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Genome-wide expression profiling of aquaporin genes confer responses to abiotic and biotic stresses
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Genome-wide analysis and expression profiling of zinc finger homeodomain (ZHD) family genes reveal
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Transcriptional regulation of anthocyanin biosynthesis in a high-anthocyanin resynthesized Brassica
napus cultivar. Journal of Biological Research, 2018, 25, 19.

Molecular Insights Reveal Psyl, SGR, and SIMYB12 Genes are Associated with Diverse Fruit Color

Pigments in Tomato (Solanum lycopersicum L.). Molecules, 2017, 22, 2180. 3.8 21

Molecular markers based on sequence variation in BoFLC1.C9 for characterizing early- and
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Whole-genome sequencing of Brassica oleracea var. capitata reveals new diversity of the mitogenome. 05 8
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Molecular characterization of Acidovorax citrulli strain NIHHS15-280 causing bacterial fruit blotch
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Development of a marker for detection of Xanthomonas campestris pv. campestris races 1 and 2 in
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Glucosinolate profile and Myrosinase gene expression are modulated upon Plasmodiophora brassicae

infection in cabbage. Functional Plant Biology, 2021, 48, 103.
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