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Expression of OsTPX Gene Improves Cellular Redox Homeostasis and Photosynthesis Efficiency in
Synechococcus elongatus PCC 7942. Frontiers in Plant Science, 2018, 9, 1848.

Miniature- and Multiple-Eyespot Loci in<i>Chlamydomonas reinhardetii</i>Define New Modulators of

Eyespot Photoreception and Assembly. G3: Genes, Genomes, Genetics, 2011, 1, 489-498.

Expression of Heterologous OsDHAR Gene Improves Glutathione (GSH)-Dependent Antioxidant System
and Maintenance of Cellular Redox Status in Synechococcus elongatus PCC 7942. Frontiers in Plant 3.6 4
Science, 2020, 11, 231.



