrondJStudyJofJtheJxydrogenJrondXJyXâ��XJJournaldofdthedPhysicald
SocietydofdJapanVJ1970VJbhVJbgeWbge 1.5 2

1 ValenceJrondJStudyJofJtheJxydrogenJrondXJyXJJournaldofdthedPhysicaldSocietydofdJapanVJ1969VJbgVJiiiWaZZh1.5 8
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